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<210>  1 
<211>  22 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
<400>  1 
tggggcccag ccggccagat ct                                                22 
 
 
<210>  2 
<211>  27 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
<400>  2 
ataagaatgc ggccgcgtcg acctgca                                           27 
 
 
<210>  3 
<211>  41 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
<400>  3 
atcgagtcaa tattagggtt agtaaaaggg tcctaaggaa c                           41 
 
 
<210>  4 
<211>  44 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 



 
<400>  4 
cagtcgataa tattaagaat taattctcat gtttgacagc ttat                        44 
 
 
<210>  5 
<211>  37 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
<400>  5 
tagcctcccc ctagggtggg cgaagaactc cagcatg                                37 
 
 
<210>  6 
<211>  49 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
<400>  6 
tttggaggcc taggcttttg caaagatcga tcaagagaca ggatgagga                   49 
 
 
<210>  7 
<211>  2773 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
<400>  7 
tgctggggcc cagccggcca tgagcgacag cgaggtgaac caggaggcca aacccgaggt       60 
 
gaagcccgag gtgaaacccg agacccacat caacctgaag gtgagcgacg gcagcagcga      120 
 
gatcttcttc aagatcaaga agaccacccc cctgaggagg ctgatggagg ccttcgccaa      180 
 
gaggcagggc aaggagatgg acagcctgag gttcctgtac gacggcatcc gtattcaagc      240 
 
cgaccagacc cctgaggacc tggacatgga ggacaacgac atcatcgagg cccacaggga      300 
 
gcagatcggc ggcgaaccca agtccagcga taagacccac acatgccctc cctgtcctgc      360 
 
tcccgaactg ctgggaggac cctccgtctt cctgttcccc cccaagccca aagacacact      420 
 
gatgatcagc aggacccctg aagtgacctg cgtggtcgtg gacgtgagcc acgaggaccc      480 
 
cgaggtcaag tttaactggt acgtggacgg cgtggaggtc cacaacgcca agaccaagcc      540 
 
cagggaggag cagtacaaca gcacctacag ggtcgtgtcc gtgctgaccg tgctccacca      600 
 
agattggctc aacggcaagg agtataagtg caaagtcagc aacaaggccc tccccgcccc      660 
 
catcgagaaa accatcagca aggccaaggg ccaaccgcgg gaacctcaag tgtataccct      720 
 
ccctcccagc cgggatgagc tgaccaagaa ccaagtctcc ctcacctgcc tggtcaaggg      780 
 



attctaccct tccgacattg ccgtcgaatg ggagagcaat ggccagcccg agaacaacta      840 
 
caagacaacc ccccccgtcc tggatagcga cggatccttc ttcctgtact ccaagctcac      900 
 
cgtcgacaag agccggtggc aacagggcaa cgtgttctcc tgtagcgtga tgcacgaagc      960 
 
cctccacaac cactataccc agaagagcct gagcctcagc cccggcaaat gatgaagatc     1020 
 
tctagagctc gctgatcagc ctcgactgtg ccttctagtt gccagccatc tgttgtttgc     1080 
 
ccctcccccg tgccttcctt gaccctggaa ggtgccactc ccactgtcct ttcctaataa     1140 
 
aatgaggaaa ttgcatcgca ttgtctgagt aggtgtcatt ctattctggg gggtggggtg     1200 
 
gggcaggaca gcaaggggga ggattgggaa gacaatagca ggcatgctgg ggatgcggtg     1260 
 
ggctctatgg cttctgaggc ggaaagaacc agctggggct ctagggggta tccccacgcg     1320 
 
ccctgtagcg gcgcagcgcg cgttgacatt gattattgac tagttattaa tagtaatcaa     1380 
 
ttacggggtc attagttcat agcccatata tggagttccg cgttacataa cttacggtaa     1440 
 
atggcccgcc tggctgaccg cccaacgacc cccgcccatt gacgtcaata atgacgtatg     1500 
 
ttcccatagt aacgccaata gggactttcc attgacgtca atgggtggac tatttacggt     1560 
 
aaactgccca cttggcagta catcaagtgt atcatatgcc aagtacgccc cctattgacg     1620 
 
tcaatgacgg taaatggccc gcctggcatt atgcccagta catgacctta tgggactttc     1680 
 
ctacttggca gtacatctac gtattagtca tcgctattac catggtgatg cggttttggc     1740 
 
agtacatcaa tgggcgtgga tagcggtttg actcacgggg atttccaagt ctccacccca     1800 
 
ttgacgtcaa tgggagtttg ttttggcacc aaaatcaacg ggactttcca aaatgtcgta     1860 
 
acaactccgc cccattgacg caaatgggcg gtaggcgtgt acggtgggag gtctatataa     1920 
 
gcagagctct ctggctaact agagaaccca ctgcttactg gcttatcgaa atgccaccat     1980 
 
ggagacagac acactcctgc tatgggtact gctgctctgg gttccaggtt ccactggtga     2040 
 
ctatccatat gatgttccag attatgctga gcccaagtcc agcgacaaga cccacacatg     2100 
 
ccccccttgt cctgcccctg aactgctcgg aggccctagc gtgttcctct tccctcccaa     2160 
 
acccaaggac accctcatga tctccaggac ccctgaggtg acctgcgtcg tggtggacgt     2220 
 
cagccacgag gaccccgagg tgaagttcaa ctggtacgtg gacggcgtcg aggtccacaa     2280 
 
cgccaagaca aagcccaggg aggaacagta caacagcacc tacagggtgg tcagcgtgct     2340 
 
gaccgtgctg caccaggatt ggctcaacgg caaggagtac aagtgcaaag tctccaacaa     2400 
 
ggccctgccc gcccccatcg agaagaccat ctccaaggct aagggacagc ccagggagcc     2460 
 
ccaagtgtac accctccctc ccagccggga tgagctgacc aagaaccaag tctccctcac     2520 
 
ctgcctggtc aagggattct acccttccga cattgccgtc gaatgggaga gcaatggcca     2580 
 
gcccgagaac aactacaaga caaccccccc cgtcctggat agcgacggat ccttcttcct     2640 
 
gtactccaag ctcaccgtcg acaagagcag atggcagcag ggcaacgtgt tcagctgtag     2700 
 



cgtgatgcac gaggccctgc acaaccacta cacccagaag agcctgtccc tcagccccgg     2760 
 
caagctgcag aat                                                        2773 
 
 
<210>  8 
<211>  69 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
 
<220> 
<221>  misc_feature 
<222>  (41)..(42) 
<223>  n может представлять собой a, c, g или t 
 
<400>  8 
tcccagccgg gatgagctga ccaagaacca agtctccctc nnstgcctgg tcaagggatt       60 
 
ctacccttc                                                               69 
 
 
<210>  9 
<211>  66 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
 
<220> 
<221>  misc_feature 
<222>  (44)..(45) 
<223>  n может представлять собой a, c, g или t 
 
<400>  9 
gtccacggtg agcttggagt acaggaagaa ggatccgtcg ctsnncagga cggggggggt       60 
 
tgtctt                                                                  66 
 
 
<210>  10 
<211>  27 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
<400>  10 
tactccaagc tcaccgtgga caagagc                                           27 
 
 
<210>  11 
<211>  52 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 



 
<400>  11 
cgatccaatc gatggaagat cttcatcatt tgccggggct gaggctcagg ct               52 
 
 
<210>  12 
<211>  70 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
<400>  12 
caagggccag ccgcgggaac ctcaagtgta taccctccct cccagccggg atgagctgac       60 
 
caagaaccaa                                                              70 
 
 
<210>  13 
<211>  52 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
<400>  13 
cgatccaatc gatggaagat cttcatcatt tgccggggct gaggctcagg ct               52 
 
 
<210>  14 
<211>  54 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
 
<220> 
<221>  misc_feature 
<222>  (31)..(32) 
<223>  n может представлять собой a, c, g или t 
 
