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<210>  1 
<211>  11550 
<212>  ДНК 
<213>  пестивирус типа 2 
 
<400>  1 
cataatgctt taattggccg cattatgtgt gggacatcct aaatatttat gagccctgcg       60 
 
gtgagtgggg gaaagaggtt aaccaggcct ctagtaccac aggcaccaat ggacagggca      120 
 
actcaaacct gagagagagg taccgaactc ttaagccccg agtacggggc agacgtcacc      180 
 
gagtagtaca cccaaagacc accacttcta ggtgtagggt ctactgaggc tcgggtggac      240 
 
gtgggcgcgc ccaaagagaa atcggtggtg gacctggggg tcggggccac catgcccctt      300 
 
tacggggtag accttactgc ttgatagagt gccggcggat gcctcaggta agagtataaa      360 
 
atccgttgtt cattaacatg gaaaaacaga ttgcatatta cttaaaaaaa gaaaaacaaa      420 
 
gaaatgggtg gacggaactg gtggtaggag aaagtcatac aaaaataacc acgctttctg      480 
 
gaaagaccta tcgaggcacc tgggaaatgg agaaacggcc aaatccttat ggaacctatc      540 
 
tccccagacc tagtccccaa cagcttacag ccctacaccc ccacccagtg gtgaattgta      600 
 
aggtggttga gtacaaggag atggacccta attatggtga ttgcccaaat acgaacgggg      660 
 
tgtttgttga cgaaaagggt agaaggctga gcagccctcc attaggcatt tggaagataa      720 
 
gattggacta tagtgacttg gtaaacataa gcagaccaac ccccgctagt gggaaaaact      780 
 
cttaccaagt tgagacctgc agtggggagc tggctacagt gacactggta cacaataggg      840 
 
tgctcgtgga agattgcagg gggctatacc aatggaaacc caactgtgaa ggaattgtgc      900 
 
tctatgtgaa aacttgttct gactgggcag atcaggtaga aaaacaggag aaagaaagcc      960 
 
ccccaaaacc acagcggcca ccaaggcgag acccacgaaa agggttacaa ccacaagtcc     1020 
 
ccaaagagac tgaggtcaca gaaaagaaga gacaacctag tgtcacctta gtatcggggg     1080 
 
ggcagaaggc ccaagtcatc tacaaaggca ggaccaaaaa caaaaagacc ccggatggag     1140 
 
tctatagata cccaggagct aaagaagggg acgtagtaaa ggtcaggaag atgctgaaga     1200 



 
attggcatat agccttagtg atgtacctga tacatatcat aactccaggc cttgccaagg     1260 
 
tccagtggtt cttaaaagat gaaaactcga cggggatcaa ccagatactg tggcaaagac     1320 
 
agatcaacag atccttacat ggagaatggc ctaaccagat ctgccacggt atgcccaatg     1380 
 
aaactatcac ggatgaggaa ttacgcagtc tgggaatggt agatacaagc cctagaacaa     1440 
 
actacacctg ttgccagttg caatatcatg agtggaagaa acatggttgg tgcaactatc     1500 
 
cacaaaaaca ggcgtggatc acgaggataa cggccctaca agctaacctt accgggcctt     1560 
 
atgagggacc tgagtgcgcc gtcatctgcc gatttaacgg cagctacaac atcgtaaaac     1620 
 
aggccagaga tgaggtgagt ccactgacag ggtgcaagga agggcatcct tttctattct     1680 
 
ctggtgaaag atccgacacc tcatgcctaa ggcccccttc cactagttgg gtaagaccag     1740 
 
tgaaaatgga cgaggcatca atggccgatg gctttgccca tggggttgat aaggcgataa     1800 
 
tactaatcag gaagggggca tcaggaataa tcaatttcct agacactatt gggaggtggc     1860 
 
taccggtagc tgaagcaact atagtaccat attgtgatac ttacactgtg acagggatgt     1920 
 
atgtccatgt aaagaattgc ctccctagag ggttacctaa gcattcaaaa ataatctccc     1980 
 
