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(57) Настоящее изобретение относится к обла-
сти антимикробных агентов. В частности, насто-
ящее изобретение относится к полипептидам, со-
держащим последовательность пептидогликангид-
ролазы и пептидную последовательность, гетеро-
логичную пептидогликангидролазе, где указанная
гетерологичная пептидная последовательность со-
держит специфический мотив последовательности
длиной 16, 17, 18, 19 или 20 аминокислот. На-
стоящее изобретение также относится к соответ-
ствующим нуклеиновым кислотам, векторам, бак-
териофагам, клеткам-хозяевам, композициям и на-
борам. Настоящее изобретение также относится к
применению указанных полипептидов, нуклеино-
вых кислот, векторов, бактериофагов, клеток-хозя-
ев, композиций и наборов в способах лечения ор-
ганизма человека или животного с помощью хи-
рургии или терапии, или в способах диагностики,
осуществляемых в отношении организма человека
или животного. Полипептиды, нуклеиновые кис-
лоты, векторы, бактериофаги, клетки-хозяева, ком-
позиции и наборы по изобретению также могут
быть использованы в качестве противомикробного
средства, например в пище или корме, в косметике,
или в качестве дезинфицирующего агента.























































                         ПЕРЕЧЕНЬ ПОСЛЕДОВАТЕЛЬНОСТЕЙ 
 
<110>  SASINAPAS CO.,LTD. 
  
<120>  Modified peptides 
 
<130>  [FILL IN] 
 
<150>  PCT/IB2016/057193 
<151>  2016-11-30 
 
<160>  79     
 
<170>  PatentIn version 3.5 
 
<210>  1 
<211>  29 
<212>  PRT 
<213>  unknown 
 
<220> 
<223>  SMAP-29 овцы 
 
<400>  1 
 
Arg Gly Leu Arg Arg Leu Gly Arg Lys Ile Ala His Gly Val Lys Lys  
1               5                   10                  15       
 
 
Tyr Gly Pro Thr Val Leu Arg Ile Ile Arg Ile Ala Gly  
            20                  25                   
 
 
<210>  2 
<211>  5 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  последовательность, которая не является частью мотива последовательности, 
если 
       мотив последовательности содержит по меньшей мере три несмежных остатков 
гистидина 
       
<400>  2 
 
Ala Ala Leu Thr His  
1               5    
 
 
<210>  3 
<211>  4 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Пример парного блока аминокислот первой группы  
        внутри последовательности 
 
<400>  3 
 
Leu Lys Arg Glu  
1                
 



 
<210>  4 
<211>  5 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Пример блока триплета аминокислот пераой группы  
       внутри последовательности 
 
<400>  4 
 
Leu Lys Arg Lys Glu  
1               5    
 
 
<210>  5 
<211>  4 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Пример N-концевого триплетного блока аминокислот первой 
       группы 
<400>  5 
 
Lys Arg Lys Glu  
1                
 
 
<210>  6 
<211>  4 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Пример С-концевого триплетного блока аминокислот первой 
       группы 
<400>  6 
 
Leu Lys Arg Lys  
1                
 
 
<210>  7 
<211>  7 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Пример последовательности, исключенной из мотива последовательности,  
       если присутствует триплет аминокислот первой группы 
<400>  7 
 
Arg Arg Arg Gly Leu Arg His  
1               5            
 
 
<210>  8 
<211>  4 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 



<223>  Пример последовательности, недопустимой в мотиве последовательности 
 
<400>  8 
 
Lys Arg Lys Lys  
1                
 
 
<210>  9 
<211>  4 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Пример последовательности, недопустимой в мотиве последовательности 
 
<400>  9 
 
Arg Arg Arg Arg  
1                
 
 
<210>  10 
<211>  18 
<212>  PRT 
<213>  Unknown 
 
<220> 
<223>  SMAP-29 овцы;aк 1-18 
 
<400>  10 
 
Arg Gly Leu Arg Arg Leu Gly Arg Lys Ile Ala His Gly Val Lys Lys  
1               5                   10                  15       
 
 
Tyr Gly  
         
 
 
<210>  11 
<211>  25 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Мутированный пептид, происходящий из Cecropin A (A. aegypti) 
 
<400>  11 
 
Gly Gly Leu Lys Lys Leu Gly Lys Lys Leu Lys Lys Ala Gly Lys Arg  
1               5                   10                  15       
 
 
Val Phe Lys Ala Ala Lys Lys Ala Leu  
            20                  25   
 
 
<210>  12 
<211>  28 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 



<223>  Мутированный пептид, происходящий из BMAP-28 
 
<400>  12 
 
Arg Gly Leu Arg Arg Leu Gly Arg Lys Ile Leu Arg Ala Trp Lys Lys  
1               5                   10                  15       
 
 
Tyr Gly Pro Ile Ile Val Pro Ile Ile Arg Ile Gly  
            20                  25               
 
 
<210>  13 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  мутированный пептид, происходящий из пептида MSI-78 (4-20)   
 
<400>  13 
 
Arg Phe Leu Arg Arg Ala Arg Arg Phe Gly Arg Ala Phe Val Arg Ile  
1               5                   10                  15       
 
 
Leu  
     
 
 
<210>  14 
<211>  26 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из магаинина 
 
<400>  14 
 
Gly Ile Lys Lys Phe Leu Lys Ser Ala Lys Lys Phe Gly Lys Ala Phe  
1               5                   10                  15       
 
 
Lys Lys Val Ile Arg Gly Gly Gly Gly Ser  
            20                  25       
 
 
<210>  15 
<211>  20 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из пептида HPA-NT3  
 
<400>  15 
 
Lys Arg Leu Lys Lys Leu Ala Lys Lys Ile Trp Lys Trp Gly Arg Arg  
1               5                   10                  15       
 
 
Gly Pro Gly Ser  
            20   



 
 
<210>  16 
<211>  29 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из аминокислот 298-326  
       альфа-субъединицы стонустоксина 
 
<400>  16 
 
Ile Lys Leu Ile Lys Arg Val Ile Lys Lys Phe Lys Lys Ile Phe Arg  
1               5                   10                  15       
 
 
Lys Tyr Pro Leu Thr Val Lys Lys Gly Ile Ala Val Gly  
            20                  25                   
 
 
<210>  17 
<211>  27 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из аминокислот 26-48 белка CagL  
 
<400>  17 
 
Gly Leu Lys Lys Leu Lys Arg Val Tyr Arg Lys Trp Val Lys Ala Val  
1               5                   10                  15       
 
 
Lys Lys Val Leu Lys Leu Gly Gly Gly Gly Ser  
            20                  25           
 
 
<210>  18 
<211>  22 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из аминокислот 26-48 белка CagL  
 
<400>  18 
 
Gly Leu Lys Val Leu Lys Lys Ala Tyr Arg Arg Ile Arg Lys Ala Val  
1               5                   10                  15       
 
 
Arg Lys Ile Leu Lys Ala  
            20           
 
 
<210>  19 
<211>  19 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из аминокислот 178-198 белка IE1  



 
<400>  19 
 
Tyr Lys Arg Ala Phe Lys Lys Val Leu Lys Arg Ile Arg Arg Tyr Ala  
1               5                   10                  15       
 
 
Lys Arg Ser  
             
 
 
<210>  20 
<211>  24 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность 
 
<400>  20 
 
Gly Phe Phe Lys Lys Ala Trp Arg Lys Val Lys His Ala Gly Arg Arg  
1               5                   10                  15       
 
 
Val Leu Lys Thr Ala Lys Gly Val  
            20                   
 
 
<210>  21 
<211>  20 
<212>  PRT 
<213>  unknown 
 
<220> 
<223>  CAP18AA 
 
<400>  21 
 
Gly Leu Arg Lys Ala Leu Arg Lys Phe Arg Asn Lys Ile Lys Glu Ala  
1               5                   10                  15       
 
 
Leu Lys Lys Ile  
            20   
 
 
<210>  22 
<211>  20 
<212>  PRT 
<213>  artificial sequence 
 
<220> 
<223>  синтетическая последовательность 
 
<400>  22 
 
Gly Leu Arg Lys Ala Leu Arg Lys Phe Arg Lys Lys Ile Lys Glu Ala  
1               5                   10                  15       
 
 
Leu Lys Lys Ile  
            20   
 



 
<210>  23 
<211>  29 
<212>  PRT 
<213>  artificial sequence 
 
<220> 
<223>  синтетическая последовательность 
 
<400>  23 
 
Arg Gly Leu Arg Arg Leu Gly Arg Lys Ile Ala Arg Gly Val Lys Lys  
1               5                   10                  15       
 
 
Tyr Gly Pro Thr Val Leu Arg Ile Ile Arg Ile Ala Gly  
            20                  25                   
 
 
<210>  24 
<211>  136 
<212>  PRT 
<213>  Unknown 
 
<220> 
<223>  S394 эндолизин без N-концевого метионина 
<400>  24 
 
Ser Phe Lys Phe Gly Lys Asn Ser Glu Lys Gln Leu Ala Thr Val Lys  
1               5                   10                  15       
 
 
Pro Glu Leu Gln Lys Val Ala Arg Arg Ala Leu Glu Leu Ser Pro Tyr  
            20                  25                  30           
 
 
Asp Phe Thr Ile Val Gln Gly Ile Arg Thr Val Ala Gln Ser Ala Gln  
        35                  40                  45               
 
 
Asn Ile Ala Asn Gly Thr Ser Phe Leu Lys Asp Pro Ser Lys Ser Lys  
    50                  55                  60                   
 
 
His Val Thr Gly Asp Ala Ile Asp Phe Ala Pro Tyr Ile Asn Gly Lys  
65                  70                  75                  80   
 
 
Ile Asp Trp Lys Asp Leu Glu Ala Phe Trp Ala Val Lys Lys Ala Phe  
                85                  90                  95       
 
 
Glu Gln Ala Gly Lys Glu Leu Gly Ile Lys Leu Arg Phe Gly Ala Asp  
            100                 105                 110          
 
 
Trp Asn Ser Ser Gly Asp Tyr His Asp Glu Ile Asp Arg Gly Thr Tyr  
        115                 120                 125              
 
 
Asp Gly Gly His Val Glu Leu Val  
    130                 135      
 
 



<210>  25 
<211>  259 
<212>  PRT 
<213>  artificial sequence 
 
<220> 
<223>  Мутированный KZ144 с C14S, C23S и C50S, без N-концевого 
       метионина 
<400>  25 
 
Lys Val Leu Arg Lys Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln  
1               5                   10                  15       
 
 
Thr Leu Leu Asn Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile  
            20                  25                  30           
 
 
Phe Gly Asn Asn Thr Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn  
        35                  40                  45               
 
 
Ser Leu Asp Ser Asp Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu  
    50                  55                  60                   
 
 
Phe Ser Lys Tyr Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro  
65                  70                  75                  80   
 
 
Thr Ala Asn Lys Ser Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val  
                85                  90                  95       
 
 
Glu Asn Ala Thr Gly Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser  
            100                 105                 110          
 
 
Ile Glu Ser Ala Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala  
        115                 120                 125              
 
 
Thr Gly Trp Phe Gln Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu  
    130                 135                 140                  
 
 
Asn Tyr Gly Met Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu  
145                 150                 155                 160  
 
 
Arg Lys Asp Pro Arg Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys  
                165                 170                 175      
 
 
Glu Asn Met Asn Ile Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp  
            180                 185                 190          
 
 
Thr Asp Leu Tyr Leu Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg  
        195                 200                 205              
 
 
Phe Leu Thr Thr Gly Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys  
    210                 215                 220                  



 
 
Glu Ala Gln Ala Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro  
225                 230                 235                 240  
 
 
Lys Thr Ile Gln Glu Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala  
                245                 250                 255      
 
 
His Arg Lys  
             
 
 
<210>  26 
<211>  327 
<212>  PRT 
<213>  unknown 
 
<220> 
<223>  фрагмент OBPgpLYS  
 
<400>  26 
 
Lys Asn Ser Glu Lys Asn Ala Ser Ile Ile Met Ser Ile Gln Arg Thr  
1               5                   10                  15       
 
 
Leu Ala Ser Leu Ser Leu Tyr Gly Gly Arg Ile Asp Gly Leu Phe Gly  
            20                  25                  30           
 
 
Glu Lys Cys Arg Gly Ala Ile Ile Leu Met Leu Asn Lys Val Tyr Pro  
        35                  40                  45               
 