<400>  14 
ggccagccca gggaacctca agtgtacacc nnscctccca gccgggatga gctg             54 
 
 
<210>  15 
<211>  63 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
 
<220> 
<221>  misc_feature 
<222>  (35)..(36) 
<223>  n может представлять собой a, c, g или t 
 
<220> 



<221>  misc_feature 
<222>  (41)..(42) 
<223>  n может представлять собой a, c, g или t 
 
<400>  15 
gccctgttgc caccggctct tgtcgacggt gagsnnggas nncaggaaga aggatccgtc       60 
 
gct                                                                     63 
 
 
<210>  16 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc1 
 
<400>  16 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Leu Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 



Lys Thr Thr Pro Pro Val Leu Cys Ser Asp Gly Ser Phe Phe Leu Tyr  
            180                 185                 190          
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  17 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc2 
 
<400>  17 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Gly Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  



 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Leu  
            180                 185                 190          
 
 
Ser Cys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  18 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc1 
 
<400>  18 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 



Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Leu Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Cys Ser Asp Gly Ser Phe Phe Leu Tyr  
            180                 185                 190          
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  19 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc2 
 
<400>  19 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          



 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Tyr Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Ala  
            180                 185                 190          
 
 
Ser Pro Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  20 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc1 
 
<400>  20 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 



Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Val Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Thr Ser Asp Gly Ser Phe Phe Leu Tyr  
            180                 185                 190          
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  21 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc2 
 
<400>  21 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   



 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Lys Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Thr  
            180                 185                 190          
 
 
Ser Gln Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  22 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc1 
 
<400>  22 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 



Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Leu Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Ala Ser Asp Gly Ser Phe Phe Leu Tyr  
            180                 185                 190          
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  23 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc2 
 
<400>  23 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       



 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Trp Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu His  
            180                 185                 190          
 
 
Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  24 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 



<223>  Последовательность Fc1 
 
<400>  24 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Pro Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Asn Ser Asp Gly Ser Phe Phe Leu Tyr  
            180                 185                 190          
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 



<210>  25 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc2 
 
<400>  25 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Val Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Pro  
            180                 185                 190          
 
 
Ser Ser Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  



 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  26 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc1 
 
<400>  26 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Pro Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Ile Ser Asp Gly Ser Phe Phe Leu Tyr  
            180                 185                 190          
 
 



Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  27 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc2 
 
<400>  27 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Pro Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      



 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Phe  
            180                 185                 190          
 
 
Ser Phe Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  28 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc1 
 
<400>  28 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 



Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Gly Ser Asp Gly Ser Phe Phe Leu Tyr  
            180                 185                 190          
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  29 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc2 
 
<400>  29 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              



 
 
Arg Glu Pro Gln Val Tyr Thr Asp Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Pro  
            180                 185                 190          
 
 
Ser Ser Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  30 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc1 
 
<400>  30 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 



Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Leu Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Arg Ser Asp Gly Ser Phe Phe Leu Tyr  
            180                 185                 190          
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  31 
<211>  232 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность Fc2 
 
<400>  31 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   



 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Glu Pro Pro Ser Arg Asp Glu Leu Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Leu  
            180                 185                 190          
 
 
Ser Val Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210>  32 
<211>  312 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность VL 
 
<400>  32 
gacattcaga tgactcagag cccttcttca ctgtcagctt ccgtgggcga cagagtcact       60 
 
atcacctgcc gcgcaagtca ggatgtgaac accgcagtcg cctggtacca gcagaagcct      120 
 
ggcaaagctc caaagctgct gatctacagc gcatctttcc tgtattctgg agtgcccagt      180 
 
aggtttagtg ggtcacggtc cggtaccgac ttcacactga ctatctccag cctgcagcct      240 
 
gaggattttg ccacatacta ttgccagcag cactatacca caccccctac tttcggccag      300 
 
ggaaccaaag tg                                                          312 
 
 



<210>  33 
<211>  104 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность VL 
 
<400>  33 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Val Asn Thr Ala  
            20                  25                  30           
 
 
Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Ala Ser Phe Leu Tyr Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Arg Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln His Tyr Thr Thr Pro Pro  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val  
            100                  
 
 
<210>  34 
<211>  330 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность CL 
 
<400>  34 
gagatcaagc gaactgtggc cgctccaagc gtcttcattt ttccaccctc tgacgaacag       60 
 
ctgaagtcag ggacagcttc cgtggtctgt ctgctgaaca atttttaccc cagggaggcc      120 
 
aaagtgcagt ggaaggtcga taacgctctg cagagcggaa attctcagga gagtgtgaca      180 
 
gaacaggact caaaagattc cacttatagc ctgtctagta ccctgacact gtccaaggca      240 
 
gactacgaaa agcataaagt gtatgcctgt gaggtcacac atcagggtct gtcaagcccc      300 
 
gtcactaagt ccttcaatcg tggcgaatgc                                       330 
 
 
<210>  35 
<211>  110 
<212>  PRT 
<213>  Artificial 



 
<220> 
<223>  Последовательность CL 
 
<400>  35 
 
Glu Ile Lys Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro  
1               5                   10                  15       
 
 
Ser Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu  
            20                  25                  30           
 
 
Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn  
        35                  40                  45               
 
 
Ala Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser  
    50                  55                  60                   
 
 
Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala  
65                  70                  75                  80   
 
 
Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly  
                85                  90                  95       
 
 
Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys  
            100                 105                 110  
 
 
<210>  36 
<211>  360 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность VH 
 
<400>  36 
gaggtgcagc tggtcgaaag tgggggtggg ctggtgcagc caggcggatc actgaggctg       60 
 
tcctgcgccg ctagcggctt caacatcaaa gacacctata ttcactgggt ccgacaggca      120 
 
ccagggaagg gtctggaatg ggtggctcgt atctacccta caaatggtta cactagatat      180 
 
gccgactccg tgaaaggccg gtttactatt tctgctgata ccagtaagaa cacagcatac      240 
 
ctgcagatga atagcctgag ggctgaggat accgcagtgt actattgctc tcggtggggg      300 
 
ggtgacggct tctacgctat ggattattgg ggccagggaa ctctggtcac cgtgtccagc      360 
 
 
<210>  37 
<211>  120 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность VH 
 



<400>  37 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Asn Ile Lys Asp Thr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Arg Ile Tyr Pro Thr Asn Gly Tyr Thr Arg Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ser Arg Trp Gly Gly Asp Gly Phe Tyr Ala Met Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  38 
<211>  990 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность CH 
 
<400>  38 
gcttcaacaa aaggaccttc cgtgtttcca ctggcaccct ctagtaagag tacttcagga       60 
 
ggaaccgcag cactgggatg tctggtgaag gactacttcc cagagcccgt caccgtgtct      120 
 
tggaacagtg gagcactgac ctccggggtc catacatttc ctgccgtgct gcagtcatcc      180 
 
ggtctgtata gcctgagctc tgtggtcaca gtcccaagtt catccctggg cacccagaca      240 
 
tacatctgca acgtgaatca caaaccttcc aatactaagg tcgacaagaa agtggaacca      300 
 
aaaagctgtg ataagactca tacctgccca ccttgtcctg caccagagct gctgggaggt      360 
 
ccaagcgtgt tcctgtttcc acccaagccc aaagacacac tgatgatttc tcgcacaccc      420 
 
gaagtcactt gtgtggtcgt ggacgtgtcc cacgaggatc ctgaagtcaa gttcaactgg      480 
 
tacgtggatg gcgtcgaggt gcataatgct aagaccaaac ccagagagga acagtacaac      540 
 
agcacctatc gcgtcgtgtc tgtcctgaca gtgctgcacc aggattggct gaacggaaag      600 
 
gagtacaagt gcaaagtgag caacaaggcc ctgcccgctc ctatcgagaa gaccatttct      660 



 
aaggctaaag gccagcctag agaaccacag gtgtatacac tgcctccaag tcgcgacgag      720 
 
ctgacaaaaa accaggtctc cctgctgtgt ctggtgaagg gattctaccc tagcgatatc      780 
 
gcagtggagt gggaatctaa tgggcagcca gaaaacaatt ataagaccac accccctgtg      840 
 
ctgtgctcag atggttcctt ctttctgtac agtaaactga ccgtggacaa gtccaggtgg      900 
 
cagcagggga acgtcttttc ctgcagcgtg atgcatgagg ccctgcacaa tcattacaca      960 
 
cagaaatctc tgagtctgtc accaggaaag                                       990 
 
 
<210>  39 
<211>  330 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность CH 
 