cgacaatgat atatctggga gaaggagacc cggcccataa tatccagcac ttatttggct     2040 
 
caggtatagc aaagtgggtc ctagttctac tcgggattct gggtgagtgg tatggagaat     2100 
 
tggcttccac aatatactta ctactagaat acgggtctga gtggttggaa catgaaagcc     2160 
 
tggtcacgga agggttgatt cctggcatta atattacaat agaactccca gctagtcata     2220 
 
cagtgcctgg ttgggtgtgg gtcgcaggcc agtgggtatg cgtgaagcca gactggtggc     2280 
 
ctacacagat ttggattgaa accgtggtgg cagagacctg gcatatacta aaaatattgg     2340 
 
cgtcagccct ggtgaacata gttgcagcgt tcgtaaacct ggaattggtt tatctggtca     2400 
 
taatactagt caaaatatca aaagggaacc tgataggtgc catattatgg tgcttgttac     2460 
 
tgtcaggcgc tgaaggctcg tgctacaaaa gacaagacta ttacaacacc caactagtcg     2520 
 
tcgaagaaaa aacaggcgta gaaaaacgat ctataatggg caagtggacc gtgataacca     2580 
 
gggaaggtcg ggagccaaga ttaatggagc aaataaatat ggtattgaat gatagcctgt     2640 
 
cagaaaccta ctgctataat aggctaaaca ccagcacttg ggggcggcaa ccggcaagac     2700 
 
aaagagggtg tggtcaaacc gtgccctatt ggcctggtga caatgttcta gaagaacaat     2760 
 
actacagcac aggttactgg gtgaatgtaa caggcggttg ccagctgaga gaaggcgtat     2820 
 
ggctatcaag aaagggtaac gtacagtgtc agcgtaacgg ctcatccttg atgctgcaat     2880 
 
tggcgataaa agaagagaat gacactatgg aaataccatg tgacccagtg gaaactgaaa     2940 
 
gtatgggtcc agttgcacag ggcacttgtg tgtacagctg ggcattcgcc ccaagagggt     3000 
 
ggtactataa caggaaggat ggttattggc tccagtacat aaagaaaaac gactaccagt     3060 
 
attggacaaa aatgcctact gcctcgtccg ccgcaaccat gtaccgccac ttgctcccct     3120 



 
tactggtggc ctgcctcatg ggcggtagga tatcggtgtg gtttgtggca atgctcctgt     3180 
 
ctctacaggt ggaagctagt gaagtaggca ctaaacaact ggctgtcacg ctaaccctgt     3240 
 
ggaaaatgga ctggacagaa ctacttttct atattgtctt gatgctagcc gttaaggaag     3300 
 
aacttataaa aaaaattgtg accgctagcc ttgtggcctt aaaaaatagt ccagtagcct     3360 
 
tgagttttct tattgtactc agacttgtgg ggggcagtga agcactccca gtaggtttat     3420 
 
tattagaaaa aatgtgcata gaccaaccgg agtttggaac tcctttcctg atctacctat     3480 
 
gggacaactg gaagtggact gtgttagtca gcttctccgc actgaaccat gaaaaaacta     3540 
 
taaaactggc aagaaaactg ttgttggcaa cacatataac agcgctcaca ttgactggct     3600 
 
tgagtgattc aatcttctat atgatgctta taacaacaaa tttgttaata aagacattca     3660 
 
tatacttgct gggggctagt atgaattggg tcgagagaga aaaaaagaaa ttgctagtga     3720 
 
agaggagact aatatacaag aaagccgtta cttgcagtca ggatgagaat gtattggaga     3780 
 
ataaattcaa caagataact gtaaacgcgg atttcacccc atgcaagctt gaacttctac     3840 
 
aattacttag ggctttttta gtctctttgt gtttttccta ctacaaacct ctcctgtatg     3900 
 
cagagactac cttaactgta atagtaattg gcgtacaaga gtacaacgta gccatggccc     3960 
 
gcgggcgaag tgtggtccac aggctactag ccatggccta ttacatatac ggccgcatac     4020 
 