 
Asn Phe Ser Thr Asn Lys Leu Pro Ser Asn Thr Tyr Glu Ala Glu Ser  
    50                  55                  60                   
 
 
Val Phe Thr Phe Leu Gln Thr Ala Leu Ala Gly Val Gly Leu Tyr Thr  
65                  70                  75                  80   
 
 
Ile Thr Ile Asp Gly Lys Trp Gly Gly Thr Ser Gln Gly Ala Ile Asp  
                85                  90                  95       
 
 
Ala Leu Val Lys Ser Tyr Arg Gln Ile Thr Glu Ala Glu Arg Ala Gly  
            100                 105                 110          
 
 
Ser Thr Leu Pro Leu Gly Leu Ala Thr Val Met Ser Lys His Met Ser  
        115                 120                 125              
 
 
Ile Glu Gln Leu Arg Ala Met Leu Pro Thr Asp Arg Gln Gly Tyr Ala  
    130                 135                 140                  
 
 
Glu Val Tyr Ile Asp Pro Leu Asn Glu Thr Met Asp Ile Phe Glu Ile  
145                 150                 155                 160  
 
 



Asn Thr Pro Leu Arg Ile Ala His Phe Met Ala Gln Ile Leu His Glu  
                165                 170                 175      
 
 
Thr Ala Cys Phe Lys Tyr Thr Glu Glu Leu Ala Ser Gly Lys Ala Tyr  
            180                 185                 190          
 
 
Glu Gly Arg Ala Asp Leu Gly Asn Thr Arg Pro Gly Asp Gly Pro Leu  
        195                 200                 205              
 
 
Phe Lys Gly Arg Gly Leu Leu Gln Ile Thr Gly Arg Leu Asn Tyr Val  
    210                 215                 220                  
 
 
Lys Cys Gln Val Tyr Leu Arg Glu Lys Leu Lys Asp Pro Thr Phe Asp  
225                 230                 235                 240  
 
 
Ile Thr Ser Ser Val Thr Cys Ala Gln Gln Leu Ser Glu Ser Pro Leu  
                245                 250                 255      
 
 
Leu Ala Ala Leu Ala Ser Gly Tyr Phe Trp Arg Phe Ile Lys Pro Lys  
            260                 265                 270          
 
 
Leu Asn Glu Thr Ala Asp Lys Asp Asp Ile Tyr Trp Val Ser Val Tyr  
        275                 280                 285              
 
 
Val Asn Gly Tyr Ala Lys Gln Ala Asn Pro Tyr Tyr Pro Asn Arg Asp  
    290                 295                 300                  
 
 
Lys Glu Pro Asn His Met Lys Glu Arg Val Gln Met Leu Ala Val Thr  
305                 310                 315                 320  
 
 
Lys Lys Ala Leu Gly Ile Val  
                325          
 
 
<210>  27 
<211>  237 
<212>  PRT 
<213>  unknown 
 
<220> 
<223>  Белок базальной пластинки хвоста вибрио фага ICP1 без N-концевого  
       метионина 
 
<400>  27 
 
Ile Leu Lys Arg Gly Ser Ser Gly Ala Asp Val Lys Asn Met Gln Glu  
1               5                   10                  15       
 
 
Tyr Leu Thr Ala Leu Gly Tyr Asp Thr Lys Gly Val Glu Gly Thr Phe  
            20                  25                  30           
 
 
Glu Gly Gly Thr Glu Ser Ala Val Lys Ala Phe Gln Lys Asp Met Ser  



        35                  40                  45               
 
 
Phe Thr Val Val Asp Gly Ile Ile Gly Asn Gln Thr Ala Lys His Leu  
    50                  55                  60                   
 
 
Val Asp Met Tyr Tyr Gly Lys Val Val Pro Phe Gly Tyr Val Thr Asn  
65                  70                  75                  80   
 
 
Thr Pro Trp Val Ser Glu Ala Ile Glu Asp Tyr Phe Val Ser Glu Ile  
                85                  90                  95       
 
 
Lys Gly Glu Lys His Asn Pro Arg Val Val Gln Tyr Phe Lys Asp Ala  
            100                 105                 110          
 
 
His Ser Ser Trp Phe Thr Asp Asp Glu Thr Pro Trp Cys Ala Ala Ala  
        115                 120                 125              
 
 
Val Ser Ser Trp Leu Glu Arg Ala Gly Ile Arg Ser Val Arg Ser Ala  
    130                 135                 140                  
 
 
Arg Ala Arg Asp His Ile Asn Phe Gly Thr Lys Leu Leu Glu Pro Arg  
145                 150                 155                 160  
 
 
Phe Gly Ala Ile Val Val Leu Glu Arg Gly Ala Asn Ser Gly His Val  
                165                 170                 175      
 
 
Gly Phe Val Asn Gly Val Thr Ala Asp Gly Lys Gln Ile Lys Val Leu  
            180                 185                 190          
 
 
Gly Gly Asn Gln Ser Asp Ser Val Asn Glu Arg Met Phe Gln Val Thr  
        195                 200                 205              
 
 
Arg Val Leu Gly Tyr Arg Gln Pro Glu Gly Phe Val Leu Pro Pro Cys  
    210                 215                 220                  
 
 
Pro Ile Val Gly Lys Gly Glu Leu Ser Lys Ser Glu Ala  
225                 230                 235          
 
 
<210>  28 
<211>  4 
<212>  PRT 
<213>  artificial 
 
<220> 
<223>  линкер 
 
<400>  28 
 
Gly Ala Gly Ala  
1                
 



 
<210>  29 
<211>  8 
<212>  PRT 
<213>  artificial 
 
<220> 
<223>  линкер 
 
<400>  29 
 
Gly Ala Gly Ala Gly Ala Gly Ala  
1               5                
 
 
<210>  30 
<211>  12 
<212>  PRT 
<213>  artificial 
 
<220> 
<223>  линкер 
 
<400>  30 
 
Gly Ala Gly Ala Gly Ala Gly Ala Gly Ala Gly Ala  
1               5                   10           
 
 
<210>  31 
<211>  6 
<212>  PRT 
<213>  artificial sequence 
 
<220> 
<223>  His-Tag (6x) 
 
<400>  31 
 
His His His His His His  
1               5        
 
 
<210>  32 
<211>  169 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из Cecropin A (A. aegypti), соединенный 
с  
       эндолизином S394  
 
<400>  32 
 
Met Gly Gly Leu Lys Lys Leu Gly Lys Lys Leu Lys Lys Ala Gly Lys  
1               5                   10                  15       
 
 
Arg Val Phe Lys Ala Ala Lys Lys Ala Leu Gly Gly Gly Ser Gly Ser  
            20                  25                  30           
 
 
Met Ser Phe Lys Phe Gly Lys Asn Ser Glu Lys Gln Leu Ala Thr Val  



        35                  40                  45               
 
 
Lys Pro Glu Leu Gln Lys Val Ala Arg Arg Ala Leu Glu Leu Ser Pro  
    50                  55                  60                   
 
 
Tyr Asp Phe Thr Ile Val Gln Gly Ile Arg Thr Val Ala Gln Ser Ala  
65                  70                  75                  80   
 
 
Gln Asn Ile Ala Asn Gly Thr Ser Phe Leu Lys Asp Pro Ser Lys Ser  
                85                  90                  95       
 
 
Lys His Val Thr Gly Asp Ala Ile Asp Phe Ala Pro Tyr Ile Asn Gly  
            100                 105                 110          
 
 
Lys Ile Asp Trp Lys Asp Leu Glu Ala Phe Trp Ala Val Lys Lys Ala  
        115                 120                 125              
 
 
Phe Glu Gln Ala Gly Lys Glu Leu Gly Ile Lys Leu Arg Phe Gly Ala  
    130                 135                 140                  
 
 
Asp Trp Asn Ser Ser Gly Asp Tyr His Asp Glu Ile Asp Arg Gly Thr  
145                 150                 155                 160  
 
 
Tyr Asp Gly Gly His Val Glu Leu Val  
                165                  
 
 
<210>  33 
<211>  355 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из Cecropin A (A. aegypti), соединенный 
с  
       эндолизином OBPgpLys  
 
<400>  33 
 
Met Arg Gly Leu Lys Lys Leu Gly Arg Lys Leu Lys Lys Ala Gly Lys  
1               5                   10                  15       
 
 
Arg Val Phe Lys Ala Ala Lys Lys Ala Leu Gly Ser Lys Asn Ser Glu  
            20                  25                  30           
 
 
Lys Asn Ala Ser Ile Ile Met Ser Ile Gln Arg Thr Leu Ala Ser Leu  
        35                  40                  45               
 
 
Ser Leu Tyr Gly Gly Arg Ile Asp Gly Leu Phe Gly Glu Lys Cys Arg  
    50                  55                  60                   
 
 
Gly Ala Ile Ile Leu Met Leu Asn Lys Val Tyr Pro Asn Phe Ser Thr  



65                  70                  75                  80   
 
 
Asn Lys Leu Pro Ser Asn Thr Tyr Glu Ala Glu Ser Val Phe Thr Phe  
                85                  90                  95       
 
 
Leu Gln Thr Ala Leu Ala Gly Val Gly Leu Tyr Thr Ile Thr Ile Asp  
            100                 105                 110          
 
 
Gly Lys Trp Gly Gly Thr Ser Gln Gly Ala Ile Asp Ala Leu Val Lys  
        115                 120                 125              
 
 
Ser Tyr Arg Gln Ile Thr Glu Ala Glu Arg Ala Gly Ser Thr Leu Pro  
    130                 135                 140                  
 
 
Leu Gly Leu Ala Thr Val Met Ser Lys His Met Ser Ile Glu Gln Leu  
145                 150                 155                 160  
 
 
Arg Ala Met Leu Pro Thr Asp Arg Gln Gly Tyr Ala Glu Val Tyr Ile  
                165                 170                 175      
 
 
Asp Pro Leu Asn Glu Thr Met Asp Ile Phe Glu Ile Asn Thr Pro Leu  
            180                 185                 190          
 
 
Arg Ile Ala His Phe Met Ala Gln Ile Leu His Glu Thr Ala Cys Phe  
        195                 200                 205              
 
 
Lys Tyr Thr Glu Glu Leu Ala Ser Gly Lys Ala Tyr Glu Gly Arg Ala  
    210                 215                 220                  
 
 
Asp Leu Gly Asn Thr Arg Pro Gly Asp Gly Pro Leu Phe Lys Gly Arg  
225                 230                 235                 240  
 
 
Gly Leu Leu Gln Ile Thr Gly Arg Leu Asn Tyr Val Lys Cys Gln Val  
                245                 250                 255      
 
 
Tyr Leu Arg Glu Lys Leu Lys Asp Pro Thr Phe Asp Ile Thr Ser Ser  
            260                 265                 270          
 
 
Val Thr Cys Ala Gln Gln Leu Ser Glu Ser Pro Leu Leu Ala Ala Leu  
        275                 280                 285              
 
 
Ala Ser Gly Tyr Phe Trp Arg Phe Ile Lys Pro Lys Leu Asn Glu Thr  
    290                 295                 300                  
 
 
Ala Asp Lys Asp Asp Ile Tyr Trp Val Ser Val Tyr Val Asn Gly Tyr  
305                 310                 315                 320  
 
 
Ala Lys Gln Ala Asn Pro Tyr Tyr Pro Asn Arg Asp Lys Glu Pro Asn  



                325                 330                 335      
 
 
His Met Lys Glu Arg Val Gln Met Leu Ala Val Thr Lys Lys Ala Leu  
            340                 345                 350          
 
 
Gly Ile Val  
        355  
 
 
<210>  34 
<211>  290 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  мутированный пептид, происходящий из BMAP-28, соединенный с мутированным  
KZ144  
       с C14S, C23S и C50S 
 
<400>  34 
 
Met Arg Gly Leu Arg Arg Leu Gly Arg Lys Ile Leu Arg Ala Trp Lys  
1               5                   10                  15       
 
 
Lys Tyr Gly Pro Ile Ile Val Pro Ile Ile Arg Ile Gly Gly Ser Lys  
            20                  25                  30           
 
 
Val Leu Arg Lys Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln Thr  
        35                  40                  45               
 
 
Leu Leu Asn Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe  
    50                  55                  60                   
 
 
Gly Asn Asn Thr Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn Ser  
65                  70                  75                  80   
 
 
Leu Asp Ser Asp Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu Phe  
                85                  90                  95       
 
 
Ser Lys Tyr Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr  
            100                 105                 110          
 