<400>  39 
 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys  
1               5                   10                  15       
 
 
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr  
            20                  25                  30           
 
 
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser  
        35                  40                  45               
 
 
Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser  
    50                  55                  60                   
 
 
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr  
65                  70                  75                  80   
 
 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys  
                85                  90                  95       
 
 
Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys  
            100                 105                 110          
 
 
Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro  
        115                 120                 125              
 
 
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys  
    130                 135                 140                  
 
 
Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp  
145                 150                 155                 160  
 
 



Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu  
                165                 170                 175      
 
 
Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu  
            180                 185                 190          
 
 
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn  
        195                 200                 205              
 
 
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly  
    210                 215                 220                  
 
 
Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu  
225                 230                 235                 240  
 
 
Leu Thr Lys Asn Gln Val Ser Leu Leu Cys Leu Val Lys Gly Phe Tyr  
                245                 250                 255      
 
 
Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn  
            260                 265                 270          
 
 
Asn Tyr Lys Thr Thr Pro Pro Val Leu Cys Ser Asp Gly Ser Phe Phe  
        275                 280                 285              
 
 
Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn  
    290                 295                 300                  
 
 
Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr  
305                 310                 315                 320  
 
 
Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                325                 330  
 
 
<210>  40 
<211>  990 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность CH 
 
<400>  40 
gcttcaacaa aaggaccttc cgtgtttcca ctggcaccct ctagtaagag tacttcagga       60 
 
ggaaccgcag cactgggatg tctggtgaag gactacttcc cagagcccgt caccgtgtct      120 
 
tggaacagtg gagcactgac ctccggggtc catacatttc ctgccgtgct gcagtcatcc      180 
 
ggtctgtata gcctgagctc tgtggtcaca gtcccaagtt catccctggg cacccagaca      240 
 
tacatctgca acgtgaatca caaaccttcc aatactaagg tcgacaagaa agtggaacca      300 
 
aaaagctgtg ataagactca tacctgccca ccttgtcctg caccagagct gctgggaggt      360 



 
ccaagcgtgt tcctgtttcc acccaagccc aaagacacac tgatgatttc tcgcacaccc      420 
 
gaagtcactt gtgtggtcgt ggacgtgtcc cacgaggatc ctgaagtcaa gttcaactgg      480 
 
tacgtggatg gcgtcgaggt gcataatgct aagaccaaac ccagagagga acagtacaac      540 
 
agcacctatc gcgtcgtgtc tgtcctgaca gtgctgcacc aggattggct gaacggaaag      600 
 
gagtacaagt gcaaagtgag caacaaggcc ctgcccgctc ctatcgagaa gaccatttct      660 
 
aaggctaaag gccagcctag agaaccacag gtgtatacag agcctccaag tcgcgacgag      720 
 
ctgacaaaaa accaggtctc cctgacttgt ctggtgaagg gattctaccc tagcgatatc      780 
 
gcagtggagt gggaatctaa tgggcagcca gaaaacaatt ataagaccac accccctgtg      840 
 
ctggactcag atggttcctt ctttctgctg agtgtgctga ccgtggacaa gtccaggtgg      900 
 
cagcagggga acgtcttttc ctgcagcgtg atgcatgagg ccctgcacaa tcattacaca      960 
 
cagaaatctc tgagtctgtc accaggaaag                                       990 
 
 
<210>  41 
<211>  330 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность CH 
 
<400>  41 
 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys  
1               5                   10                  15       
 
 
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr  
            20                  25                  30           
 
 
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser  
        35                  40                  45               
 
 
Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser  
    50                  55                  60                   
 
 
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr  
65                  70                  75                  80   
 
 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys  
                85                  90                  95       
 
 
Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys  
            100                 105                 110          
 
 
Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro  
        115                 120                 125              



 
 
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys  
    130                 135                 140                  
 
 
Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp  
145                 150                 155                 160  
 
 
Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu  
                165                 170                 175      
 
 
Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu  
            180                 185                 190          
 
 
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn  
        195                 200                 205              
 
 
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly  
    210                 215                 220                  
 
 
Gln Pro Arg Glu Pro Gln Val Tyr Thr Glu Pro Pro Ser Arg Asp Glu  
225                 230                 235                 240  
 
 
Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr  
                245                 250                 255      
 
 
Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn  
            260                 265                 270          
 
 
Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe  
        275                 280                 285              
 
 
Leu Leu Ser Val Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn  
    290                 295                 300                  
 
 
Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr  
305                 310                 315                 320  
 
 
Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                325                 330  
 
 
<210>  42 
<211>  309 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность VL 
 
<400>  42 
cagatcgtgc tgagccagag ccccgccatc ctgagcgcca gccccggcga gaaggtgacc       60 



 
atgacctgca gggccagcag cagcgtgagc tacatccact ggttccagca gaagcccggc      120 
 
agcagcccca agccctggat ctacgccacc agcaacctgg ccagcggcgt gcccgtgagg      180 
 
ttcagcggca gcggcagcgg caccagctac agcctgacca tcagcagggt ggaggccgag      240 
 
gacgccgcca cctactactg ccagcagtgg accagcaacc cccccacctt cggcggcggc      300 
 
accaagctg                                                              309 
 
 
<210>  43 
<211>  103 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность VL 
 
<400>  43 
 
Gln Ile Val Leu Ser Gln Ser Pro Ala Ile Leu Ser Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Lys Val Thr Met Thr Cys Arg Ala Ser Ser Ser Val Ser Tyr Ile  
            20                  25                  30           
 
 
His Trp Phe Gln Gln Lys Pro Gly Ser Ser Pro Lys Pro Trp Ile Tyr  
        35                  40                  45               
 
 
Ala Thr Ser Asn Leu Ala Ser Gly Val Pro Val Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg Val Glu Ala Glu  
65                  70                  75                  80   
 
 
Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Thr Ser Asn Pro Pro Thr  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu  
            100              
 
 
<210>  44 
<211>  363 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность VH 
 
<400>  44 
caggtgcagc tgcagcagcc cggcgccgag ctggtgaagc ccggcgccag cgtgaagatg       60 
 
agctgcaagg ccagcggcta caccttcacc agctacaaca tgcactgggt gaagcagacc      120 
 
cccggcaggg gcctggagtg gatcggcgcc atctaccccg gcaacggcga caccagctac      180 



 
aaccagaagt tcaagggcaa ggccaccctg accgccgaca agagcagcag caccgcctac      240 
 
atgcagctga gcagcctgac cagcgaggac agcgccgtgt actactgcgc caggagcacc      300 
 
tactacggcg gcgactggta cttcaacgtg tggggcgccg gcaccaccgt gaccgtgagc      360 
 
gcc                                                                    363 
 
 
<210>  45 
<211>  121 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность VH 
 
<400>  45 
 
Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Asn Met His Trp Val Lys Gln Thr Pro Gly Arg Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Ala Ile Tyr Pro Gly Asn Gly Asp Thr Ser Tyr Asn Gln Lys Phe  
    50                  55                  60                   
 
 
Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Thr Tyr Tyr Gly Gly Asp Trp Tyr Phe Asn Val Trp Gly  
            100                 105                 110          
 
 
Ala Gly Thr Thr Val Thr Val Ser Ala  
        115                 120      
 
 
<210>  46 
<211>  990 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность CH 
 
