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(57) Описаны композиции антител, содержащие
смесь невосстанавливающего сахара, анти-α4β7
антитела и по меньшей мере одной аминокислоты.
Раскрытые композиции обладают улучшенной ста-
бильностью, пониженным образованием агрегатов
и могут замедлять деградацию содержащегося в
них анти-α4β7 антитела по настоящему изобрете-
нию или демонстрируют любые комбинации этих
характеристик. Настоящее изобретение дополни-
тельно предусматривает безопасный режим дози-
рования таких композиций антител, простой в ре-
ализации и обеспечивающий терапевтически эф-
фективное количество анти-α4β7 антител in vivo.
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<210> 1 
<211> 1445 
<212> ДНК 
<213> Искусственная последовательность 
 
<220> 
<221> источник 
<223> /примечание = “Описание искусственной последовательности: 
      синтетический полинуклеотид" 
 
<400> 1 
gaattctcga gatcgatctc accatgggat ggagctgtat catcctcttc ttggtagcaa       60 
 
cagctacagg tgtccactcc caggtgcaat tggtgcagtc tggggctgag gttaagaagc      120 
 
ctggggcttc agtgaaggtg tcctgcaagg gttctggcta caccttcacc agctactgga      180 
 
tgcattgggt gaggcaggcg cctggccaac gtctagagtg gatcggagag attgatcctt      240 
 
ctgagagtaa tactaactac aatcaaaaat tcaagggacg cgtcacattg actgtagaca      300 
 
tttccgctag cacagcctac atggagctct ccagcctgag atctgaggac actgcggtct      360 
 
actattgtgc aagagggggt tacgacggat gggactatgc tattgactac tggggtcaag      420 
 
gcaccctggt caccgtcagc tcagcctcca ccaagggccc atcggtcttc cccctggcac      480 
 
cctcctccaa gagcacctct gggggcacag cggccctggg ctgcctggtc aaggactact      540 
 
tccccgaacc ggtgacggtg tcgtggaact caggcgccct gaccagcggc gtgcacacct      600 
 
tcccggctgt cctacagtcc tcaggactct actccctcag cagcgtggtg accgtgccct      660 
 
ccagcagctt gggcacccag acctacatct gcaacgtgaa tcacaagccc agcaacacca      720 
 
aggtggacaa gaaagttgag cccaaatctt gtgacaaaac tcacacatgc ccaccgtgcc      780 
 
cagcacctga actcgcgggg gcaccgtcag tcttcctctt ccccccaaaa cccaaggaca      840 
 
ccctcatgat ctcccggacc cctgaggtca catgcgtggt ggtggacgtg agccacgaag      900 



 
accctgaggt caagttcaac tggtacgtgg acggcgtgga ggtgcataat gccaagacaa      960 
 
agccgcggga ggagcagtac aacagcacgt accgtgtggt cagcgtcctc accgtcctgc     1020 
 
accaggactg gctgaatggc aaggagtaca agtgcaaggt ctccaacaaa gccctcccag     1080 
 
cccccatcga gaaaaccatc tccaaagcca aagggcagcc ccgagaacca caggtgtaca     1140 
 
ccctgccccc atcccgggat gagctgacca agaaccaggt cagcctgacc tgcctggtca     1200 
 
aaggcttcta tcccagcgac atcgccgtgg agtgggagag caatgggcag ccggagaaca     1260 
 
actacaagac cacgcctccc gtgctggact ccgacggctc cttcttcctc tacagcaagc     1320 
 
tcaccgtgga caagagcagg tggcagcagg ggaacgtctt ctcatgctcc gtgatgcatg     1380 
 
aggctctgca caaccactac acgcagaaga gcctctccct gtctccgggt aaataatcta     1440 
 
gagca                                                                 1445 
 
 
<210> 2 
<211> 470 
<212> PRT 
<213> Искусственная последовательность 
 
<220> 
<221> источник 
<223> /примечание = “Описание искусственной последовательности: 
      синтетический полипептид" 
 
<400> 2 
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly  
1               5                   10                  15       
 
 
Val His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys  
            20                  25                  30           
 
 
Pro Gly Ala Ser Val Lys Val Ser Cys Lys Gly Ser Gly Tyr Thr Phe  
        35                  40                  45               
 
 
Thr Ser Tyr Trp Met His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu  
    50                  55                  60                   
 
 
Glu Trp Ile Gly Glu Ile Asp Pro Ser Glu Ser Asn Thr Asn Tyr Asn  
65                  70                  75                  80   
 