agggtgacat gttccagctc gccactatcc agtgcctgct gtcgagtccg aggaaaatta     4080 
 
tgaaacacat ggtagagaat ccaactctca agaagctctg gcaaggcgaa acagaactct     4140 
 
tcaaccaggg tgttagtcaa tccaagatag tgaatccaaa gaaaattggg ctggaagaat     4200 
 
tacacaaggg catgtgtggc ctcccaacag tagtgcaaaa tttggtcata tatgcaaaga     4260 
 
agaatgactc tcttatttta ggagagctgg gttacccccc tggggatctc accagtgatg     4320 
 
ggtgggaaat tttaggtcct ggcagaatcc caaagatcac taacgtcgag tctgctaaga     4380 
 
tggacttact ctccaaactt atgacctttc tggggattga aagctcgagg gtccccagga     4440 
 
ccccagtcca ctcaacaagg aaattattga agatagtaag gggcttggaa acaggatggg     4500 
 
ggtacactca cgcagggggg ataagtagcg caaaacacgt tacaggtgaa aagaacttaa     4560 
 
tgacccacat ggagggtagg aagggaaaat atatcctaca atctcaagaa catggtgctg     4620 
 
acgaggtaga gtacggagta aaaactgatc aaaaagctcc cgacaatgcc ttatgctact     4680 
 
gttttaaccc tgaagctaca aacataaaag gagagacggg agccatggtg ttcatgaaga     4740 
 
agataggaaa aaagtggact ctcgtaacat cagacggcaa taaagcctat tataatgtaa     4800 
 
acaatttgaa agggtggtct ggactaccaa taatgctgca ctccaccggg gccatagtgg     4860 
 
ggaggattaa atcagcgtat tcagatgaaa acgacctggt ggaggaactt attgactcta     4920 
 
gaactattag taagagcaat gagacaaacc tggaccacct tatcaaggaa ttggcagaca     4980 
 
tgcggagggg ggagttccgc tcaattaccc ttggaacggg agccgggaaa accacagaac     5040 



 
tgcctaggca atacctcaca acagtaggtg cccataaatc cgtgctggtc ttagtcccct     5100 
 
taaaagcacc tgctgaaagt gtttgccgct ttatgaggtc taaataccct accatcaact     5160 
 
tttccttaag agtgggggaa cggaaagagg gagatgtgag cagcggcatc acctacgcta     5220 
 
cttacggatt ttgctgccag ctaaacctag tccaacttaa agaatggata tccaggtact     5280 
 
caatggtttt ttttgatgaa tatcacacag caactccaga acaaatagcc ataataagca     5340 
 
agattcatgc actgaaagtt aagaccagga tagtggctat gtcagcaacc cccccgggta     5400 
 
ccgtgacgac tgaaggcagg aagtttgaca ttgaagaggt aggggttgct accatagaga     5460 
 
aaggagagga accaaaaagg gggcgcatag cggtcgctgg tatgcaggtc ccattagaag     5520 
 
acttaacagg aaagaactgc ctggtgttcg tggcaaccaa agaagccgcg gagacggagg     5580 
 
ctaaagaact gcgcaccaga ggaattaacg ccacctacta ctattcaggt atagacccta     5640 
 
agactctgga acatgggatg accaatcagc catactgtat tgtagctacc aatgccattg     5700 
 
aatcaggtat aacctgtcct gacttggatg tggtcataga caccatgcag aagtacgaaa     5760 
 
aagtagtgaa tttctcggca aagatgccct tgattgtcac ttcattagta aagaaaaaaa     5820 
 
tcaccaggga agaacagggc cagaggaaag gtcgagtggg caggcaaaag aaaggaaaat     5880 
 
actactaccc ctcgggggtg gtaccgaatg ggtcaaaaga cctaagctat ttaatcctac     5940 
 
aggcccaaga atatggtgtc ttggaacaag tcaatataac agagtacttc atcataatga     6000 
 
atgaggactg gggtctctat gacgtagatg aagtagaagt gagaatactt gagagaatga     6060 
 