<400>  46 
gcttcaacaa aaggaccttc cgtgtttcca ctggcaccct ctagtaagag tacttcagga       60 
 
ggaaccgcag cactgggatg tctggtgaag gactacttcc cagagcccgt caccgtgtct      120 



 
tggaacagtg gagcactgac ctccggggtc catacatttc ctgccgtgct gcagtcatcc      180 
 
ggtctgtata gcctgagctc tgtggtcaca gtcccaagtt catccctggg cacccagaca      240 
 
tacatctgca acgtgaatca caaaccttcc aatactaagg tcgacaagaa agtggaacca      300 
 
aaaagctgtg ataagactca tacctgccca ccttgtcctg caccagagct gctgggaggt      360 
 
ccaagcgtgt tcctgtttcc acccaagccc aaagacacac tgatgatttc tcgcacaccc      420 
 
gaagtcactt gtgtggtcgt ggacgtgtcc cacgaggatc ctgaagtcaa gttcaactgg      480 
 
tacgtggatg gcgtcgaggt gcataatgct aagaccaaac ccagagagga acagtacaac      540 
 
agcacctatc gcgtcgtgtc tgtcctgaca gtgctgcacc aggattggct gaacggaaag      600 
 
gagtacaagt gcaaagtgag caacaaggcc ctgcccgctc ctatcgagaa gaccatttct      660 
 
aaggctaaag gccagcctag agaaccacag gtgtatacac tgcctccaag tcgcgacgag      720 
 
ctgacaaaaa accaggtctc cctgctgtgt ctggtgaagg gattctaccc tagcgatatc      780 
 
gcagtggagt gggaatctaa tgggcagcca gaaaacaatt ataagaccac accccctgtg      840 
 
ctgtgctcag atggttcctt ctttctgtac agtaaactga ccgtggacaa gtccaggtgg      900 
 
cagcagggga acgtcttttc ctgcagcgtg atgcatgagg ccctgcacaa tcattacaca      960 
 
cagaaatctc tgagtctgtc accaggaaag                                       990 
 
 
<210>  47 
<211>  990 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность CH 
 
<400>  47 
gcttcaacaa aaggaccttc cgtgtttcca ctggcaccct ctagtaagag tacttcagga       60 
 
ggaaccgcag cactgggatg tctggtgaag gactacttcc cagagcccgt caccgtgtct      120 
 
tggaacagtg gagcactgac ctccggggtc catacatttc ctgccgtgct gcagtcatcc      180 
 
ggtctgtata gcctgagctc tgtggtcaca gtcccaagtt catccctggg cacccagaca      240 
 
tacatctgca acgtgaatca caaaccttcc aatactaagg tcgacaagaa agtggaacca      300 
 
aaaagctgtg ataagactca tacctgccca ccttgtcctg caccagagct gctgggaggt      360 
 
ccaagcgtgt tcctgtttcc acccaagccc aaagacacac tgatgatttc tcgcacaccc      420 
 
gaagtcactt gtgtggtcgt ggacgtgtcc cacgaggatc ctgaagtcaa gttcaactgg      480 
 
tacgtggatg gcgtcgaggt gcataatgct aagaccaaac ccagagagga acagtacaac      540 
 
agcacctatc gcgtcgtgtc tgtcctgaca gtgctgcacc aggattggct gaacggaaag      600 
 
gagtacaagt gcaaagtgag caacaaggcc ctgcccgctc ctatcgagaa gaccatttct      660 
 
aaggctaaag gccagcctag agaaccacag gtgtatacac tgcctccaag tcgcgacgag      720 



 
ctgacaaaaa accaggtctc cctgctgtgt ctggtgaagg gattctaccc tagcgatatc      780 
 
gcagtggagt gggaatctaa tgggcagcca gaaaacaatt ataagaccac accccctgtg      840 
 
ctgcggtcag atggttcctt ctttctgtac agtaaactga ccgtggacaa gtccaggtgg      900 
 
cagcagggga acgtcttttc ctgcagcgtg atgcatgagg ccctgcacaa tcattacaca      960 
 
cagaaatctc tgagtctgtc accaggaaag                                       990 
 
 
<210>  48 
<211>  330 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность CH 
 
<400>  48 
 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys  
1               5                   10                  15       
 
 
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr  
            20                  25                  30           
 
 
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser  
        35                  40                  45               
 
 
Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser  
    50                  55                  60                   
 
 
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr  
65                  70                  75                  80   
 
 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys  
                85                  90                  95       
 
 
Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys  
            100                 105                 110          
 
 
Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro  
        115                 120                 125              
 
 
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys  
    130                 135                 140                  
 
 
Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp  
145                 150                 155                 160  
 
 
Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu  
                165                 170                 175      



 
 
Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu  
            180                 185                 190          
 
 
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn  
        195                 200                 205              
 
 
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly  
    210                 215                 220                  
 
 
Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu  
225                 230                 235                 240  
 
 
Leu Thr Lys Asn Gln Val Ser Leu Leu Cys Leu Val Lys Gly Phe Tyr  
                245                 250                 255      
 
 
Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn  
            260                 265                 270          
 
 
Asn Tyr Lys Thr Thr Pro Pro Val Leu Cys Ser Asp Gly Ser Phe Phe  
        275                 280                 285              
 
 
Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn  
    290                 295                 300                  
 
 
Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr  
305                 310                 315                 320  
 
 
Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                325                 330  
 
 
<210>  49 
<211>  330 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность CH 
 
<400>  49 
 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys  
1               5                   10                  15       
 
 
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr  
            20                  25                  30           
 
 
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser  
        35                  40                  45               
 
 



Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser  
    50                  55                  60                   
 
 
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr  
65                  70                  75                  80   
 
 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys  
                85                  90                  95       
 
 
Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys  
            100                 105                 110          
 
 
Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro  
        115                 120                 125              
 
 
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys  
    130                 135                 140                  
 
 
Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp  
145                 150                 155                 160  
 
 
Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu  
                165                 170                 175      
 
 
Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu  
            180                 185                 190          
 
 
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn  
        195                 200                 205              
 
 
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly  
    210                 215                 220                  
 
 
Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu  
225                 230                 235                 240  
 
 
Leu Thr Lys Asn Gln Val Ser Leu Leu Cys Leu Val Lys Gly Phe Tyr  
                245                 250                 255      
 
 
Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn  
            260                 265                 270          
 
 
Asn Tyr Lys Thr Thr Pro Pro Val Leu Arg Ser Asp Gly Ser Phe Phe  
        275                 280                 285              
 
 
Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn  
    290                 295                 300                  
 
 



Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr  
305                 310                 315                 320  
 
 
Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                325                 330  
 
 
<210>  50 
<211>  312 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность VL 
 
<400>  50 
gatatccagc tgacccagag ccctagcagc ctgagcgcta gcgtgggcga cagggtgagc       60 
 
atcacctgca aggccagcca ggacgtgtcc atcgccgtgg cctggtatca acagaagccc      120 
 
ggcaaggccc ccaagctgct gatctacagc gccagctaca ggtacaccgg cgtgcccgac      180 
 
agatttagcg gcagcggctc cggcacagac ttcaccctga ccatcagcag cctgcagccc      240 
 
gaggacttcg ccgtgtacta ctgccagcag cactacatca cccccctgac ctttggcgcc      300 
 
ggcaccaaag tg                                                          312 
 
 
<210>  51 
<211>  104 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность VL 
 
<400>  51 
 
Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asp Val Ser Ile Ala  
            20                  25                  30           
 
 
Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Ala Ser Tyr Arg Tyr Thr Gly Val Pro Asp Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln His Tyr Ile Thr Pro Leu  
                85                  90                  95       
 
 



Thr Phe Gly Ala Gly Thr Lys Val  
            100                  
 
 
<210>  52 
<211>  360 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность VH 
 