 
Ala Asn Lys Ser Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val Glu  
        115                 120                 125              
 
 
Asn Ala Thr Gly Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile  
    130                 135                 140                  
 
 
Glu Ser Ala Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr  
145                 150                 155                 160  
 
 
Gly Trp Phe Gln Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu Asn  



                165                 170                 175      
 
 
Tyr Gly Met Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu Arg  
            180                 185                 190          
 
 
Lys Asp Pro Arg Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys Glu  
        195                 200                 205              
 
 
Asn Met Asn Ile Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp Thr  
    210                 215                 220                  
 
 
Asp Leu Tyr Leu Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe  
225                 230                 235                 240  
 
 
Leu Thr Thr Gly Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys Glu  
                245                 250                 255      
 
 
Ala Gln Ala Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys  
            260                 265                 270          
 
 
Thr Ile Gln Glu Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala His  
        275                 280                 285              
 
 
Arg Lys  
    290  
 
 
<210>  35 
<211>  162 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из пептида MSI-78 (4-20), соединенный с 
эндолизином  
       S394  
 
<400>  35 
 
Met Arg Phe Leu Arg Arg Ala Arg Arg Phe Gly Arg Ala Phe Val Arg  
1               5                   10                  15       
 
 
Ile Leu Gly Gly Gly Gly Ser Gly Ser Met Ser Phe Lys Phe Gly Lys  
            20                  25                  30           
 
 
Asn Ser Glu Lys Gln Leu Ala Thr Val Lys Pro Glu Leu Gln Lys Val  
        35                  40                  45               
 
 
Ala Arg Arg Ala Leu Glu Leu Ser Pro Tyr Asp Phe Thr Ile Val Gln  
    50                  55                  60                   
 
 
Gly Ile Arg Thr Val Ala Gln Ser Ala Gln Asn Ile Ala Asn Gly Thr  



65                  70                  75                  80   
 
 
Ser Phe Leu Lys Asp Pro Ser Lys Ser Lys His Val Thr Gly Asp Ala  
                85                  90                  95       
 
 
Ile Asp Phe Ala Pro Tyr Ile Asn Gly Lys Ile Asp Trp Lys Asp Leu  
            100                 105                 110          
 
 
Glu Ala Phe Trp Ala Val Lys Lys Ala Phe Glu Gln Ala Gly Lys Glu  
        115                 120                 125              
 
 
Leu Gly Ile Lys Leu Arg Phe Gly Ala Asp Trp Asn Ser Ser Gly Asp  
    130                 135                 140                  
 
 
Tyr His Asp Glu Ile Asp Arg Gly Thr Tyr Asp Gly Gly His Val Glu  
145                 150                 155                 160  
 
 
Leu Val  
         
 
 
<210>  36 
<211>  166 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из пептида магаинин, соединенный  
       с эндолизином S394  
       
 
<400>  36 
 
Met Gly Ile Lys Lys Phe Leu Lys Ser Ala Lys Lys Phe Gly Lys Ala  
1               5                   10                  15       
 
 
Phe Lys Lys Val Ile Arg Gly Gly Gly Gly Ser Gly Ser Met Ser Phe  
            20                  25                  30           
 
 
Lys Phe Gly Lys Asn Ser Glu Lys Gln Leu Ala Thr Val Lys Pro Glu  
        35                  40                  45               
 
 
Leu Gln Lys Val Ala Arg Arg Ala Leu Glu Leu Ser Pro Tyr Asp Phe  
    50                  55                  60                   
 
 
Thr Ile Val Gln Gly Ile Arg Thr Val Ala Gln Ser Ala Gln Asn Ile  
65                  70                  75                  80   
 
 
Ala Asn Gly Thr Ser Phe Leu Lys Asp Pro Ser Lys Ser Lys His Val  
                85                  90                  95       
 
 
Thr Gly Asp Ala Ile Asp Phe Ala Pro Tyr Ile Asn Gly Lys Ile Asp  



            100                 105                 110          
 
 
Trp Lys Asp Leu Glu Ala Phe Trp Ala Val Lys Lys Ala Phe Glu Gln  
        115                 120                 125              
 
 
Ala Gly Lys Glu Leu Gly Ile Lys Leu Arg Phe Gly Ala Asp Trp Asn  
    130                 135                 140                  
 
 
Ser Ser Gly Asp Tyr His Asp Glu Ile Asp Arg Gly Thr Tyr Asp Gly  
145                 150                 155                 160  
 
 
Gly His Val Glu Leu Val  
                165      
 
 
<210>  37 
<211>  282 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из пептида HPA-NT3, соединенный  
       с мутированным KZ144 с C14S, C23S и C50S 
 
<400>  37 
 
Met Lys Arg Leu Lys Lys Leu Ala Lys Lys Ile Trp Lys Trp Gly Arg  
1               5                   10                  15       
 
 
Arg Gly Pro Gly Ser Gly Ser Lys Val Leu Arg Lys Gly Asp Arg Gly  
            20                  25                  30           
 
 
Asp Glu Val Ser Gln Leu Gln Thr Leu Leu Asn Leu Ser Gly Tyr Asp  
        35                  40                  45               
 
 
Val Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn Thr Phe Asn Gln Val  
    50                  55                  60                   
 
 
Val Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser Asp Gly Ile Val Gly  
65                  70                  75                  80   
 
 
Lys Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr Ser Pro Pro Ile Pro  
                85                  90                  95       
 
 
Tyr Lys Thr Ile Pro Met Pro Thr Ala Asn Lys Ser Arg Ala Ala Ala  
            100                 105                 110          
 
 
Thr Pro Val Met Asn Ala Val Glu Asn Ala Thr Gly Val Arg Ser Gln  
        115                 120                 125              
 
 
Leu Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala Phe Asp Tyr Glu Ile  
    130                 135                 140                  



 
 
Lys Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe Gln Phe Leu Thr Gly  
145                 150                 155                 160  
 
 
Thr Trp Lys Thr Met Ile Glu Asn Tyr Gly Met Lys Tyr Gly Val Leu  
                165                 170                 175      
 
 
Thr Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro Arg Ile Ser Ala Leu  
            180                 185                 190          
 
 
Met Gly Ala Glu Leu Ile Lys Glu Asn Met Asn Ile Leu Arg Pro Val  
        195                 200                 205              
 
 
Leu Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr Leu Ala His Phe Phe  
    210                 215                 220                  
 
 
Gly Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr Gly Gln Asn Glu Leu  
225                 230                 235                 240  
 
 
Ala Ala Thr His Phe Pro Lys Glu Ala Gln Ala Asn Pro Ser Ile Phe  
                245                 250                 255      
 
 
Tyr Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln Glu Val Tyr Asn Leu  
            260                 265                 270          
 
 
Met Asp Gly Lys Val Ala Ala His Arg Lys  
        275                 280          
 
 
<210>  38 
<211>  291 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из аминокислот 298-326   
       альфа-субъединицы стонустоксина, соединенный с мутированным KZ144  
       с C14S, C23S и C50S 
 
<400>  38 
 
Met Ile Lys Leu Ile Lys Arg Val Ile Lys Lys Phe Lys Lys Ile Phe  
1               5                   10                  15       
 
 
Arg Lys Tyr Pro Leu Thr Val Lys Lys Gly Ile Ala Val Gly Gly Ser  
            20                  25                  30           
 
 
Lys Val Leu Arg Lys Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln  
        35                  40                  45               
 
 
Thr Leu Leu Asn Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile  
    50                  55                  60                   



 
 
Phe Gly Asn Asn Thr Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn  
65                  70                  75                  80   
 
 
Ser Leu Asp Ser Asp Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu  
                85                  90                  95       
 
 
Phe Ser Lys Tyr Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro  
            100                 105                 110          
 
 
Thr Ala Asn Lys Ser Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val  
        115                 120                 125              
 
 
Glu Asn Ala Thr Gly Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser  
    130                 135                 140                  
 
 
Ile Glu Ser Ala Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala  
145                 150                 155                 160  
 
 
Thr Gly Trp Phe Gln Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu  
                165                 170                 175      
 
 
Asn Tyr Gly Met Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu  
            180                 185                 190          
 
 
Arg Lys Asp Pro Arg Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys  
        195                 200                 205              
 
 
Glu Asn Met Asn Ile Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp  
    210                 215                 220                  
 
 
Thr Asp Leu Tyr Leu Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg  
225                 230                 235                 240  
 
 
Phe Leu Thr Thr Gly Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys  
                245                 250                 255      
 
 
Glu Ala Gln Ala Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro  
            260                 265                 270          
 
 
Lys Thr Ile Gln Glu Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala  
        275                 280                 285              
 
 
His Arg Lys  
    290      
 
 
<210>  39 
<211>  289 



<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из аминокислот 26-48 белка CagL,   
       соединенный с мутированным KZ144 с C14S, C23S и C50S 
 
<400>  39 
 
Met Gly Leu Lys Lys Leu Lys Arg Val Tyr Arg Lys Trp Val Lys Ala  
1               5                   10                  15       
 
 
Val Lys Lys Val Leu Lys Leu Gly Gly Gly Gly Ser Gly Ser Lys Val  
            20                  25                  30           
 
 
Leu Arg Lys Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln Thr Leu  
        35                  40                  45               
 
 
Leu Asn Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe Gly  
    50                  55                  60                   
 
 
Asn Asn Thr Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn Ser Leu  
65                  70                  75                  80   
 
 
Asp Ser Asp Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu Phe Ser  
                85                  90                  95       
 
 
Lys Tyr Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr Ala  
            100                 105                 110          
 
 
Asn Lys Ser Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val Glu Asn  
        115                 120                 125              
 
 
Ala Thr Gly Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile Glu  
    130                 135                 140                  
 
 
Ser Ala Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr Gly  
145                 150                 155                 160  
 
 
Trp Phe Gln Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu Asn Tyr  
                165                 170                 175      
 
 
Gly Met Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu Arg Lys  
            180                 185                 190          
 
 
Asp Pro Arg Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys Glu Asn  
        195                 200                 205              
 
 
Met Asn Ile Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp Thr Asp  
    210                 215                 220                  
 



 
Leu Tyr Leu Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe Leu  
225                 230                 235                 240  
 
 
Thr Thr Gly Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys Glu Ala  
                245                 250                 255      
 
 
Gln Ala Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys Thr  
            260                 265                 270          
 
 
Ile Gln Glu Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala His Arg  
        275                 280                 285              
 
 
Lys  
     
 
 
<210>  40 
<211>  284 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из аминокислот 26-48 белка CagL,   
       соединенный с мутированным KZ144 с C14S, C23S и C50S 
 
<400>  40 
 
Met Gly Leu Lys Val Leu Lys Lys Ala Tyr Arg Arg Ile Arg Lys Ala  
1               5                   10                  15       
 
 
Val Arg Lys Ile Leu Lys Ala Gly Ser Lys Val Leu Arg Lys Gly Asp  
            20                  25                  30           
 
 
Arg Gly Asp Glu Val Ser Gln Leu Gln Thr Leu Leu Asn Leu Ser Gly  
        35                  40                  45               
 
 
Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn Thr Phe Asn  
    50                  55                  60                   
 
 
Gln Val Val Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser Asp Gly Ile  
65                  70                  75                  80   
 
 
Val Gly Lys Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr Ser Pro Pro  
                85                  90                  95       
 
 
Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr Ala Asn Lys Ser Arg Ala  
            100                 105                 110          
 
 
Ala Ala Thr Pro Val Met Asn Ala Val Glu Asn Ala Thr Gly Val Arg  
        115                 120                 125              
 
 



Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala Phe Asp Tyr  
    130                 135                 140                  
 
 
Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe Gln Phe Leu  
145                 150                 155                 160  
 
 
Thr Gly Thr Trp Lys Thr Met Ile Glu Asn Tyr Gly Met Lys Tyr Gly  
                165                 170                 175      
 
 
Val Leu Thr Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro Arg Ile Ser  
            180                 185                 190          
 
 
Ala Leu Met Gly Ala Glu Leu Ile Lys Glu Asn Met Asn Ile Leu Arg  
        195                 200                 205              
 
 
Pro Val Leu Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr Leu Ala His  
    210                 215                 220                  
 
 
Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr Gly Gln Asn  
225                 230                 235                 240  
 
 
Glu Leu Ala Ala Thr His Phe Pro Lys Glu Ala Gln Ala Asn Pro Ser  
                245                 250                 255      
 
 
Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln Glu Val Tyr  
            260                 265                 270          
 