 
Gln Lys Phe Lys Gly Arg Val Thr Leu Thr Val Asp Ile Ser Ala Ser  
                85                  90                  95       
 
 
Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val  
            100                 105                 110          
 
 
Tyr Tyr Cys Ala Arg Gly Gly Tyr Asp Gly Trp Asp Tyr Ala Ile Asp  
        115                 120                 125              
 



 
Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys  
    130                 135                 140                  
 
 
Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly  
145                 150                 155                 160  
 
 
Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro  
                165                 170                 175      
 
 
Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr  
            180                 185                 190          
 
 
Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val  
        195                 200                 205              
 
 
Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn  
    210                 215                 220                  
 
 
Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro  
225                 230                 235                 240  
 
 
Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu  
                245                 250                 255      
 
 
Leu Ala Gly Ala Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp  
            260                 265                 270          
 
 
Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp  
        275                 280                 285              
 
 
Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly  
    290                 295                 300                  
 
 
Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn  
305                 310                 315                 320  
 
 
Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp  
                325                 330                 335      
 
 
Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro  
            340                 345                 350          
 
 
Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu  
        355                 360                 365              
 
 
Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn  
    370                 375                 380                  
 



 
Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile  
385                 390                 395                 400  
 
 
Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr  
                405                 410                 415      
 
 
Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys  
            420                 425                 430          
 
 
Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys  
        435                 440                 445              
 
 
Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu  
    450                 455                 460                  
 
 
Ser Leu Ser Pro Gly Lys  
465                 470  
 
 
<210> 3 
<211> 751 
<212> ДНК 
<213> Искусственная последовательность 
 
<220> 
<221> источник 
<223> /примечание = “Описание искусственной последовательности: 
      синтетический полинуклеотид" 
 
<400> 3 
gaattctcga gatcgatctc accatgggat ggagctgtat catcctcttc ttggtagcaa       60 
 
cagctacagg tgtccactcc gatgtagtga tgactcaaag tccactctcc ctgcctgtca      120 
 
cccctggaga accagcttct atctcttgca ggtctagtca gagtcttgca aagagttatg      180 
 
ggaacaccta tttgtcttgg tacctgcaga agcctggcca gtctccacag ctcctcatct      240 
 
atgggatttc caacagattt tctggggtgc cagacaggtt cagtggcagt ggttcaggga      300 
 
cagatttcac actcaagatc tcgcgagtag aggctgagga cgtgggagtg tattactgct      360 
 
tacaaggtac acatcagccg tacacgttcg gacaggggac caaggtggag atcaagcgta      420 
 
cggtggctgc accatctgtc ttcatcttcc cgccatctga tgagcagttg aaatctggaa      480 
 
ctgcctctgt tgtgtgcctg ctgaataact tctatcccag agaggccaaa gtacagtgga      540 
 
aggtggataa cgccctccaa tcgggtaact cccaggagag tgtcacagag caggacagca      600 
 
aggacagcac ctacagcctc agcagcaccc tgaccctgag caaagcagac tacgagaaac      660 
 
acaaagtcta cgcctgcgaa gtcacccatc agggcctgag ctcgcccgtc acaaagagct      720 
 
tcaacagggg agagtgttag tctagagcag c                                     751 
 
 
<210> 4 



<211> 238 
<212> PRT 
<213> Искусственная последовательность 
 
<220> 
<221> источник 
<223> /примечание = “Описание искусственной последовательности: 
      синтетический полипептид" 
 
<400> 4 
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly  
1               5                   10                  15       
 
 
Val His Ser Asp Val Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val  
            20                  25                  30           
 
 
Thr Pro Gly Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu  
        35                  40                  45               
 
 
Ala Lys Ser Tyr Gly Asn Thr Tyr Leu Ser Trp Tyr Leu Gln Lys Pro  
    50                  55                  60                   
 
 
Gly Gln Ser Pro Gln Leu Leu Ile Tyr Gly Ile Ser Asn Arg Phe Ser  
65                  70                  75                  80   
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr  
                85                  90                  95       
 
 
Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys  
            100                 105                 110          
 
 
Leu Gln Gly Thr His Gln Pro Tyr Thr Phe Gly Gln Gly Thr Lys Val  
        115                 120                 125              
 
 
Glu Ile Lys Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro  
    130                 135                 140                  
 
 
Ser Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu  
145                 150                 155                 160  
 
 
Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn  
                165                 170                 175      
 
 
Ala Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser  
            180                 185                 190          
 
 
Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala  
        195                 200                 205              
 
 
Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly  
    210                 215                 220                  



 
 
Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys  
225                 230                 235              
 
 
<210> 5 
<211> 219 
<212> PRT 
<213> Искусственная последовательность 
 
<220> 
<221> источник 
<223> /примечание = “Описание искусственной последовательности: 
      синтетический полипептид" 
 
<400> 5 
Asp Val Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly  
1               5                   10                  15       
 
 
Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Ala Lys Ser  
            20                  25                  30           
 
 
Tyr Gly Asn Thr Tyr Leu Ser Trp Tyr Leu Gln Lys Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Gln Leu Leu Ile Tyr Gly Ile Ser Asn Arg Phe Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Leu Gln Gly  
                85                  90                  95       
 
 
Thr His Gln Pro Tyr Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg Ala Asp Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu  
        115                 120                 125              
 
 
Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe  
    130                 135                 140                  
 
 
Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln  
145                 150                 155                 160  
 
 
Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser  
                165                 170                 175      
 
 
Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu  
            180                 185                 190          
 



 
Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser  
        195                 200                 205              
 
 
Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys  
    210                 215                  
 
 
<210> 6 
<211> 107 
<212> PRT 
<213> Homo sapiens 
 
<400> 6 
Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu  
1               5                   10                  15       
 
 
Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe  
            20                  25                  30           
 
 
Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln  
        35                  40                  45               
 
 
Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser  
    50                  55                  60                   
 
 
Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu  
65                  70                  75                  80   
 
 
Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser  
                85                  90                  95       
 
 
Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys  
            100                 105          
 
 
<210> 7 
<211> 107 
<212> PRT 
<213> Mus sp. 
 
<400> 7 
Arg Ala Asp Ala Ala Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu  
1               5                   10                  15       
 
 
Gln Leu Thr Ser Gly Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe  
            20                  25                  30           
 
 
Tyr Pro Lys Asp Ile Asn Val Lys Trp Lys Ile Asp Gly Ser Glu Arg  
        35                  40                  45               
 
 
Gln Asn Gly Val Leu Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser  
    50                  55                  60                   
 



 
Thr Tyr Ser Met Ser Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu  
65                  70                  75                  80   
 
 
Arg His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser  
                85                  90                  95       
 
 
Pro Ile Val Lys Ser Phe Asn Arg Asn Glu Cys  
            100                 105          
 
 
<210> 8 
<211> 5 
<212> PRT 
<213> Mus sp. 
 
<400> 8 
Ser Tyr Trp Met His  
1               5    
 
 
<210> 9 
<211> 17 
<212> PRT 
<213> Mus sp. 
 
<400> 9 
Glu Ile Asp Pro Ser Glu Ser Asn Thr Asn Tyr Asn Gln Lys Phe Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210> 10 
<211> 12 
<212> PRT 
<213> Mus sp. 
 
<400> 10 
Gly Gly Tyr Asp Gly Trp Asp Tyr Ala Ile Asp Tyr  
1               5                   10           
 
 
<210> 11 
<211> 16 
<212> PRT 
<213> Mus sp. 
 
<400> 11 
Arg Ser Ser Gln Ser Leu Ala Lys Ser Tyr Gly Asn Thr Tyr Leu Ser  
1               5                   10                  15       
 
 
<210> 12 
<211> 7 
<212> PRT 
<213> Mus sp. 
 
<400> 12 
Gly Ile Ser Asn Arg Phe Ser  



1               5            
 
 
<210> 13 
<211> 9 
<212> PRT 
<213> Mus sp. 
 
<400> 13 
Leu Gln Gly Thr His Gln Pro Tyr Thr  
1               5                    
 
 
<210> 14 
<211> 111 
<212> PRT 
<213> Homo sapiens 
 
<400> 14 
Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly  
1               5                   10                  15       
 
 
Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Leu His Ser  
            20                  25                  30           
 
 
Asn Gly Tyr Asn Tyr Leu Asp Trp Tyr Leu Gln Lys Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Gln Leu Leu Ile Tyr Leu Gly Ser Asn Arg Ala Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gln Ala  
                85                  90                  95       
 
 
Leu Gln Thr Pro Gln Thr Phe Gly Gln Gly Lys Val Glu Ile Lys  
            100                 105                 110      
 
 
<210> 15 
<211> 119 
<212> PRT 
<213> Homo sapiens 
 
<400> 15 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Ala Met His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met  
        35                  40                  45               
 



 
Gly Trp Ile Asn Ala Gly Asn Gly Asn Thr Lys Tyr Ser Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Arg Asp Thr Ser Ala Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Tyr Tyr Gly Ser Gly Ser Asn Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
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