<400>  52 
gtgcagctgc agcagtccgg cagcgagctg aagaagcctg gcgccagcgt gaaggtgagc       60 
 
tgcaaggcca gcggctacac cttcaccaac tacggcatga actgggtgaa gcaggcccct      120 
 
ggccagggac tgaagtggat gggctggatc aacacctaca ccggcgagcc cacctacacc      180 
 
gacgacttca agggcaggtt cgccttcagc ctggacacca gcgtgtccac cgcctacctg      240 
 
cagatctcca gcctgaaggc cgacgacacc gccgtgtact tctgcgccag aggcggcttc      300 
 
ggcagcagct actggtactt cgacgtgtgg ggccagggaa gcctggtgac cgtgagcagc      360 
 
 
<210>  53 
<211>  120 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность VH 
 
<400>  53 
 
Val Gln Leu Gln Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala Ser  
1               5                   10                  15       
 
 
Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr Gly  
            20                  25                  30           
 
 
Met Asn Trp Val Lys Gln Ala Pro Gly Gln Gly Leu Lys Trp Met Gly  
        35                  40                  45               
 
 
Trp Ile Asn Thr Tyr Thr Gly Glu Pro Thr Tyr Thr Asp Asp Phe Lys  
    50                  55                  60                   
 
 
Gly Arg Phe Ala Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr Leu  
65                  70                  75                  80   
 
 
Gln Ile Ser Ser Leu Lys Ala Asp Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Gly Gly Phe Gly Ser Ser Tyr Trp Tyr Phe Asp Val Trp Gly Gln  
            100                 105                 110          
 
 



Gly Ser Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  54 
<211>  990 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность CH 
 
<400>  54 
gcttcaacaa aaggaccttc cgtgtttcca ctggcaccct ctagtaagag tacttcagga       60 
 
ggaaccgcag cactgggatg tctggtgaag gactacttcc cagagcccgt caccgtgtct      120 
 
tggaacagtg gagcactgac ctccggggtc catacatttc ctgccgtgct gcagtcatcc      180 
 
ggtctgtata gcctgagctc tgtggtcaca gtcccaagtt catccctggg cacccagaca      240 
 
tacatctgca acgtgaatca caaaccttcc aatactaagg tcgacaagaa agtggaacca      300 
 
aaaagctgtg ataagactca tacctgccca ccttgtcctg caccagagct gctgggaggt      360 
 
ccaagcgtgt tcctgtttcc acccaagccc aaagacacac tgatgatttc tcgcacaccc      420 
 
gaagtcactt gtgtggtcgt ggacgtgtcc cacgaggatc ctgaagtcaa gttcaactgg      480 
 
tacgtggatg gcgtcgaggt gcataatgct aagaccaaac ccagagagga acagtacaac      540 
 
agcacctatc gcgtcgtgtc tgtcctgaca gtgctgcacc aggattggct gaacggaaag      600 
 
gagtacaagt gcaaagtgag caacaaggcc ctgcccgctc ctatcgagaa gaccatttct      660 
 
aaggctaaag gccagcctag agaaccacag gtgtatacac tgcctccaag tcgcgacgag      720 
 
ctgacaaaaa accaggtctc cctgccctgt ctggtgaagg gattctaccc tagcgatatc      780 
 
gcagtggagt gggaatctaa tgggcagcca gaaaacaatt ataagaccac accccctgtg      840 
 
ctgaactcag atggttcctt ctttctgtac agtaaactga ccgtggacaa gtccaggtgg      900 
 
cagcagggga acgtcttttc ctgcagcgtg atgcatgagg ccctgcacaa tcattacaca      960 
 
cagaaatctc tgagtctgtc accaggaaag                                       990 
 
 
<210>  55 
<211>  330 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность CH 
 
<400>  55 
 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys  
1               5                   10                  15       
 
 
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr  
            20                  25                  30           



 
 
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser  
        35                  40                  45               
 
 
Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser  
    50                  55                  60                   
 
 
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr  
65                  70                  75                  80   
 
 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys  
                85                  90                  95       
 
 
Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys  
            100                 105                 110          
 
 
Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro  
        115                 120                 125              
 
 
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys  
    130                 135                 140                  
 
 
Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp  
145                 150                 155                 160  
 
 
Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu  
                165                 170                 175      
 
 
Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu  
            180                 185                 190          
 
 
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn  
        195                 200                 205              
 
 
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly  
    210                 215                 220                  
 
 
Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu  
225                 230                 235                 240  
 
 
Leu Thr Lys Asn Gln Val Ser Leu Pro Cys Leu Val Lys Gly Phe Tyr  
                245                 250                 255      
 
 
Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn  
            260                 265                 270          
 
 
Asn Tyr Lys Thr Thr Pro Pro Val Leu Asn Ser Asp Gly Ser Phe Phe  
        275                 280                 285              



 
 
Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn  
    290                 295                 300                  
 
 
Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr  
305                 310                 315                 320  
 
 
Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                325                 330  
 
 
<210>  56 
<211>  312 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность VL 
 
<400>  56 
gacatccaga tgacccagag ccctagcagc ctgagcgcta gcgtgggcga cagggtgacc       60 
 
atcacctgca gggccagcca ggatgtgagc accgctgtgg cctggtatca acagaagccc      120 
 
ggcaaggccc ccaagctgct gatctacagc gccagcttcc tgtacagcgg cgtgcccagc      180 
 
agatttagcg gcagcggcag cggcaccgat ttcaccctga ccatcagcag cctgcagccc      240 
 
gaggacttcg ccacctacta ctgccagcag tacctgtacc atcccgccac cttcggccag      300 
 
ggcaccaagg tg                                                          312 
 
 
<210>  57 
<211>  104 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность VL 
 
<400>  57 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Val Ser Thr Ala  
            20                  25                  30           
 
 
Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Ala Ser Phe Leu Tyr Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   



 
 
Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Leu Tyr His Pro Ala  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val  
            100                  
 
 
<210>  58 
<211>  354 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность VH 
 
<400>  58 
gaggtgcagc tggtggagag cggaggagga ctggtgcagc ctggaggatc cctgagactg       60 
 
agctgcgccg ccagcggctt caccttcagc gacagctgga tccactgggt gagacaggcc      120 
 
cctggcaagg gcctggaatg ggtggcctgg atctcccctt acggcggcag cacctactac      180 
 
gccgacagcg tgaagggcag gttcaccatc agcgccgaca ccagcaagaa caccgcctac      240 
 
ctgcagatga acagcctgag ggccgaggac accgccgtgt actactgcgc cagaagacac      300 
 
tggcccggcg gattcgacta ctggggacag ggcaccctgg tgaccgtgag cgcc            354 
 
 
<210>  59 
<211>  118 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность VH 
 
<400>  59 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Ser  
            20                  25                  30           
 
 
Trp Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Trp Ile Ser Pro Tyr Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       



 
 
Ala Arg Arg His Trp Pro Gly Gly Phe Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ala  
        115              
 
 
<210>  60 
<211>  990 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность CH 
 
<400>  60 
gcttcaacaa aaggaccttc cgtgtttcca ctggcaccct ctagtaagag tacttcagga       60 
 
ggaaccgcag cactgggatg tctggtgaag gactacttcc cagagcccgt caccgtgtct      120 
 
tggaacagtg gagcactgac ctccggggtc catacatttc ctgccgtgct gcagtcatcc      180 
 
ggtctgtata gcctgagctc tgtggtcaca gtcccaagtt catccctggg cacccagaca      240 
 
tacatctgca acgtgaatca caaaccttcc aatactaagg tcgacaagaa agtggaacca      300 
 
aaaagctgtg ataagactca tacctgccca ccttgtcctg caccagagct gctgggaggt      360 
 
ccaagcgtgt tcctgtttcc acccaagccc aaagacacac tgatgatttc tcgcacaccc      420 
 
gaagtcactt gtgtggtcgt ggacgtgtcc cacgaggatc ctgaagtcaa gttcaactgg      480 
 
tacgtggatg gcgtcgaggt gcataatgct aagaccaaac ccagagagga acagtacaac      540 
 
agcacctatc gcgtcgtgtc tgtcctgaca gtgctgcacc aggattggct gaacggaaag      600 
 
gagtacaagt gcaaagtgag caacaaggcc ctgcccgctc ctatcgagaa gaccatttct      660 
 
aaggctaaag gccagcctag agaaccacag gtgtatacac tgcctccaag tcgcgacgag      720 
 
ctgacaaaaa accaggtctc cctgtggtgt ctggtgaagg gattctaccc tagcgatatc      780 
 
gcagtggagt gggaatctaa tgggcagcca gaaaacaatt ataagaccac accccctgtg      840 
 
ctgggatcag atggttcctt ctttctgtac agtaaactga ccgtggacaa gtccaggtgg      900 
 
cagcagggga acgtcttttc ctgcagcgtg atgcatgagg ccctgcacaa tcattacaca      960 
 
cagaaatctc tgagtctgtc accaggaaag                                       990 
 
 
<210>  61 
<211>  330 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность CH 
 