 
Asn Leu Met Asp Gly Lys Val Ala Ala His Arg Lys  
        275                 280                  
 
 
<210>  41 
<211>  281 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из аминокислот 178-198 белка IE1,   
       соединенный с мутированным KZ144 с C14S, C23S и C50S 
 
<400>  41 
 
Met Tyr Lys Arg Ala Phe Lys Lys Val Leu Lys Arg Ile Arg Arg Tyr  
1               5                   10                  15       
 
 
Ala Lys Arg Ser Gly Ser Lys Val Leu Arg Lys Gly Asp Arg Gly Asp  
            20                  25                  30           
 
 
Glu Val Ser Gln Leu Gln Thr Leu Leu Asn Leu Ser Gly Tyr Asp Val  
        35                  40                  45               
 
 
Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn Thr Phe Asn Gln Val Val  



    50                  55                  60                   
 
 
Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser Asp Gly Ile Val Gly Lys  
65                  70                  75                  80   
 
 
Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr Ser Pro Pro Ile Pro Tyr  
                85                  90                  95       
 
 
Lys Thr Ile Pro Met Pro Thr Ala Asn Lys Ser Arg Ala Ala Ala Thr  
            100                 105                 110          
 
 
Pro Val Met Asn Ala Val Glu Asn Ala Thr Gly Val Arg Ser Gln Leu  
        115                 120                 125              
 
 
Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala Phe Asp Tyr Glu Ile Lys  
    130                 135                 140                  
 
 
Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe Gln Phe Leu Thr Gly Thr  
145                 150                 155                 160  
 
 
Trp Lys Thr Met Ile Glu Asn Tyr Gly Met Lys Tyr Gly Val Leu Thr  
                165                 170                 175      
 
 
Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro Arg Ile Ser Ala Leu Met  
            180                 185                 190          
 
 
Gly Ala Glu Leu Ile Lys Glu Asn Met Asn Ile Leu Arg Pro Val Leu  
        195                 200                 205              
 
 
Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr Leu Ala His Phe Phe Gly  
    210                 215                 220                  
 
 
Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr Gly Gln Asn Glu Leu Ala  
225                 230                 235                 240  
 
 
Ala Thr His Phe Pro Lys Glu Ala Gln Ala Asn Pro Ser Ile Phe Tyr  
                245                 250                 255      
 
 
Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln Glu Val Tyr Asn Leu Met  
            260                 265                 270          
 
 
Asp Gly Lys Val Ala Ala His Arg Lys  
        275                 280      
 
 
<210>  42 
<211>  168 
<212>  PRT 
<213>  Artificial sequence 
 



<220> 
<223>  синтетическая последовательность 
 
<400>  42 
 
Met Gly Phe Phe Lys Lys Ala Trp Arg Lys Val Lys His Ala Gly Arg  
1               5                   10                  15       
 
 
Arg Val Leu Lys Thr Ala Lys Gly Val Gly Gly Gly Ser Gly Ser Met  
            20                  25                  30           
 
 
Ser Phe Lys Phe Gly Lys Asn Ser Glu Lys Gln Leu Ala Thr Val Lys  
        35                  40                  45               
 
 
Pro Glu Leu Gln Lys Val Ala Arg Arg Ala Leu Glu Leu Ser Pro Tyr  
    50                  55                  60                   
 
 
Asp Phe Thr Ile Val Gln Gly Ile Arg Thr Val Ala Gln Ser Ala Gln  
65                  70                  75                  80   
 
 
Asn Ile Ala Asn Gly Thr Ser Phe Leu Lys Asp Pro Ser Lys Ser Lys  
                85                  90                  95       
 
 
His Val Thr Gly Asp Ala Ile Asp Phe Ala Pro Tyr Ile Asn Gly Lys  
            100                 105                 110          
 
 
Ile Asp Trp Lys Asp Leu Glu Ala Phe Trp Ala Val Lys Lys Ala Phe  
        115                 120                 125              
 
 
Glu Gln Ala Gly Lys Glu Leu Gly Ile Lys Leu Arg Phe Gly Ala Asp  
    130                 135                 140                  
 
 
Trp Asn Ser Ser Gly Asp Tyr His Asp Glu Ile Asp Arg Gly Thr Tyr  
145                 150                 155                 160  
 
 
Asp Gly Gly His Val Glu Leu Val  
                165              
 
 
<210>  43 
<211>  267 
<212>  PRT 
<213>  artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из пептида магаинин, соединенный с 
белком  
       базальной пластинки хвоста вибрио фага ICP1 
 
<400>  43 
 
Met Gly Ile Lys Lys Phe Leu Lys Ser Ala Lys Lys Phe Gly Lys Ala  
1               5                   10                  15       
 



 
Phe Lys Lys Val Ile Arg Gly Gly Gly Gly Ser Gly Ser Met Ile Leu  
            20                  25                  30           
 
 
Lys Arg Gly Ser Ser Gly Ala Asp Val Lys Asn Met Gln Glu Tyr Leu  
        35                  40                  45               
 
 
Thr Ala Leu Gly Tyr Asp Thr Lys Gly Val Glu Gly Thr Phe Glu Gly  
    50                  55                  60                   
 
 
Gly Thr Glu Ser Ala Val Lys Ala Phe Gln Lys Asp Met Ser Phe Thr  
65                  70                  75                  80   
 
 
Val Val Asp Gly Ile Ile Gly Asn Gln Thr Ala Lys His Leu Val Asp  
                85                  90                  95       
 
 
Met Tyr Tyr Gly Lys Val Val Pro Phe Gly Tyr Val Thr Asn Thr Pro  
            100                 105                 110          
 
 
Trp Val Ser Glu Ala Ile Glu Asp Tyr Phe Val Ser Glu Ile Lys Gly  
        115                 120                 125              
 
 
Glu Lys His Asn Pro Arg Val Val Gln Tyr Phe Lys Asp Ala His Ser  
    130                 135                 140                  
 
 
Ser Trp Phe Thr Asp Asp Glu Thr Pro Trp Cys Ala Ala Ala Val Ser  
145                 150                 155                 160  
 
 
Ser Trp Leu Glu Arg Ala Gly Ile Arg Ser Val Arg Ser Ala Arg Ala  
                165                 170                 175      
 
 
Arg Asp His Ile Asn Phe Gly Thr Lys Leu Leu Glu Pro Arg Phe Gly  
            180                 185                 190          
 
 
Ala Ile Val Val Leu Glu Arg Gly Ala Asn Ser Gly His Val Gly Phe  
        195                 200                 205              
 
 
Val Asn Gly Val Thr Ala Asp Gly Lys Gln Ile Lys Val Leu Gly Gly  
    210                 215                 220                  
 
 
Asn Gln Ser Asp Ser Val Asn Glu Arg Met Phe Gln Val Thr Arg Val  
225                 230                 235                 240  
 
 
Leu Gly Tyr Arg Gln Pro Glu Gly Phe Val Leu Pro Pro Cys Pro Ile  
                245                 250                 255      
 
 
Val Gly Lys Gly Glu Leu Ser Lys Ser Glu Ala  
            260                 265          
 



 
<210>  44 
<211>  36 
<212>  PRT 
<213>  Aedes aegypti 
 
<400>  44 
 
Gly Gly Leu Lys Lys Leu Gly Lys Lys Leu Glu Gly Ala Gly Lys Arg  
1               5                   10                  15       
 
 
Val Phe Asn Ala Ala Glu Lys Ala Leu Pro Val Val Ala Gly Ala Lys  
            20                  25                  30           
 
 
Ala Leu Arg Lys  
        35       
 
 
<210>  45 
<211>  184 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Cecropin A (A. aegypti), соединенный с эндолизином S394  
 
<400>  45 
 
Met Gly Gly Leu Lys Lys Leu Gly Lys Lys Leu Glu Gly Ala Gly Lys  
1               5                   10                  15       
 
 
Arg Val Phe Asn Ala Ala Glu Lys Ala Leu Pro Val Val Ala Gly Ala  
            20                  25                  30           
 
 
Lys Ala Leu Arg Lys Gly Ala Gly Ala Gly Ala Gly Ala Gly Ser Met  
        35                  40                  45               
 
 
Ser Phe Lys Phe Gly Lys Asn Ser Glu Lys Gln Leu Ala Thr Val Lys  
    50                  55                  60                   
 
 
Pro Glu Leu Gln Lys Val Ala Arg Arg Ala Leu Glu Leu Ser Pro Tyr  
65                  70                  75                  80   
 
 
Asp Phe Thr Ile Val Gln Gly Ile Arg Thr Val Ala Gln Ser Ala Gln  
                85                  90                  95       
 
 
Asn Ile Ala Asn Gly Thr Ser Phe Leu Lys Asp Pro Ser Lys Ser Lys  
            100                 105                 110          
 
 
His Val Thr Gly Asp Ala Ile Asp Phe Ala Pro Tyr Ile Asn Gly Lys  
        115                 120                 125              
 
 
Ile Asp Trp Lys Asp Leu Glu Ala Phe Trp Ala Val Lys Lys Ala Phe  
    130                 135                 140                  



 
 
Glu Gln Ala Gly Lys Glu Leu Gly Ile Lys Leu Arg Phe Gly Ala Asp  
145                 150                 155                 160  
 
 
Trp Asn Ser Ser Gly Asp Tyr His Asp Glu Ile Asp Arg Gly Thr Tyr  
                165                 170                 175      
 
 
Asp Gly Gly His Val Glu Leu Val  
            180                  
 
 
<210>  46 
<211>  366 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Cecropin A (A. aegypti), соединенный с эндолизином OBPgpLys  
 
<400>  46 
 
Met Gly Gly Leu Lys Lys Leu Gly Lys Lys Leu Glu Gly Ala Gly Lys  
1               5                   10                  15       
 
 
Arg Val Phe Asn Ala Ala Glu Lys Ala Leu Pro Val Val Ala Gly Ala  
            20                  25                  30           
 
 
Lys Ala Leu Arg Lys Gly Ser Lys Asn Ser Glu Lys Asn Ala Ser Ile  
        35                  40                  45               
 
 
Ile Met Ser Ile Gln Arg Thr Leu Ala Ser Leu Ser Leu Tyr Gly Gly  
    50                  55                  60                   
 
 
Arg Ile Asp Gly Leu Phe Gly Glu Lys Cys Arg Gly Ala Ile Ile Leu  
65                  70                  75                  80   
 
 
Met Leu Asn Lys Val Tyr Pro Asn Phe Ser Thr Asn Lys Leu Pro Ser  
                85                  90                  95       
 
 
Asn Thr Tyr Glu Ala Glu Ser Val Phe Thr Phe Leu Gln Thr Ala Leu  
            100                 105                 110          
 
 
Ala Gly Val Gly Leu Tyr Thr Ile Thr Ile Asp Gly Lys Trp Gly Gly  
        115                 120                 125              
 
 
Thr Ser Gln Gly Ala Ile Asp Ala Leu Val Lys Ser Tyr Arg Gln Ile  
    130                 135                 140                  
 
 
Thr Glu Ala Glu Arg Ala Gly Ser Thr Leu Pro Leu Gly Leu Ala Thr  
145                 150                 155                 160  
 
 



Val Met Ser Lys His Met Ser Ile Glu Gln Leu Arg Ala Met Leu Pro  
                165                 170                 175      
 
 
Thr Asp Arg Gln Gly Tyr Ala Glu Val Tyr Ile Asp Pro Leu Asn Glu  
            180                 185                 190          
 
 
Thr Met Asp Ile Phe Glu Ile Asn Thr Pro Leu Arg Ile Ala His Phe  
        195                 200                 205              
 
 
Met Ala Gln Ile Leu His Glu Thr Ala Cys Phe Lys Tyr Thr Glu Glu  
    210                 215                 220                  
 
 
Leu Ala Ser Gly Lys Ala Tyr Glu Gly Arg Ala Asp Leu Gly Asn Thr  
225                 230                 235                 240  
 
 
Arg Pro Gly Asp Gly Pro Leu Phe Lys Gly Arg Gly Leu Leu Gln Ile  
                245                 250                 255      
 
 
Thr Gly Arg Leu Asn Tyr Val Lys Cys Gln Val Tyr Leu Arg Glu Lys  
            260                 265                 270          
 
 
Leu Lys Asp Pro Thr Phe Asp Ile Thr Ser Ser Val Thr Cys Ala Gln  
        275                 280                 285              
 