acaaggaaat cttgctacca ctaggtattg tggagaagca aatcttggaa agaagtactc     6120 
 
acccggaaaa agtggcactg ttgtataaca aattagtgca gaaaaatcct atagtatacc     6180 
 
ctagagtaca ggaaggtgag gtcagcaagg aatacaatac ctataatctg gccgtatatg     6240 
 
acaagctaaa agatgtcaac ccacaagcca tttatgttct agcagaagag gagagagcca     6300 
 
cagaaatgat gggtctcgag tttgaacaag acccatctga cttacaggat tcggtagttc     6360 
 
agctttgtga agatatcaag aggtatacaa aactctctgg gatcactgag aaactgctag     6420 
 
taggtacgat ggtggggtat attggataca aagccttaac cagaaaccac gtgccctggg     6480 
 
tcagcaaaga gtattgttat gagctgaccg attcaccgga tacttacgaa aactcattcg     6540 
 
cacctttgga cgtcgacgtc caaaactccg gtgaaggaaa acacccagag caactggcag     6600 
 
accatcaatt gaggcaacta ctggagactg ggagagacaa ggcaattgat ttcctaaaag     6660 
 
gaatccgcga gttcactagt ggggccataa acagtccaaa ggcactaagt atatgggaga     6720 
 
aaatatatca gtatttgaag aagcatcagg gcgagatcat ctcatcagca gcgtggggca     6780 
 
gtgcgacggc ccttcacgac agtattaaat ctagactagg agatgaggtc gctactgcag     6840 
 
taataatcct caagtattta gcatttggtg aaagagaact gtctgggcta actaggcaag     6900 
 
ttctaattga catcatagta tattatatag ttaacaagcc ccggttcgaa ggagacgact     6960 



 
acgcaaagag aaaaggaaga aggctagtca tcgaagtcct gatgggggca ctggcgactt     7020 
 
atgcggtgtc caatttttgg ggtgtgtcca ttaataagat actgcaacca atttctgatt     7080 
 
atctacccta tgccaccgcc actttggctt ttcttcgccc aaccttcatg gaatcagcag     7140 
 
tggtggtcgc ttcctctatc tatagagctt ttctctccat taagcatgcg gaaaacagga     7200 
 
gtcttgtcac gcaggtcgct tctgccgccc tcgaagtcat gggcctgacc ccagtatcgg     7260 
 
ctggcctagg cgtcttgctg gggcttgggt tgtgtgtgct ccatatgaac attgacaaga     7320 
 
atgaggagaa aaggacactt atactgaaaa tgtttgtcaa aaactttata gaccaggcgg     7380 
 
cactagacga gttggataaa ctggagccag aaaaaataat cctctcattg ttggagggta     7440 
 
tccaaacctg cacaaacccg attagagcaa tcatgatttt gtacagggtg tactacaagg     7500 
 
gagaaacttt cacagaagct ttgtctaaga tggccggcaa gtctctcatt gtgatggtca     7560 
 
tagtcgagtt cctggaattg acaggccaaa cccaaggagg gtatatagat cttagtgcta     7620 
 
atttgctgac ctttctcctc gagaaactaa aaaaaatgac taacctcgcc atcggggaag     7680 
 
ctagaaaggt cttgctcccc atcccatact tgtactgtga aacctggcag tctgacgcca     7740 
 
gaatcaaggc ccctgaatcc tacgaccaag tggtagtgga atgcaaatgt ggcgcttcag     7800 
 
cgaggtattc cttccgcgat ggagttcatg agatattgga agaaaaaagg actaattggt     7860 
 
gcaagaactt cttcttatgg ggacccaact tccacaatcc ggatccaaaa aggatgacat     7920 
 
tctatgaata cggccaagca aaaaagtgtc ctgttatcat aattggtgaa gacataacct     7980 
 
tcggcaaata tggcatatat atcaaatttg gccataggcc tgatggaggg aggttaataa     8040 
 
ggggtaccac ccacgctact atcagtaggg aggaattgct ggaaatccta acagccccaa     8100 
 
gccaagtggc cataggcaag gtcaagctaa ccgattactg taatcaaaaa ggaataatag     8160 
 