<400>  61 
 



Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys  
1               5                   10                  15       
 
 
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr  
            20                  25                  30           
 
 
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser  
        35                  40                  45               
 
 
Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser  
    50                  55                  60                   
 
 
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr  
65                  70                  75                  80   
 
 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys  
                85                  90                  95       
 
 
Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys  
            100                 105                 110          
 
 
Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro  
        115                 120                 125              
 
 
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys  
    130                 135                 140                  
 
 
Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp  
145                 150                 155                 160  
 
 
Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu  
                165                 170                 175      
 
 
Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu  
            180                 185                 190          
 
 
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn  
        195                 200                 205              
 
 
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly  
    210                 215                 220                  
 
 
Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu  
225                 230                 235                 240  
 
 
Leu Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr  
                245                 250                 255      
 
 



Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn  
            260                 265                 270          
 
 
Asn Tyr Lys Thr Thr Pro Pro Val Leu Gly Ser Asp Gly Ser Phe Phe  
        275                 280                 285              
 
 
Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn  
    290                 295                 300                  
 
 
Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr  
305                 310                 315                 320  
 
 
Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                325                 330  
 
 
<210>  62 
<211>  729 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность вариабельной области 
 
<400>  62 
gatatcaagc tgcagcagag cggtgcagaa ctggccagac ctggcgcttc agtgaaaatg       60 
 
tcctgtaaga ctagcggcta cacattcact cgatatacca tgcactgggt gaagcagcgt      120 
 
ccagggcagg gtctggagtg gatcggatat attaacccct ctcgcgggta caccaactat      180 
 
aatcagaagt ttaaagacaa ggccacactg actaccgata agagctctag tactgcttac      240 
 
atgcagctgt catccctgac cagcgaagac tctgcagtgt actattgcgc ccgatactat      300 
 
gacgatcatt actgtctgga ctactggggc cagggaacaa ctctgactgt cagctctgtg      360 
 
gagggaggaa gtggaggttc aggaggatcc ggaggtagcg gaggagtgga cgatatccag      420 
 
ctgacccagt ctcccgccat tatgtccgct agccctggcg agaaagtcac catgacatgc      480 
 
agagccagtt catccgtgtc ctacatgaat tggtatcagc agaaatctgg aacaagtcca      540 
 
aagaggtgga tctacgacac ttctaaggtc gcaagtgggg tgccctatcg gttttctggg      600 
 
agtggttcag gcacttccta cagcctgacc attagctcta tggaggccga agatgctgca      660 
 
acctactatt gccagcagtg gagtagcaat cctctgacat ttggagcagg gactaaactg      720 
 
gaactgaag                                                              729 
 
 
<210>  63 
<211>  243 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность вариабельной области 
 



<400>  63 
 
Asp Ile Lys Leu Gln Gln Ser Gly Ala Glu Leu Ala Arg Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Met Ser Cys Lys Thr Ser Gly Tyr Thr Phe Thr Arg Tyr  
            20                  25                  30           
 
 
Thr Met His Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Asn Pro Ser Arg Gly Tyr Thr Asn Tyr Asn Gln Lys Phe  
    50                  55                  60                   
 
 
Lys Asp Lys Ala Thr Leu Thr Thr Asp Lys Ser Ser Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Tyr Tyr Asp Asp His Tyr Cys Leu Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Thr Leu Thr Val Ser Ser Val Glu Gly Gly Ser Gly Gly Ser Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Ser Gly Gly Val Asp Asp Ile Gln Leu Thr Gln Ser  
    130                 135                 140                  
 
 
Pro Ala Ile Met Ser Ala Ser Pro Gly Glu Lys Val Thr Met Thr Cys  
145                 150                 155                 160  
 
 
Arg Ala Ser Ser Ser Val Ser Tyr Met Asn Trp Tyr Gln Gln Lys Ser  
                165                 170                 175      
 
 
Gly Thr Ser Pro Lys Arg Trp Ile Tyr Asp Thr Ser Lys Val Ala Ser  
            180                 185                 190          
 
 
Gly Val Pro Tyr Arg Phe Ser Gly Ser Gly Ser Gly Thr Ser Tyr Ser  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Met Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Trp Ser Ser Asn Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu  
225                 230                 235                 240  
 
 
Glu Leu Lys  
             



 
 
<210>  64 
<211>  990 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность константной области 
 
<400>  64 
gcttcaacaa aaggaccttc cgtgtttcca ctggcaccct ctagtaagag tacttcagga       60 
 
ggaaccgcag cactgggatg tctggtgaag gactacttcc cagagcccgt caccgtgtct      120 
 
tggaacagtg gagcactgac ctccggggtc catacatttc ctgccgtgct gcagtcatcc      180 
 
ggtctgtata gcctgagctc tgtggtcaca gtcccaagtt catccctggg cacccagaca      240 
 
tacatctgca acgtgaatca caaaccttcc aatactaagg tcgacaagaa agtggaacca      300 
 
aaaagctgtg ataagactca tacctgccca ccttgtcctg caccagagct gctgggaggt      360 
 
ccaagcgtgt tcctgtttcc acccaagccc aaagacacac tgatgatttc tcgcacaccc      420 
 
gaagtcactt gtgtggtcgt ggacgtgtcc cacgaggatc ctgaagtcaa gttcaactgg      480 
 
tacgtggatg gcgtcgaggt gcataatgct aagaccaaac ccagagagga acagtacaac      540 
 
agcacctatc gcgtcgtgtc tgtcctgaca gtgctgcacc aggattggct gaacggaaag      600 
 
gagtacaagt gcaaagtgag caacaaggcc ctgcccgctc ctatcgagaa gaccatttct      660 
 
aaggctaaag gccagcctag agaaccacag gtgtatacag gacctccaag tcgcgacgag      720 
 
ctgacaaaaa accaggtctc cctgacttgt ctggtgaagg gattctaccc tagcgatatc      780 
 
gcagtggagt gggaatctaa tgggcagcca gaaaacaatt ataagaccac accccctgtg      840 
 
ctggactcag atggttcctt ctttctgctc agttgtctga ccgtggacaa gtccaggtgg      900 
 
cagcagggga acgtcttttc ctgcagcgtg atgcatgagg ccctgcacaa tcattacaca      960 
 
cagaaatctc tgagtctgtc accaggaaag                                       990 
 
 
<210>  65 
<211>  990 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность константной области 
 