 
Gln Leu Ser Glu Ser Pro Leu Leu Ala Ala Leu Ala Ser Gly Tyr Phe  
    290                 295                 300                  
 
 
Trp Arg Phe Ile Lys Pro Lys Leu Asn Glu Thr Ala Asp Lys Asp Asp  
305                 310                 315                 320  
 
 
Ile Tyr Trp Val Ser Val Tyr Val Asn Gly Tyr Ala Lys Gln Ala Asn  
                325                 330                 335      
 
 
Pro Tyr Tyr Pro Asn Arg Asp Lys Glu Pro Asn His Met Lys Glu Arg  
            340                 345                 350          
 
 
Val Gln Met Leu Ala Val Thr Lys Lys Ala Leu Gly Ile Val  
        355                 360                 365      
 
 
<210>  47 
<211>  28 
<212>  PRT 
<213>  Unknown 
 
<220> 
<223>  BMAP-28, бычий 
 
<400>  47 
 
Gly Gly Leu Arg Ser Leu Gly Arg Lys Ile Leu Arg Ala Trp Lys Lys  
1               5                   10                  15       



 
 
Tyr Gly Pro Ile Ile Val Pro Ile Ile Arg Ile Gly  
            20                  25               
 
 
<210>  48 
<211>  290 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  BMAP-28, соединенный с мутированным KZ144 с C14S, C23S и C50S 
 
<400>  48 
 
Met Gly Gly Leu Arg Ser Leu Gly Arg Lys Ile Leu Arg Ala Trp Lys  
1               5                   10                  15       
 
 
Lys Tyr Gly Pro Ile Ile Val Pro Ile Ile Arg Ile Gly Gly Ser Lys  
            20                  25                  30           
 
 
Val Leu Arg Lys Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln Thr  
        35                  40                  45               
 
 
Leu Leu Asn Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe  
    50                  55                  60                   
 
 
Gly Asn Asn Thr Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn Ser  
65                  70                  75                  80   
 
 
Leu Asp Ser Asp Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu Phe  
                85                  90                  95       
 
 
Ser Lys Tyr Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr  
            100                 105                 110          
 
 
Ala Asn Lys Ser Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val Glu  
        115                 120                 125              
 
 
Asn Ala Thr Gly Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile  
    130                 135                 140                  
 
 
Glu Ser Ala Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr  
145                 150                 155                 160  
 
 
Gly Trp Phe Gln Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu Asn  
                165                 170                 175      
 
 
Tyr Gly Met Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu Arg  
            180                 185                 190          
 
 



Lys Asp Pro Arg Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys Glu  
        195                 200                 205              
 
 
Asn Met Asn Ile Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp Thr  
    210                 215                 220                  
 
 
Asp Leu Tyr Leu Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe  
225                 230                 235                 240  
 
 
Leu Thr Thr Gly Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys Glu  
                245                 250                 255      
 
 
Ala Gln Ala Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys  
            260                 265                 270          
 
 
Thr Ile Gln Glu Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala His  
        275                 280                 285              
 
 
Arg Lys  
    290  
 
 
<210>  49 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  пептид MSI-78 (4-20)   
  
<400>  49 
 
Lys Phe Leu Lys Lys Ala Lys Lys Phe Gly Lys Ala Phe Val Lys Ile  
1               5                   10                  15       
 
 
Leu  
     
 
 
<210>  50 
<211>  162 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  пептид MSI-78 (4-20), соединенный с эндолизином S394  
 
<400>  50 
 
Met Lys Phe Leu Lys Lys Ala Lys Lys Phe Gly Lys Ala Phe Val Lys  
1               5                   10                  15       
 
 
Ile Leu Gly Gly Gly Gly Ser Gly Ser Met Ser Phe Lys Phe Gly Lys  
            20                  25                  30           
 
 



Asn Ser Glu Lys Gln Leu Ala Thr Val Lys Pro Glu Leu Gln Lys Val  
        35                  40                  45               
 
 
Ala Arg Arg Ala Leu Glu Leu Ser Pro Tyr Asp Phe Thr Ile Val Gln  
    50                  55                  60                   
 
 
Gly Ile Arg Thr Val Ala Gln Ser Ala Gln Asn Ile Ala Asn Gly Thr  
65                  70                  75                  80   
 
 
Ser Phe Leu Lys Asp Pro Ser Lys Ser Lys His Val Thr Gly Asp Ala  
                85                  90                  95       
 
 
Ile Asp Phe Ala Pro Tyr Ile Asn Gly Lys Ile Asp Trp Lys Asp Leu  
            100                 105                 110          
 
 
Glu Ala Phe Trp Ala Val Lys Lys Ala Phe Glu Gln Ala Gly Lys Glu  
        115                 120                 125              
 
 
Leu Gly Ile Lys Leu Arg Phe Gly Ala Asp Trp Asn Ser Ser Gly Asp  
    130                 135                 140                  
 
 
Tyr His Asp Glu Ile Asp Arg Gly Thr Tyr Asp Gly Gly His Val Glu  
145                 150                 155                 160  
 
 
Leu Val  
         
 
 
<210>  51 
<211>  23 
<212>  PRT 
<213>  Xenopus laevis 
 
<400>  51 
 
Gly Ile Gly Lys Phe Leu His Ser Ala Lys Lys Phe Gly Lys Ala Phe  
1               5                   10                  15       
 
 
Val Gly Glu Ile Met Asn Ser  
            20               
 
 
<210>  52 
<211>  163 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Пептид магаинин, соединенный с эндолизином S394  
 
<400>  52 
 
Met Gly Ile Gly Lys Phe Leu His Ser Ala Lys Lys Phe Gly Lys Ala  
1               5                   10                  15       
 



 
Phe Val Gly Glu Ile Met Asn Ser Gly Ser Met Ser Phe Lys Phe Gly  
            20                  25                  30           
 
 
Lys Asn Ser Glu Lys Gln Leu Ala Thr Val Lys Pro Glu Leu Gln Lys  
        35                  40                  45               
 
 
Val Ala Arg Arg Ala Leu Glu Leu Ser Pro Tyr Asp Phe Thr Ile Val  
    50                  55                  60                   
 
 
Gln Gly Ile Arg Thr Val Ala Gln Ser Ala Gln Asn Ile Ala Asn Gly  
65                  70                  75                  80   
 
 
Thr Ser Phe Leu Lys Asp Pro Ser Lys Ser Lys His Val Thr Gly Asp  
                85                  90                  95       
 
 
Ala Ile Asp Phe Ala Pro Tyr Ile Asn Gly Lys Ile Asp Trp Lys Asp  
            100                 105                 110          
 
 
Leu Glu Ala Phe Trp Ala Val Lys Lys Ala Phe Glu Gln Ala Gly Lys  
        115                 120                 125              
 
 
Glu Leu Gly Ile Lys Leu Arg Phe Gly Ala Asp Trp Asn Ser Ser Gly  
    130                 135                 140                  
 
 
Asp Tyr His Asp Glu Ile Asp Arg Gly Thr Tyr Asp Gly Gly His Val  
145                 150                 155                 160  
 
 
Glu Leu Val  
             
 
 
<210>  53 
<211>  15 
<212>  PRT 
<213>  Helicobacter pylori 
 
<400>  53 
 
Phe Lys Arg Leu Lys Lys Leu Phe Lys Lys Ile Trp Asn Trp Lys  
1               5                   10                  15   
 
 
<210>  54 
<211>  277 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Аминокислоты XXX пептида HPA-NT3, соединенного с мутированным KZ144 с  
       C14S, C23S и C50S 
 
<400>  54 
 
Met Phe Lys Arg Leu Lys Lys Leu Phe Lys Lys Ile Trp Asn Trp Lys  



1               5                   10                  15       
 
 
Gly Ser Lys Val Leu Arg Lys Gly Asp Arg Gly Asp Glu Val Ser Gln  
            20                  25                  30           
 
 
Leu Gln Thr Leu Leu Asn Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp  
        35                  40                  45               
 
 
Gly Ile Phe Gly Asn Asn Thr Phe Asn Gln Val Val Lys Phe Gln Lys  
    50                  55                  60                   
 
 
Asp Asn Ser Leu Asp Ser Asp Gly Ile Val Gly Lys Asn Thr Trp Ala  
65                  70                  75                  80   
 
 
Glu Leu Phe Ser Lys Tyr Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro  
                85                  90                  95       
 
 
Met Pro Thr Ala Asn Lys Ser Arg Ala Ala Ala Thr Pro Val Met Asn  
            100                 105                 110          
 
 
Ala Val Glu Asn Ala Thr Gly Val Arg Ser Gln Leu Leu Leu Thr Phe  
        115                 120                 125              
 
 
Ala Ser Ile Glu Ser Ala Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser  
    130                 135                 140                  
 
 
Ser Ala Thr Gly Trp Phe Gln Phe Leu Thr Gly Thr Trp Lys Thr Met  
145                 150                 155                 160  
 
 
Ile Glu Asn Tyr Gly Met Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly  
                165                 170                 175      
 
 
Ala Leu Arg Lys Asp Pro Arg Ile Ser Ala Leu Met Gly Ala Glu Leu  
            180                 185                 190          
 
 
Ile Lys Glu Asn Met Asn Ile Leu Arg Pro Val Leu Lys Arg Glu Pro  
        195                 200                 205              
 
 
Thr Asp Thr Asp Leu Tyr Leu Ala His Phe Phe Gly Pro Gly Ala Ala  
    210                 215                 220                  
 
 
Arg Arg Phe Leu Thr Thr Gly Gln Asn Glu Leu Ala Ala Thr His Phe  
225                 230                 235                 240  
 
 
Pro Lys Glu Ala Gln Ala Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly  
                245                 250                 255      
 
 
Ser Pro Lys Thr Ile Gln Glu Val Tyr Asn Leu Met Asp Gly Lys Val  



            260                 265                 270          
 
 
Ala Ala His Arg Lys  
        275          
 
 
<210>  55 
<211>  29 
<212>  PRT 
<213>  Synanceia verrucosa 
 
<400>  55 
 
Ile Pro Leu Ile His Asp Lys Ile Ser Asn Phe Gln Gln Ile Phe Gln  
1               5                   10                  15       
 
 
Asp Tyr Met Leu Thr Val Gln Lys Lys Ile Ala Glu Lys  
            20                  25                   
 
 
<210>  56 
<211>  291 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Аминокислоты 298-326 альфа-субъединицы стонустоксина, соединенной с 
       мутированным KZ144 с C14S, C23S и C50S 
<400>  56 
 
Met Ile Pro Leu Ile His Asp Lys Ile Ser Asn Phe Gln Gln Ile Phe  
1               5                   10                  15       
 
 
Gln Asp Tyr Met Leu Thr Val Gln Lys Lys Ile Ala Glu Lys Gly Ser  
            20                  25                  30           
 
 
Lys Val Leu Arg Lys Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln  
        35                  40                  45               
 
 
Thr Leu Leu Asn Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile  
    50                  55                  60                   
 
 
Phe Gly Asn Asn Thr Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn  
65                  70                  75                  80   
 
 
Ser Leu Asp Ser Asp Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu  
                85                  90                  95       
 
 
Phe Ser Lys Tyr Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro  
            100                 105                 110          
 
 
Thr Ala Asn Lys Ser Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val  
        115                 120                 125              
 
 



Glu Asn Ala Thr Gly Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser  
    130                 135                 140                  
 
 
Ile Glu Ser Ala Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala  
145                 150                 155                 160  
 
 
Thr Gly Trp Phe Gln Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu  
                165                 170                 175      
 
 
Asn Tyr Gly Met Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu  
            180                 185                 190          
 
 
Arg Lys Asp Pro Arg Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys  
        195                 200                 205              
 
 
Glu Asn Met Asn Ile Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp  
    210                 215                 220                  
 
 
Thr Asp Leu Tyr Leu Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg  
225                 230                 235                 240  
 
 
Phe Leu Thr Thr Gly Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys  
                245                 250                 255      
 
 
Glu Ala Gln Ala Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro  
            260                 265                 270          
 
 
Lys Thr Ile Gln Glu Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala  
        275                 280                 285              
 
 
His Arg Lys  
    290      
 
 
<210>  57 
<211>  22 
<212>  PRT 
<213>  Helicobacter pylori 
 
<400>  57 
 
Gly Leu Lys Gln Leu Asp Ser Thr Tyr Gln Glu Thr Asn Gln Gln Val  
1               5                   10                  15       
 