acaggaaatt ggccgtactt gaaggtgaca aaatacattt ttggaaagca caccgtggat     8220 
 
ccaaaatcac agaccaactc actattgaga atctgacaga tgatttgggg tcagaaatca     8280 
 
gggacatcac atgggagctg tacacaggtg gaacgtgcac cgtaaaaggg gtgtccctta     8340 
 
gatcatgcgc accaggtcat agaactaagg ctatggtctt gtgtgattgc actgatgtgc     8400 
 
ttagcccctg ttacctaata aacggcagga gaccatcccc atttgacgtc gcggaaggtt     8460 
 
atgaatgtca ccaccggaag ccccgagcga cgtatgaaga cctagaaatg gaggaaatac     8520 
 
taaagagacg agtccctgtc tacgatcctc tgtgtttgtt tgacactgat agtaaactgc     8580 
 
tacctcccga cacctactac ttggaagaag atcaagagga ctttgagtac gcattgagat     8640 
 
gctggggcct cggggtttat gtagcagacg ggcctgtcac ttcccccccg gacataagaa     8700 
 
tacaccatag ttcggtatta ctactgctga cacctggagt aaactcagag ttgcccttac     8760 
 
agtacatacg ttgttaccct catcaggcag aggtggacat ctacattagg agtcagcttt     8820 
 
tggaggagga agacactgct acggaggtgg aaggctccca ggaagatggt gatgaaggga     8880 



 
tgggcgatgc ggtaatagag gatgaggata catcgtccac aacagaatca atacccccac     8940 
 
tagaagagga ggaagggggc gaagagccaa tcacctatgt ggtcataagg ggattacaag     9000 
 
aagaaagata cgccagccat cttaaactaa atgactggat cagtgaaaac atttcagagc     9060 
 
cacacagagt ccaaattatg ctagatggga cagtgagagt cacaataaaa gagggcaaag     9120 
 
tgaaacattt gtttggggtc tatagaatag aaaactccct ggaagcaatg tttaaagaga     9180 
 
ccatagctga cctccccgta gctacccaac cgccccaggg gccagtctat acggctaaag     9240 
 
agctggccca agggaacatc gccccggtcc aacctgcagc gaattattac ggaatgatag     9300 
 
aggggagagg cgacccaatg acggcattcg aagccttatc agtcttgcgg tcacaaaaag     9360 
 
tcttagccaa ggacgtgaag gtgaacaccc gcagggcgca ggttttttta aataaagtca     9420 
 
ggagaattgc tgaggtcaga gcgtcggaac tgacattaaa atgcttaccg atacttggca     9480 
 
aagtaaatgg gaggaaattg attagagagg aaaccaacat ccccaaccaa aggttggcat     9540 
 
caataatgac ctcaatagga attagactag aaaaactgcc agtggttaga gcaaacactt     9600 
 
ccggctctaa gttcagacag tcaatcttag aaaaaatgga taagtatgaa aatgaacaag     9660 
 
tcccagggtt acatgaaaag atgtgggcag cgttcctggc aactgccagg caagatttaa     9720 
 
gaaataccta tgaggaagta acttatcttg aattagaggc cggaatcaat cggaaaggag     9780 
 
ccccaggttt ctttgaaaaa gaaagctcaa taggagaagt gctggaaaaa aaagaaaaaa     9840 
 
ttgacgtcac aatccaagag attgaaaaag gcaaccactt atactatgaa acagccatgc     9900 
 
caaaaaatga gaaaagagat gtgcttgatg attggttgtc agaggatttc gtcacttata     9960 
 
agaaaccacg tgtgatacag taccctgagg cagtcacccg gttggccatc accaaaataa    10020 
 
tgtataagtg ggtgaagcaa aagcctatag tgattcccgg ttatgaggga aaaaccccga    10080 
 
tctttgaaat atttgaaaaa gtcagtgcag attgggctca gttcaaaaat ccggtagccg    10140 
 
tcagcttcga caccagagcc tgggacactc aagtaacaag agaagacctc aggctggtag    10200 
 