<400>  65 
gcttcaacaa aaggaccttc cgtgtttcca ctggcaccct ctagtaagag tacttcagga       60 
 
ggaaccgcag cactgggatg tctggtgaag gactacttcc cagagcccgt caccgtgtct      120 
 
tggaacagtg gagcactgac ctccggggtc catacatttc ctgccgtgct gcagtcatcc      180 
 
ggtctgtata gcctgagctc tgtggtcaca gtcccaagtt catccctggg cacccagaca      240 
 
tacatctgca acgtgaatca caaaccttcc aatactaagg tcgacaagaa agtggaacca      300 



 
aaaagctgtg ataagactca tacctgccca ccttgtcctg caccagagct gctgggaggt      360 
 
ccaagcgtgt tcctgtttcc acccaagccc aaagacacac tgatgatttc tcgcacaccc      420 
 
gaagtcactt gtgtggtcgt ggacgtgtcc cacgaggatc ctgaagtcaa gttcaactgg      480 
 
tacgtggatg gcgtcgaggt gcataatgct aagaccaaac ccagagagga acagtacaac      540 
 
agcacctatc gcgtcgtgtc tgtcctgaca gtgctgcacc aggattggct gaacggaaag      600 
 
gagtacaagt gcaaagtgag caacaaggcc ctgcccgctc ctatcgagaa gaccatttct      660 
 
aaggctaaag gccagcctag agaaccacag gtgtatacat atcctccaag tcgcgacgag      720 
 
ctgacaaaaa accaggtctc cctgacttgt ctggtgaagg gattctaccc tagcgatatc      780 
 
gcagtggagt gggaatctaa tgggcagcca gaaaacaatt ataagaccac accccctgtg      840 
 
ctggactcag atggttcctt ctttctggca agtcctctga ccgtggacaa gtccaggtgg      900 
 
cagcagggga acgtcttttc ctgcagcgtg atgcatgagg ccctgcacaa tcattacaca      960 
 
cagaaatctc tgagtctgtc accaggaaag                                       990 
 
 
<210>  66 
<211>  990 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность константной области 
 
<400>  66 
gcttcaacaa aaggaccttc cgtgtttcca ctggcaccct ctagtaagag tacttcagga       60 
 
ggaaccgcag cactgggatg tctggtgaag gactacttcc cagagcccgt caccgtgtct      120 
 
tggaacagtg gagcactgac ctccggggtc catacatttc ctgccgtgct gcagtcatcc      180 
 
ggtctgtata gcctgagctc tgtggtcaca gtcccaagtt catccctggg cacccagaca      240 
 
tacatctgca acgtgaatca caaaccttcc aatactaagg tcgacaagaa agtggaacca      300 
 
aaaagctgtg ataagactca tacctgccca ccttgtcctg caccagagct gctgggaggt      360 
 
ccaagcgtgt tcctgtttcc acccaagccc aaagacacac tgatgatttc tcgcacaccc      420 
 
gaagtcactt gtgtggtcgt ggacgtgtcc cacgaggatc ctgaagtcaa gttcaactgg      480 
 
tacgtggatg gcgtcgaggt gcataatgct aagaccaaac ccagagagga acagtacaac      540 
 
agcacctatc gcgtcgtgtc tgtcctgaca gtgctgcacc aggattggct gaacggaaag      600 
 
gagtacaagt gcaaagtgag caacaaggcc ctgcccgctc ctatcgagaa gaccatttct      660 
 
aaggctaaag gccagcctag agaaccacag gtgtatacag ttcctccaag tcgcgacgag      720 
 
ctgacaaaaa accaggtctc cctgacttgt ctggtgaagg gattctaccc tagcgatatc      780 
 
gcagtggagt gggaatctaa tgggcagcca gaaaacaatt ataagaccac accccctgtg      840 
 
ctggactcag atggttcctt ctttctgcca agttcactga ccgtggacaa gtccaggtgg      900 



 
cagcagggga acgtcttttc ctgcagcgtg atgcatgagg ccctgcacaa tcattacaca      960 
 
cagaaatctc tgagtctgtc accaggaaag                                       990 
 
 
<210>  67 
<211>  990 
<212>  DNA 
<213>  Artificial 
 
<220> 
<223>  Последовательность константной области 
 
<400>  67 
gcttcaacaa aaggaccttc cgtgtttcca ctggcaccct ctagtaagag tacttcagga       60 
 
ggaaccgcag cactgggatg tctggtgaag gactacttcc cagagcccgt caccgtgtct      120 
 
tggaacagtg gagcactgac ctccggggtc catacatttc ctgccgtgct gcagtcatcc      180 
 
ggtctgtata gcctgagctc tgtggtcaca gtcccaagtt catccctggg cacccagaca      240 
 
tacatctgca acgtgaatca caaaccttcc aatactaagg tcgacaagaa agtggaacca      300 
 
aaaagctgtg ataagactca tacctgccca ccttgtcctg caccagagct gctgggaggt      360 
 
ccaagcgtgt tcctgtttcc acccaagccc aaagacacac tgatgatttc tcgcacaccc      420 
 
gaagtcactt gtgtggtcgt ggacgtgtcc cacgaggatc ctgaagtcaa gttcaactgg      480 
 
tacgtggatg gcgtcgaggt gcataatgct aagaccaaac ccagagagga acagtacaac      540 
 
agcacctatc gcgtcgtgtc tgtcctgaca gtgctgcacc aggattggct gaacggaaag      600 
 
gagtacaagt gcaaagtgag caacaaggcc ctgcccgctc ctatcgagaa gaccatttct      660 
 
aaggctaaag gccagcctag agaaccacag gtgtatacag atcctccaag tcgcgacgag      720 
 
ctgacaaaaa accaggtctc cctgacttgt ctggtgaagg gattctaccc tagcgatatc      780 
 
gcagtggagt gggaatctaa tgggcagcca gaaaacaatt ataagaccac accccctgtg      840 
 
ctggactcag atggttcctt ctttctgcca agtagtctga ccgtggacaa gtccaggtgg      900 
 
cagcagggga acgtcttttc ctgcagcgtg atgcatgagg ccctgcacaa tcattacaca      960 
 
cagaaatctc tgagtctgtc accaggaaag                                       990 
 
 
<210>  68 
<211>  330 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность константной области 
 
<400>  68 
 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys  
1               5                   10                  15       
 
 



Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr  
            20                  25                  30           
 
 
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser  
        35                  40                  45               
 
 
Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser  
    50                  55                  60                   
 
 
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr  
65                  70                  75                  80   
 
 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys  
                85                  90                  95       
 
 
Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys  
            100                 105                 110          
 
 
Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro  
        115                 120                 125              
 
 
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys  
    130                 135                 140                  
 
 
Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp  
145                 150                 155                 160  
 
 
Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu  
                165                 170                 175      
 
 
Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu  
            180                 185                 190          
 
 
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn  
        195                 200                 205              
 
 
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly  
    210                 215                 220                  
 
 
Gln Pro Arg Glu Pro Gln Val Tyr Thr Gly Pro Pro Ser Arg Asp Glu  
225                 230                 235                 240  
 
 
Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr  
                245                 250                 255      
 
 
Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn  
            260                 265                 270          
 
 



Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe  
        275                 280                 285              
 
 
Leu Leu Ser Cys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn  
    290                 295                 300                  
 
 
Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr  
305                 310                 315                 320  
 
 
Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                325                 330  
 
 
<210>  69 
<211>  330 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность константной области 
 
<400>  69 
 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys  
1               5                   10                  15       
 
 
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr  
            20                  25                  30           
 
 
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser  
        35                  40                  45               
 
 
Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser  
    50                  55                  60                   
 
 
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr  
65                  70                  75                  80   
 
 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys  
                85                  90                  95       
 
 
Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys  
            100                 105                 110          
 
 
Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro  
        115                 120                 125              
 
 
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys  
    130                 135                 140                  
 
 
Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp  
145                 150                 155                 160  



 
 
Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu  
                165                 170                 175      
 
 
Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu  
            180                 185                 190          
 
 
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn  
        195                 200                 205              
 
 
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly  
    210                 215                 220                  
 
 
Gln Pro Arg Glu Pro Gln Val Tyr Thr Tyr Pro Pro Ser Arg Asp Glu  
225                 230                 235                 240  
 
 
Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr  
                245                 250                 255      
 
 
Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn  
            260                 265                 270          
 
 
Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe  
        275                 280                 285              
 
 
Leu Ala Ser Pro Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn  
    290                 295                 300                  
 
 
Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr  
305                 310                 315                 320  
 
 
Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                325                 330  
 
 
<210>  70 
<211>  330 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность константной области 
 
<400>  70 
 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys  
1               5                   10                  15       
 