 
Leu Lys Asn Leu Asp Glu  
            20           
 
 
<210>  58 
<211>  284 
<212>  PRT 
<213>  Artificial sequence 
 



<220> 
<223>  Аминокислоты 26-48 белка CagL, соединенного с мутированным KZ144 с  
       C14S, C23S и C50S 
 
<400>  58 
 
Met Gly Leu Lys Gln Leu Asp Ser Thr Tyr Gln Glu Thr Asn Gln Gln  
1               5                   10                  15       
 
 
Val Leu Lys Asn Leu Asp Glu Gly Ser Lys Val Leu Arg Lys Gly Asp  
            20                  25                  30           
 
 
Arg Gly Asp Glu Val Ser Gln Leu Gln Thr Leu Leu Asn Leu Ser Gly  
        35                  40                  45               
 
 
Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn Thr Phe Asn  
    50                  55                  60                   
 
 
Gln Val Val Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser Asp Gly Ile  
65                  70                  75                  80   
 
 
Val Gly Lys Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr Ser Pro Pro  
                85                  90                  95       
 
 
Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr Ala Asn Lys Ser Arg Ala  
            100                 105                 110          
 
 
Ala Ala Thr Pro Val Met Asn Ala Val Glu Asn Ala Thr Gly Val Arg  
        115                 120                 125              
 
 
Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala Phe Asp Tyr  
    130                 135                 140                  
 
 
Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe Gln Phe Leu  
145                 150                 155                 160  
 
 
Thr Gly Thr Trp Lys Thr Met Ile Glu Asn Tyr Gly Met Lys Tyr Gly  
                165                 170                 175      
 
 
Val Leu Thr Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro Arg Ile Ser  
            180                 185                 190          
 
 
Ala Leu Met Gly Ala Glu Leu Ile Lys Glu Asn Met Asn Ile Leu Arg  
        195                 200                 205              
 
 
Pro Val Leu Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr Leu Ala His  
    210                 215                 220                  
 
 
Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr Gly Gln Asn  
225                 230                 235                 240  



 
 
Glu Leu Ala Ala Thr His Phe Pro Lys Glu Ala Gln Ala Asn Pro Ser  
                245                 250                 255      
 
 
Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln Glu Val Tyr  
            260                 265                 270          
 
 
Asn Leu Met Asp Gly Lys Val Ala Ala His Arg Lys  
        275                 280                  
 
 
<210>  59 
<211>  19 
<212>  PRT 
<213>  Human cytomegalovirus 
 
<400>  59 
 
Tyr Lys Glu Lys Phe Met Val Cys Leu Lys Gln Ile Val Gln Tyr Ala  
1               5                   10                  15       
 
 
Val Asn Ser  
             
 
 
<210>  60 
<211>  281 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  Аминокислоты 178-198 белка IE1, соединенного с мутированным KZ144 с  
       C14S, C23S и C50S 
 
<400>  60 
 
Met Tyr Lys Glu Lys Phe Met Val Cys Leu Lys Gln Ile Val Gln Tyr  
1               5                   10                  15       
 
 
Ala Val Asn Ser Gly Ser Lys Val Leu Arg Lys Gly Asp Arg Gly Asp  
            20                  25                  30           
 
 
Glu Val Ser Gln Leu Gln Thr Leu Leu Asn Leu Ser Gly Tyr Asp Val  
        35                  40                  45               
 
 
Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn Thr Phe Asn Gln Val Val  
    50                  55                  60                   
 
 
Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser Asp Gly Ile Val Gly Lys  
65                  70                  75                  80   
 
 
Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr Ser Pro Pro Ile Pro Tyr  
                85                  90                  95       
 
 



Lys Thr Ile Pro Met Pro Thr Ala Asn Lys Ser Arg Ala Ala Ala Thr  
            100                 105                 110          
 
 
Pro Val Met Asn Ala Val Glu Asn Ala Thr Gly Val Arg Ser Gln Leu  
        115                 120                 125              
 
 
Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala Phe Asp Tyr Glu Ile Lys  
    130                 135                 140                  
 
 
Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe Gln Phe Leu Thr Gly Thr  
145                 150                 155                 160  
 
 
Trp Lys Thr Met Ile Glu Asn Tyr Gly Met Lys Tyr Gly Val Leu Thr  
                165                 170                 175      
 
 
Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro Arg Ile Ser Ala Leu Met  
            180                 185                 190          
 
 
Gly Ala Glu Leu Ile Lys Glu Asn Met Asn Ile Leu Arg Pro Val Leu  
        195                 200                 205              
 
 
Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr Leu Ala His Phe Phe Gly  
    210                 215                 220                  
 
 
Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr Gly Gln Asn Glu Leu Ala  
225                 230                 235                 240  
 
 
Ala Thr His Phe Pro Lys Glu Ala Gln Ala Asn Pro Ser Ile Phe Tyr  
                245                 250                 255      
 
 
Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln Glu Val Tyr Asn Leu Met  
            260                 265                 270          
 
 
Asp Gly Lys Val Ala Ala His Arg Lys  
        275                 280      
 
 
<210>  61 
<211>  278 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность 
 
<400>  61 
 
Met Arg Gly Leu Arg Arg Leu Gly Arg Lys Ile Ala His Gly Val Lys  
1               5                   10                  15       
 
 
Lys Gly Ser Lys Val Leu Arg Lys Gly Asp Arg Gly Asp Glu Val Ser  
            20                  25                  30           



 
 
Gln Leu Gln Thr Leu Leu Asn Leu Ser Gly Tyr Asp Val Gly Lys Pro  
        35                  40                  45               
 
 
Asp Gly Ile Phe Gly Asn Asn Thr Phe Asn Gln Val Val Lys Phe Gln  
    50                  55                  60                   
 
 
Lys Asp Asn Ser Leu Asp Ser Asp Gly Ile Val Gly Lys Asn Thr Trp  
65                  70                  75                  80   
 
 
Ala Glu Leu Phe Ser Lys Tyr Ser Pro Pro Ile Pro Tyr Lys Thr Ile  
                85                  90                  95       
 
 
Pro Met Pro Thr Ala Asn Lys Ser Arg Ala Ala Ala Thr Pro Val Met  
            100                 105                 110          
 
 
Asn Ala Val Glu Asn Ala Thr Gly Val Arg Ser Gln Leu Leu Leu Thr  
        115                 120                 125              
 
 
Phe Ala Ser Ile Glu Ser Ala Phe Asp Tyr Glu Ile Lys Ala Lys Thr  
    130                 135                 140                  
 
 
Ser Ser Ala Thr Gly Trp Phe Gln Phe Leu Thr Gly Thr Trp Lys Thr  
145                 150                 155                 160  
 
 
Met Ile Glu Asn Tyr Gly Met Lys Tyr Gly Val Leu Thr Asp Pro Thr  
                165                 170                 175      
 
 
Gly Ala Leu Arg Lys Asp Pro Arg Ile Ser Ala Leu Met Gly Ala Glu  
            180                 185                 190          
 
 
Leu Ile Lys Glu Asn Met Asn Ile Leu Arg Pro Val Leu Lys Arg Glu  
        195                 200                 205              
 
 
Pro Thr Asp Thr Asp Leu Tyr Leu Ala His Phe Phe Gly Pro Gly Ala  
    210                 215                 220                  
 
 
Ala Arg Arg Phe Leu Thr Thr Gly Gln Asn Glu Leu Ala Ala Thr His  
225                 230                 235                 240  
 
 
Phe Pro Lys Glu Ala Gln Ala Asn Pro Ser Ile Phe Tyr Asn Lys Asp  
                245                 250                 255      
 
 
Gly Ser Pro Lys Thr Ile Gln Glu Val Tyr Asn Leu Met Asp Gly Lys  
            260                 265                 270          
 
 
Val Ala Ala His Arg Lys  
        275              



 
 
<210>  62 
<211>  286 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность 
 
<400>  62 
 
Met Arg Gly Leu Arg Arg Leu Gly Arg Lys Ile Ala His Gly Val Lys  
1               5                   10                  15       
 
 
Lys Gly Ala Gly Ala Gly Ala Gly Ala Gly Ser Lys Val Leu Arg Lys  
            20                  25                  30           
 
 
Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln Thr Leu Leu Asn Leu  
        35                  40                  45               
 
 
Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn Thr  
    50                  55                  60                   
 
 
Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser Asp  
65                  70                  75                  80   
 
 
Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr Ser  
                85                  90                  95       
 
 
Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr Ala Asn Lys Ser  
            100                 105                 110          
 
 
Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val Glu Asn Ala Thr Gly  
        115                 120                 125              
 
 
Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala Phe  
    130                 135                 140                  
 
 
Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe Gln  
145                 150                 155                 160  
 
 
Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu Asn Tyr Gly Met Lys  
                165                 170                 175      
 
 
Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro Arg  
            180                 185                 190          
 
 
Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys Glu Asn Met Asn Ile  
        195                 200                 205              
 
 



Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr Leu  
    210                 215                 220                  
 
 
Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr Gly  
225                 230                 235                 240  
 
 
Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys Glu Ala Gln Ala Asn  
                245                 250                 255      
 
 
Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln Glu  
            260                 265                 270          
 
 
Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala His Arg Lys  
        275                 280                 285      
 
 
<210>  63 
<211>  279 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность 
 
<400>  63 
 
Met Arg Gly Leu Arg Arg Leu Gly Arg Lys Ile Ala His Gly Val Lys  
1               5                   10                  15       
 
 
Lys Tyr Gly Ser Lys Val Leu Arg Lys Gly Asp Arg Gly Asp Glu Val  
            20                  25                  30           
 
 
Ser Gln Leu Gln Thr Leu Leu Asn Leu Ser Gly Tyr Asp Val Gly Lys  
        35                  40                  45               
 
 
Pro Asp Gly Ile Phe Gly Asn Asn Thr Phe Asn Gln Val Val Lys Phe  
    50                  55                  60                   
 
 
Gln Lys Asp Asn Ser Leu Asp Ser Asp Gly Ile Val Gly Lys Asn Thr  
65                  70                  75                  80   
 
 
Trp Ala Glu Leu Phe Ser Lys Tyr Ser Pro Pro Ile Pro Tyr Lys Thr  
                85                  90                  95       
 
 
Ile Pro Met Pro Thr Ala Asn Lys Ser Arg Ala Ala Ala Thr Pro Val  
            100                 105                 110          
 
 
Met Asn Ala Val Glu Asn Ala Thr Gly Val Arg Ser Gln Leu Leu Leu  
        115                 120                 125              
 
 
Thr Phe Ala Ser Ile Glu Ser Ala Phe Asp Tyr Glu Ile Lys Ala Lys  
    130                 135                 140                  



 
 
Thr Ser Ser Ala Thr Gly Trp Phe Gln Phe Leu Thr Gly Thr Trp Lys  
145                 150                 155                 160  
 
 
Thr Met Ile Glu Asn Tyr Gly Met Lys Tyr Gly Val Leu Thr Asp Pro  
                165                 170                 175      
 
 
Thr Gly Ala Leu Arg Lys Asp Pro Arg Ile Ser Ala Leu Met Gly Ala  
            180                 185                 190          
 
 
Glu Leu Ile Lys Glu Asn Met Asn Ile Leu Arg Pro Val Leu Lys Arg  
        195                 200                 205              
 
 
Glu Pro Thr Asp Thr Asp Leu Tyr Leu Ala His Phe Phe Gly Pro Gly  
    210                 215                 220                  
 
 
Ala Ala Arg Arg Phe Leu Thr Thr Gly Gln Asn Glu Leu Ala Ala Thr  
225                 230                 235                 240  
 
 
His Phe Pro Lys Glu Ala Gln Ala Asn Pro Ser Ile Phe Tyr Asn Lys  
                245                 250                 255      
 
 
Asp Gly Ser Pro Lys Thr Ile Gln Glu Val Tyr Asn Leu Met Asp Gly  
            260                 265                 270          
 
 
Lys Val Ala Ala His Arg Lys  
        275                  
 
 
<210>  64 
<211>  285 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность 
 
<400>  64 
 
Met Arg Gly Leu Arg Arg Leu Gly Arg Lys Ile Ala His Gly Val Lys  
1               5                   10                  15       
 
 
Lys Tyr Lys Pro Lys Pro Lys Pro Gly Ser Lys Val Leu Arg Lys Gly  
            20                  25                  30           
 
 
Asp Arg Gly Asp Glu Val Ser Gln Leu Gln Thr Leu Leu Asn Leu Ser  
        35                  40                  45               
 
 
Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn Thr Phe  
    50                  55                  60                   
 
 



Asn Gln Val Val Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser Asp Gly  
65                  70                  75                  80   
 
 
Ile Val Gly Lys Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr Ser Pro  
                85                  90                  95       
 
 
Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr Ala Asn Lys Ser Arg  
            100                 105                 110          
 
 
Ala Ala Ala Thr Pro Val Met Asn Ala Val Glu Asn Ala Thr Gly Val  
        115                 120                 125              
 
 
Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala Phe Asp  
    130                 135                 140                  
 
 
Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe Gln Phe  
145                 150                 155                 160  
 
 
Leu Thr Gly Thr Trp Lys Thr Met Ile Glu Asn Tyr Gly Met Lys Tyr  
                165                 170                 175      
 
 
Gly Val Leu Thr Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro Arg Ile  
            180                 185                 190          
 
 
Ser Ala Leu Met Gly Ala Glu Leu Ile Lys Glu Asn Met Asn Ile Leu  
        195                 200                 205              
 
 
Arg Pro Val Leu Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr Leu Ala  
    210                 215                 220                  
 
 
His Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr Gly Gln  
225                 230                 235                 240  
 
 
Asn Glu Leu Ala Ala Thr His Phe Pro Lys Glu Ala Gln Ala Asn Pro  
                245                 250                 255      
 
 
Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln Glu Val  
            260                 265                 270          
 
 
Tyr Asn Leu Met Asp Gly Lys Val Ala Ala His Arg Lys  
        275                 280                 285  
 
 
<210>  65 
<211>  280 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность 
 



<400>  65 
 
Met Arg Gly Leu Arg Arg Leu Gly Arg Lys Ile Ala His Gly Val Lys  
1               5                   10                  15       
 
 
Lys Tyr Gly Gly Ser Lys Val Leu Arg Lys Gly Asp Arg Gly Asp Glu  
            20                  25                  30           
 
 
Val Ser Gln Leu Gln Thr Leu Leu Asn Leu Ser Gly Tyr Asp Val Gly  
        35                  40                  45               
 
 
Lys Pro Asp Gly Ile Phe Gly Asn Asn Thr Phe Asn Gln Val Val Lys  
    50                  55                  60                   
 
 
Phe Gln Lys Asp Asn Ser Leu Asp Ser Asp Gly Ile Val Gly Lys Asn  
65                  70                  75                  80   
 
 
Thr Trp Ala Glu Leu Phe Ser Lys Tyr Ser Pro Pro Ile Pro Tyr Lys  
                85                  90                  95       
 
 
Thr Ile Pro Met Pro Thr Ala Asn Lys Ser Arg Ala Ala Ala Thr Pro  
            100                 105                 110          
 
 
Val Met Asn Ala Val Glu Asn Ala Thr Gly Val Arg Ser Gln Leu Leu  
        115                 120                 125              
 
 
Leu Thr Phe Ala Ser Ile Glu Ser Ala Phe Asp Tyr Glu Ile Lys Ala  
    130                 135                 140                  
 
 
Lys Thr Ser Ser Ala Thr Gly Trp Phe Gln Phe Leu Thr Gly Thr Trp  
145                 150                 155                 160  
 
 
Lys Thr Met Ile Glu Asn Tyr Gly Met Lys Tyr Gly Val Leu Thr Asp  
                165                 170                 175      
 
 
Pro Thr Gly Ala Leu Arg Lys Asp Pro Arg Ile Ser Ala Leu Met Gly  
            180                 185                 190          
 
 
Ala Glu Leu Ile Lys Glu Asn Met Asn Ile Leu Arg Pro Val Leu Lys  
        195                 200                 205              
 
 
Arg Glu Pro Thr Asp Thr Asp Leu Tyr Leu Ala His Phe Phe Gly Pro  
    210                 215                 220                  
 
 
Gly Ala Ala Arg Arg Phe Leu Thr Thr Gly Gln Asn Glu Leu Ala Ala  
225                 230                 235                 240  
 
 
Thr His Phe Pro Lys Glu Ala Gln Ala Asn Pro Ser Ile Phe Tyr Asn  
                245                 250                 255      



 
 
Lys Asp Gly Ser Pro Lys Thr Ile Gln Glu Val Tyr Asn Leu Met Asp  
            260                 265                 270          
 
 
Gly Lys Val Ala Ala His Arg Lys  
        275                 280  
 
 
<210>  66 
<211>  284 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность 
 
<400>  66 
 
Met Arg Gly Leu Arg Arg Leu Gly Arg Lys Ile Ala His Gly Val Lys  
1               5                   10                  15       
 
 
Lys Tyr Gly Gly Gly Gly Ser Gly Ser Lys Val Leu Arg Lys Gly Asp  
            20                  25                  30           
 
 
Arg Gly Asp Glu Val Ser Gln Leu Gln Thr Leu Leu Asn Leu Ser Gly  
        35                  40                  45               
 
 
Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn Thr Phe Asn  
    50                  55                  60                   
 
 
Gln Val Val Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser Asp Gly Ile  
65                  70                  75                  80   
 
 
Val Gly Lys Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr Ser Pro Pro  
                85                  90                  95       
 
 
Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr Ala Asn Lys Ser Arg Ala  
            100                 105                 110          
 
 
Ala Ala Thr Pro Val Met Asn Ala Val Glu Asn Ala Thr Gly Val Arg  
        115                 120                 125              
 
 
Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala Phe Asp Tyr  
    130                 135                 140                  
 
 
Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe Gln Phe Leu  
145                 150                 155                 160  
 
 
Thr Gly Thr Trp Lys Thr Met Ile Glu Asn Tyr Gly Met Lys Tyr Gly  
                165                 170                 175      
 
 



Val Leu Thr Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro Arg Ile Ser  
            180                 185                 190          
 
 
Ala Leu Met Gly Ala Glu Leu Ile Lys Glu Asn Met Asn Ile Leu Arg  
        195                 200                 205              
 
 
Pro Val Leu Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr Leu Ala His  
    210                 215                 220                  
 
 
Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr Gly Gln Asn  
225                 230                 235                 240  
 
 
Glu Leu Ala Ala Thr His Phe Pro Lys Glu Ala Gln Ala Asn Pro Ser  
                245                 250                 255      
 
 
Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln Glu Val Tyr  
            260                 265                 270          
 
 
Asn Leu Met Asp Gly Lys Val Ala Ala His Arg Lys  
        275                 280                  
 
 
<210>  67 
<211>  280 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность 
 
<400>  67 
 
Met Gly Arg Lys Ile Ala His Gly Val Lys Lys Tyr Gly Arg Gly Leu  
1               5                   10                  15       
 
 
Arg Arg Leu Gly Ser Lys Val Leu Arg Lys Gly Asp Arg Gly Asp Glu  
            20                  25                  30           
 
 
Val Ser Gln Leu Gln Thr Leu Leu Asn Leu Ser Gly Tyr Asp Val Gly  
        35                  40                  45               
 
 
Lys Pro Asp Gly Ile Phe Gly Asn Asn Thr Phe Asn Gln Val Val Lys  
    50                  55                  60                   
 
 
Phe Gln Lys Asp Asn Ser Leu Asp Ser Asp Gly Ile Val Gly Lys Asn  
65                  70                  75                  80   
 
 
Thr Trp Ala Glu Leu Phe Ser Lys Tyr Ser Pro Pro Ile Pro Tyr Lys  
                85                  90                  95       
 
 
Thr Ile Pro Met Pro Thr Ala Asn Lys Ser Arg Ala Ala Ala Thr Pro  
            100                 105                 110          



 
 
Val Met Asn Ala Val Glu Asn Ala Thr Gly Val Arg Ser Gln Leu Leu  
        115                 120                 125              
 
 
Leu Thr Phe Ala Ser Ile Glu Ser Ala Phe Asp Tyr Glu Ile Lys Ala  
    130                 135                 140                  
 
 
Lys Thr Ser Ser Ala Thr Gly Trp Phe Gln Phe Leu Thr Gly Thr Trp  
145                 150                 155                 160  
 
 
Lys Thr Met Ile Glu Asn Tyr Gly Met Lys Tyr Gly Val Leu Thr Asp  
                165                 170                 175      
 
 
Pro Thr Gly Ala Leu Arg Lys Asp Pro Arg Ile Ser Ala Leu Met Gly  
            180                 185                 190          
 
 
Ala Glu Leu Ile Lys Glu Asn Met Asn Ile Leu Arg Pro Val Leu Lys  
        195                 200                 205              
 
 
Arg Glu Pro Thr Asp Thr Asp Leu Tyr Leu Ala His Phe Phe Gly Pro  
    210                 215                 220                  
 
 
Gly Ala Ala Arg Arg Phe Leu Thr Thr Gly Gln Asn Glu Leu Ala Ala  
225                 230                 235                 240  
 
 
Thr His Phe Pro Lys Glu Ala Gln Ala Asn Pro Ser Ile Phe Tyr Asn  
                245                 250                 255      
 
 
Lys Asp Gly Ser Pro Lys Thr Ile Gln Glu Val Tyr Asn Leu Met Asp  
            260                 265                 270          
 
 
Gly Lys Val Ala Ala His Arg Lys  
        275                 280  
 
 
<210>  68 
<211>  291 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность 
 
<400>  68 
 
Met Gly Arg Lys Ile Ala His Gly Val Lys Lys Tyr Gly Arg Gly Leu  
1               5                   10                  15       
 
 
Arg Arg Leu Pro Thr Val Leu Arg Ile Ile Arg Ile Ala Gly Gly Ser  
            20                  25                  30           
 
 



Lys Val Leu Arg Lys Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln  
        35                  40                  45               
 
 
Thr Leu Leu Asn Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile  
    50                  55                  60                   
 
 
Phe Gly Asn Asn Thr Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn  
65                  70                  75                  80   
 
 
Ser Leu Asp Ser Asp Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu  
                85                  90                  95       
 
 
Phe Ser Lys Tyr Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro  
            100                 105                 110          
 
 
Thr Ala Asn Lys Ser Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val  
        115                 120                 125              
 
 
Glu Asn Ala Thr Gly Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser  
    130                 135                 140                  
 
 
Ile Glu Ser Ala Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala  
145                 150                 155                 160  
 
 
Thr Gly Trp Phe Gln Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu  
                165                 170                 175      
 
 
Asn Tyr Gly Met Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu  
            180                 185                 190          
 
 
Arg Lys Asp Pro Arg Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys  
        195                 200                 205              
 
 
Glu Asn Met Asn Ile Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp  
    210                 215                 220                  
 
 
Thr Asp Leu Tyr Leu Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg  
225                 230                 235                 240  
 
 
Phe Leu Thr Thr Gly Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys  
                245                 250                 255      
 
 
Glu Ala Gln Ala Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro  
            260                 265                 270          
 
 
Lys Thr Ile Gln Glu Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala  
        275                 280                 285              
 
 



His Arg Lys  
    290      
 
 
<210>  69 
<211>  25 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  синтетическая последовательность; MW2 
 
<400>  69 
 
Gly Lys Pro Gly Trp Leu Ile Lys Val Ala Leu Lys Phe Lys Lys Leu  
1               5                   10                  15       
 
 
Ile Arg Arg Pro Leu Lys Arg Leu Ala  
            20                  25   
 
 
<210>  70 
<211>  295 
<212>  PRT 
<213>  artificial sequence 
 
<220> 
<223>   пептид MW2, соединенный с мутированным KZ144 с C14S, C23S и C50S 
 
<400>  70 
 
Met Gly Lys Pro Gly Trp Leu Ile Lys Val Ala Leu Lys Phe Lys Lys  
1               5                   10                  15       
 
 
Leu Ile Arg Arg Pro Leu Lys Arg Leu Ala Gly Ser Lys Val Leu Arg  
            20                  25                  30           
 
 
Lys Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln Thr Leu Leu Asn  
        35                  40                  45               
 
 
Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn  
    50                  55                  60                   
 
 
Thr Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser  
65                  70                  75                  80   
 
 
Asp Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr  
                85                  90                  95       
 
 
Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr Ala Asn Lys  
            100                 105                 110          
 
 
Ser Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val Glu Asn Ala Thr  
        115                 120                 125              
 
 



Gly Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala  
    130                 135                 140                  
 
 
Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe  
145                 150                 155                 160  
 
 
Gln Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu Asn Tyr Gly Met  
                165                 170                 175      
 
 
Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro  
            180                 185                 190          
 
 
Arg Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys Glu Asn Met Asn  
        195                 200                 205              
 