 
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr  
            20                  25                  30           
 
 



Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser  
        35                  40                  45               
 
 
Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser  
    50                  55                  60                   
 
 
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr  
65                  70                  75                  80   
 
 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys  
                85                  90                  95       
 
 
Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys  
            100                 105                 110          
 
 
Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro  
        115                 120                 125              
 
 
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys  
    130                 135                 140                  
 
 
Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp  
145                 150                 155                 160  
 
 
Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu  
                165                 170                 175      
 
 
Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu  
            180                 185                 190          
 
 
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn  
        195                 200                 205              
 
 
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly  
    210                 215                 220                  
 
 
Gln Pro Arg Glu Pro Gln Val Tyr Thr Val Pro Pro Ser Arg Asp Glu  
225                 230                 235                 240  
 
 
Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr  
                245                 250                 255      
 
 
Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn  
            260                 265                 270          
 
 
Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe  
        275                 280                 285              
 
 



Leu Pro Ser Ser Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn  
    290                 295                 300                  
 
 
Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr  
305                 310                 315                 320  
 
 
Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                325                 330  
 
 
<210>  71 
<211>  330 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Последовательность константной области 
 
<400>  71 
 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys  
1               5                   10                  15       
 
 
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr  
            20                  25                  30           
 
 
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser  
        35                  40                  45               
 
 
Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser  
    50                  55                  60                   
 
 
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr  
65                  70                  75                  80   
 
 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys  
                85                  90                  95       
 
 
Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys  
            100                 105                 110          
 
 
Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro  
        115                 120                 125              
 
 
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys  
    130                 135                 140                  
 
 
Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp  
145                 150                 155                 160  
 
 
Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu  
                165                 170                 175      



 
 
Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu  
            180                 185                 190          
 
 
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn  
        195                 200                 205              
 
 
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly  
    210                 215                 220                  
 
 
Gln Pro Arg Glu Pro Gln Val Tyr Thr Asp Pro Pro Ser Arg Asp Glu  
225                 230                 235                 240  
 
 
Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr  
                245                 250                 255      
 
 
Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn  
            260                 265                 270          
 
 
Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe  
        275                 280                 285              
 
 
Leu Pro Ser Ser Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn  
    290                 295                 300                  
 
 
Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr  
305                 310                 315                 320  
 
 
Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                325                 330  
 
 
<210>  72 
<211>  15 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Синтетическая 
 
<400>  72 
 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
1               5                   10                  15   
 
 
 
<210>  73 
<211>  213 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Легкая цепь против CD20 гомодимера против CD20 



 
<400>  73 
 
Gln Ile Val Leu Ser Gln Ser Pro Ala Ile Leu Ser Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Lys Val Thr Met Thr Cys Arg Ala Ser Ser Ser Val Ser Tyr Ile  
            20                  25                  30           
 
 
His Trp Phe Gln Gln Lys Pro Gly Ser Ser Pro Lys Pro Trp Ile Tyr  
        35                  40                  45               
 
 
Ala Thr Ser Asn Leu Ala Ser Gly Val Pro Val Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg Val Glu Ala Glu  
65                  70                  75                  80   
 
 
Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Thr Ser Asn Pro Pro Thr  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala Pro  
            100                 105                 110          
 
 
Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr  
        115                 120                 125              
 
 
Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys  
    130                 135                 140                  
 
 
Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu  
145                 150                 155                 160  
 
 
Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser  
                165                 170                 175      
 
 
Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala  
            180                 185                 190          
 
 
Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe  
        195                 200                 205              
 
 
Asn Arg Gly Glu Cys  
    210              
 
 
<210>  74 
<211>  451 
<212>  PRT 
<213>  Artificial 
 



<220> 
<223>  Тяжелая цепь против CD20 гомодимера против CD20 
 
<400>  74 
 
Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Asn Met His Trp Val Lys Gln Thr Pro Gly Arg Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Ala Ile Tyr Pro Gly Asn Gly Asp Thr Ser Tyr Asn Gln Lys Phe  
    50                  55                  60                   
 
 
Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Thr Tyr Tyr Gly Gly Asp Trp Tyr Phe Asn Val Trp Gly  
            100                 105                 110          
 
 
Ala Gly Thr Thr Val Thr Val Ser Ala Ala Ser Thr Lys Gly Pro Ser  
        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 
 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  
        195                 200                 205              
 
 
Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  
    210                 215                 220                  
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  
225                 230                 235                 240  
 



 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Leu Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Arg Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 
 
Pro Gly Lys  
    450      
 
 
<210>  75 
<211>  214 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Легкая цепь против HER2 гомодимера против HER2 



 
<400>  75 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Val Asn Thr Ala  
            20                  25                  30           
 
 
Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Ala Ser Phe Leu Tyr Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Arg Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln His Tyr Thr Thr Pro Pro  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  76 
<211>  450 
<212>  PRT 
<213>  Artificial 
 



<220> 
<223>  Тяжелая цепь против HER2 гомодимера против HER2 
 
<400>  76 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Asn Ile Lys Asp Thr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Arg Ile Tyr Pro Thr Asn Gly Tyr Thr Arg Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ser Arg Trp Gly Gly Asp Gly Phe Tyr Ala Met Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 



 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Glu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Leu Ser Val Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  77 
<211>  213 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Легкая цепь против CD20 гетеродимера против CD20/HER2 



 
<400>  77 
 
Gln Ile Val Leu Ser Gln Ser Pro Ala Ile Leu Ser Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Lys Val Thr Met Thr Cys Arg Ala Ser Ser Ser Val Ser Tyr Ile  
            20                  25                  30           
 
 
His Trp Phe Gln Gln Lys Pro Gly Ser Ser Pro Lys Pro Trp Ile Tyr  
        35                  40                  45               
 
 
Ala Thr Ser Asn Leu Ala Ser Gly Val Pro Val Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg Val Glu Ala Glu  
65                  70                  75                  80   
 
 
Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Thr Ser Asn Pro Pro Thr  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala Pro  
            100                 105                 110          
 
 
Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr  
        115                 120                 125              
 
 
Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys  
    130                 135                 140                  
 
 
Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu  
145                 150                 155                 160  
 
 
Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser  
                165                 170                 175      
 
 
Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala  
            180                 185                 190          
 
 
Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe  
        195                 200                 205              
 
 
Asn Arg Gly Glu Cys  
    210              
 
 
<210>  78 
<211>  451 
<212>  PRT 
<213>  Artificial 
 



<220> 
<223>  Тяжелая цепь против CD20 гетеродимера против CD20/HER2 
 
<400>  78 
 
Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Asn Met His Trp Val Lys Gln Thr Pro Gly Arg Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Ala Ile Tyr Pro Gly Asn Gly Asp Thr Ser Tyr Asn Gln Lys Phe  
    50                  55                  60                   
 
 
Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Thr Tyr Tyr Gly Gly Asp Trp Tyr Phe Asn Val Trp Gly  
            100                 105                 110          
 
 
Ala Gly Thr Thr Val Thr Val Ser Ala Ala Ser Thr Lys Gly Pro Ser  
        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 
 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  
        195                 200                 205              
 
 
Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  
    210                 215                 220                  
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  
225                 230                 235                 240  
 



 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Leu Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Arg Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 
 
Pro Gly Lys  
    450      
 
 
<210>  79 
<211>  214 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  Легкая цепь против HER2 гетеродимера против CD20/HER2 



 
<400>  79 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Val Asn Thr Ala  
            20                  25                  30           
 
 
Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Ala Ser Phe Leu Tyr Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Arg Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln His Tyr Thr Thr Pro Pro  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  80 
<211>  450 
<212>  PRT 
<213>  Artificial 
 



<220> 
<223>  Тяжелая цепь против HER2 гетеродимера против CD20/HER2 
 
<400>  80 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Asn Ile Lys Asp Thr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Arg Ile Tyr Pro Thr Asn Gly Tyr Thr Arg Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ser Arg Trp Gly Gly Asp Gly Phe Tyr Ala Met Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 



 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Glu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Leu Ser Val Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
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