 
Ile Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr  
    210                 215                 220                  
 
 
Leu Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr  
225                 230                 235                 240  
 
 
Gly Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys Glu Ala Gln Ala  
                245                 250                 255      
 
 
Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln  
            260                 265                 270          
 
 
Glu Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala His Arg Lys Leu  
        275                 280                 285              
 
 
Glu His His His His His His  
    290                 295  
 
 
<210>  71 
<211>  25 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность; мутант MW2 (I7R;L11R;P20G) 
 
<400>  71 
 
Gly Lys Pro Gly Trp Leu Arg Lys Val Ala Arg Lys Phe Lys Lys Leu  
1               5                   10                  15       
 
 
Ile Arg Arg Gly Leu Lys Arg Leu Ala  
            20                  25   
 
 
<210>  72 
<211>  25 



<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность; мутант MW2 (P3V;I7R;L11R) 
 
<400>  72 
 
Gly Lys Val Gly Trp Leu Arg Lys Val Ala Arg Lys Phe Lys Lys Leu  
1               5                   10                  15       
 
 
Ile Arg Arg Pro Leu Lys Arg Leu Ala  
            20                  25   
 
 
<210>  73 
<211>  25 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность; мутант MW2 (I7R) 
 
<400>  73 
 
Gly Lys Pro Gly Trp Leu Arg Lys Val Ala Leu Lys Phe Lys Lys Leu  
1               5                   10                  15       
 
 
Ile Arg Arg Pro Leu Lys Arg Leu Ala  
            20                  25   
 
 
<210>  74 
<211>  25 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  синтетическая последовательность; мутант MW2 (L11R) 
 
<400>  74 
 
Gly Lys Pro Gly Trp Leu Ile Lys Val Ala Arg Lys Phe Lys Lys Leu  
1               5                   10                  15       
 
 
Ile Arg Arg Pro Leu Lys Arg Leu Ala  
            20                  25   
 
 
<210>  75 
<211>  295 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из пептида MW2, соединенный с 
мутированным KZ144 
       с C14S, C23S и C50S 
 
<400>  75 
 



Met Gly Lys Pro Gly Trp Leu Arg Lys Val Ala Arg Lys Phe Lys Lys  
1               5                   10                  15       
 
 
Leu Ile Arg Arg Gly Leu Lys Arg Leu Ala Gly Ser Lys Val Leu Arg  
            20                  25                  30           
 
 
Lys Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln Thr Leu Leu Asn  
        35                  40                  45               
 
 
Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn  
    50                  55                  60                   
 
 
Thr Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser  
65                  70                  75                  80   
 
 
Asp Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr  
                85                  90                  95       
 
 
Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr Ala Asn Lys  
            100                 105                 110          
 
 
Ser Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val Glu Asn Ala Thr  
        115                 120                 125              
 
 
Gly Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala  
    130                 135                 140                  
 
 
Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe  
145                 150                 155                 160  
 
 
Gln Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu Asn Tyr Gly Met  
                165                 170                 175      
 
 
Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro  
            180                 185                 190          
 
 
Arg Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys Glu Asn Met Asn  
        195                 200                 205              
 
 
Ile Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr  
    210                 215                 220                  
 
 
Leu Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr  
225                 230                 235                 240  
 
 
Gly Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys Glu Ala Gln Ala  
                245                 250                 255      
 
 



Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln  
            260                 265                 270          
 
 
Glu Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala His Arg Lys Leu  
        275                 280                 285              
 
 
Glu His His His His His His  
    290                 295  
 
 
<210>  76 
<211>  295 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из пептида MW2, соединенный с 
мутированным KZ144 
       с C14S, C23S и C50S 
 
<400>  76 
 
Met Gly Lys Val Gly Trp Leu Arg Lys Val Ala Arg Lys Phe Lys Lys  
1               5                   10                  15       
 
 
Leu Ile Arg Arg Pro Leu Lys Arg Leu Ala Gly Ser Lys Val Leu Arg  
            20                  25                  30           
 
 
Lys Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln Thr Leu Leu Asn  
        35                  40                  45               
 
 
Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn  
    50                  55                  60                   
 
 
Thr Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser  
65                  70                  75                  80   
 
 
Asp Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr  
                85                  90                  95       
 
 
Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr Ala Asn Lys  
            100                 105                 110          
 
 
Ser Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val Glu Asn Ala Thr  
        115                 120                 125              
 
 
Gly Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala  
    130                 135                 140                  
 
 
Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe  
145                 150                 155                 160  
 
 



Gln Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu Asn Tyr Gly Met  
                165                 170                 175      
 
 
Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro  
            180                 185                 190          
 
 
Arg Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys Glu Asn Met Asn  
        195                 200                 205              
 
 
Ile Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr  
    210                 215                 220                  
 
 
Leu Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr  
225                 230                 235                 240  
 
 
Gly Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys Glu Ala Gln Ala  
                245                 250                 255      
 
 
Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln  
            260                 265                 270          
 
 
Glu Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala His Arg Lys Leu  
        275                 280                 285              
 
 
Glu His His His His His His  
    290                 295  
 
 
<210>  77 
<211>  295 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  мутированный пептид, происходящий из пептида MW2, соединенный с 
мутированным KZ144 
       с C14S, C23S и C50S 
 
<400>  77 
 
Met Gly Lys Pro Gly Trp Leu Arg Lys Val Ala Leu Lys Phe Lys Lys  
1               5                   10                  15       
 
 
Leu Ile Arg Arg Pro Leu Lys Arg Leu Ala Gly Ser Lys Val Leu Arg  
            20                  25                  30           
 
 
Lys Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln Thr Leu Leu Asn  
        35                  40                  45               
 
 
Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn  
    50                  55                  60                   
 
 



Thr Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser  
65                  70                  75                  80   
 
 
Asp Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr  
                85                  90                  95       
 
 
Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr Ala Asn Lys  
            100                 105                 110          
 
 
Ser Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val Glu Asn Ala Thr  
        115                 120                 125              
 
 
Gly Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala  
    130                 135                 140                  
 
 
Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe  
145                 150                 155                 160  
 
 
Gln Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu Asn Tyr Gly Met  
                165                 170                 175      
 
 
Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro  
            180                 185                 190          
 
 
Arg Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys Glu Asn Met Asn  
        195                 200                 205              
 
 
Ile Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr  
    210                 215                 220                  
 
 
Leu Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr  
225                 230                 235                 240  
 
 
Gly Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys Glu Ala Gln Ala  
                245                 250                 255      
 
 
Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln  
            260                 265                 270          
 
 
Glu Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala His Arg Lys Leu  
        275                 280                 285              
 
 
Glu His His His His His His  
    290                 295  
 
 
<210>  78 
<211>  295 
<212>  PRT 
<213>  Artificial sequence 



 
<220> 
<223>  мутированный пептид, происходящий из пептида MW2, соединенный с 
мутированным KZ144 
       с C14S, C23S и C50S 
 
<400>  78 
 
Met Gly Lys Pro Gly Trp Leu Ile Lys Val Ala Arg Lys Phe Lys Lys  
1               5                   10                  15       
 
 
Leu Ile Arg Arg Pro Leu Lys Arg Leu Ala Gly Ser Lys Val Leu Arg  
            20                  25                  30           
 
 
Lys Gly Asp Arg Gly Asp Glu Val Ser Gln Leu Gln Thr Leu Leu Asn  
        35                  40                  45               
 
 
Leu Ser Gly Tyr Asp Val Gly Lys Pro Asp Gly Ile Phe Gly Asn Asn  
    50                  55                  60                   
 
 
Thr Phe Asn Gln Val Val Lys Phe Gln Lys Asp Asn Ser Leu Asp Ser  
65                  70                  75                  80   
 
 
Asp Gly Ile Val Gly Lys Asn Thr Trp Ala Glu Leu Phe Ser Lys Tyr  
                85                  90                  95       
 
 
Ser Pro Pro Ile Pro Tyr Lys Thr Ile Pro Met Pro Thr Ala Asn Lys  
            100                 105                 110          
 
 
Ser Arg Ala Ala Ala Thr Pro Val Met Asn Ala Val Glu Asn Ala Thr  
        115                 120                 125              
 
 
Gly Val Arg Ser Gln Leu Leu Leu Thr Phe Ala Ser Ile Glu Ser Ala  
    130                 135                 140                  
 
 
Phe Asp Tyr Glu Ile Lys Ala Lys Thr Ser Ser Ala Thr Gly Trp Phe  
145                 150                 155                 160  
 
 
Gln Phe Leu Thr Gly Thr Trp Lys Thr Met Ile Glu Asn Tyr Gly Met  
                165                 170                 175      
 
 
Lys Tyr Gly Val Leu Thr Asp Pro Thr Gly Ala Leu Arg Lys Asp Pro  
            180                 185                 190          
 
 
Arg Ile Ser Ala Leu Met Gly Ala Glu Leu Ile Lys Glu Asn Met Asn  
        195                 200                 205              
 
 
Ile Leu Arg Pro Val Leu Lys Arg Glu Pro Thr Asp Thr Asp Leu Tyr  
    210                 215                 220                  
 
 



Leu Ala His Phe Phe Gly Pro Gly Ala Ala Arg Arg Phe Leu Thr Thr  
225                 230                 235                 240  
 
 
Gly Gln Asn Glu Leu Ala Ala Thr His Phe Pro Lys Glu Ala Gln Ala  
                245                 250                 255      
 
 
Asn Pro Ser Ile Phe Tyr Asn Lys Asp Gly Ser Pro Lys Thr Ile Gln  
            260                 265                 270          
 
 
Glu Val Tyr Asn Leu Met Asp Gly Lys Val Ala Ala His Arg Lys Leu  
        275                 280                 285              
 
 
Glu His His His His His His  
    290                 295  
 
 
<210>  79 
<211>  264 
<212>  PRT 
<213>  Artificial sequence 
 
<220> 
<223>  пептид магаинин, соединенный с белком базальной пластинки хвоста 
вибриофага 
       ICP1 
 
<400>  79 
 
Met Gly Ile Gly Lys Phe Leu His Ser Ala Lys Lys Phe Gly Lys Ala  
1               5                   10                  15       
 
 
Phe Val Gly Glu Ile Met Asn Ser Gly Ser Met Ile Leu Lys Arg Gly  
            20                  25                  30           
 
 
Ser Ser Gly Ala Asp Val Lys Asn Met Gln Glu Tyr Leu Thr Ala Leu  
        35                  40                  45               
 
 
Gly Tyr Asp Thr Lys Gly Val Glu Gly Thr Phe Glu Gly Gly Thr Glu  
    50                  55                  60                   
 
 
Ser Ala Val Lys Ala Phe Gln Lys Asp Met Ser Phe Thr Val Val Asp  
65                  70                  75                  80   
 
 
Gly Ile Ile Gly Asn Gln Thr Ala Lys His Leu Val Asp Met Tyr Tyr  
                85                  90                  95       
 
 
Gly Lys Val Val Pro Phe Gly Tyr Val Thr Asn Thr Pro Trp Val Ser  
            100                 105                 110          
 
 
Glu Ala Ile Glu Asp Tyr Phe Val Ser Glu Ile Lys Gly Glu Lys His  
        115                 120                 125              
 
 



Asn Pro Arg Val Val Gln Tyr Phe Lys Asp Ala His Ser Ser Trp Phe  
    130                 135                 140                  
 
 
Thr Asp Asp Glu Thr Pro Trp Cys Ala Ala Ala Val Ser Ser Trp Leu  
145                 150                 155                 160  
 
 
Glu Arg Ala Gly Ile Arg Ser Val Arg Ser Ala Arg Ala Arg Asp His  
                165                 170                 175      
 
 
Ile Asn Phe Gly Thr Lys Leu Leu Glu Pro Arg Phe Gly Ala Ile Val  
            180                 185                 190          
 
 
Val Leu Glu Arg Gly Ala Asn Ser Gly His Val Gly Phe Val Asn Gly  
        195                 200                 205              
 
 
Val Thr Ala Asp Gly Lys Gln Ile Lys Val Leu Gly Gly Asn Gln Ser  
    210                 215                 220                  
 
 
Asp Ser Val Asn Glu Arg Met Phe Gln Val Thr Arg Val Leu Gly Tyr  
225                 230                 235                 240  
 
 
Arg Gln Pro Glu Gly Phe Val Leu Pro Pro Cys Pro Ile Val Gly Lys  
                245                 250                 255      
 
 
Gly Glu Leu Ser Lys Ser Glu Ala  
            260                  
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