ggcggataca gaaatactat tacaaaaaaa aatattggaa gttcattgac aatttgacag    10260 
 
ccatgatgga ggaagtgcct gtaatcactg tagaaggaga tatgttcctc agagttggac    10320 
 
agcgcggatc cggacagcct gatacctcag caggcaattc catgctaaat gtgctgacta    10380 
 
tgttggtagc tttctctgaa tccacaaatc tgcccatagc ggctgcctgg aaggcctgtc    10440 
 
ggatccacgt ctgtggtgac gacggtttct taatcacaga atcggaatta gggaggaagt    10500 
 
ttgctgaaaa aggtgttcct ctgttagctg catttggcaa accccaaaaa attacagagg    10560 
 
gagcgagcct aaaggtaacc agcaactttg acggaataga gttttgtagt cataccccta    10620 
 
tcagagtcca aacaccaaac atcaggtgga tgccagcgag accaacagca acaatcctag    10680 
 
gcaaaatgag taccaggctg ggtgagggtg ccaccaggtc gggagaagaa tacgaaaaac    10740 
 
aggtggcatt cgcatatcta ctgatgtacc cctggaaccc gctggtcagg agaatcagcc    10800 



 
tcctattgtt atcgactact gacccaatgg ggaaagagga aaccccatgc tccgatgagg    10860 
 
gggtgaagta tgttggggac cctatcgctg catacaggga tgtatggggg cacaaattag    10920 
 
aggatgtagg ccatgttgat caaccgcagt tatcccggat gaactatagc atgacttact    10980 
 
tagggatttg gaaaccaaag acaagtcagc ggctagtcga acagtgttgt cgtctggccg    11040 
 
agaaaagcaa ttgtgtggta cgtgctgact ccctgataaa gaaaaaggtc aagatcactt    11100 
 
atgacccggg gataggagtg gctcaggtca ttcgtaggtg ggaagagctt gagtggacca    11160 
 
gaaggaaacc tgaactcacc aatgtaattg tagaagatga tatcttccta gtcctgtgga    11220 
 
agagattttc aaagtacatt tttcagaaaa tgaagttcat gcagagaatg ttcgcccctt    11280 
 
attaagtggg gggcactcat ttaaattata accagtatct ggtaagtata agatttgtgt    11340 
 
aaataaagta tataactgaa aggggcaagt ggccgtatag gctggggtga tcgccgcacc    11400 
 
ccccccttca ctaggcgcct caaccccatg taccatgggg ttgttgtaaa tacttgaatg    11460 
 
aatggagtaa tacgggtaac aaacttatag gccagtattg ccccatttgc tttatagtgg    11520 
 
tgacgacctg tataggtccg atctgatatc                                     11550 
 
 
<210>  2 
<211>  3635 
<212>  БЕЛОК 
<213>  пестивирус типа 2 
 
<400>  2 
 
Met Glu Lys Gln Ile Ala Tyr Tyr Leu Lys Lys Glu Lys Gln Arg Asn  
1               5                   10                  15       
 
 
Gly Trp Thr Glu Leu Val Val Gly Glu Ser His Thr Lys Ile Thr Thr  
            20                  25                  30           
 
 
Leu Ser Gly Lys Thr Tyr Arg Gly Thr Trp Glu Met Glu Lys Arg Pro  
        35                  40                  45               
 
 
Asn Pro Tyr Gly Thr Tyr Leu Pro Arg Pro Ser Pro Gln Gln Leu Thr  
    50                  55                  60                   
 
 
Ala Leu His Pro His Pro Val Val Asn Cys Lys Val Val Glu Tyr Lys  
65                  70                  75                  80   
 
 
Glu Met Asp Pro Asn Tyr Gly Asp Cys Pro Asn Thr Asn Gly Val Phe  
                85                  90                  95       
 
 
Val Asp Glu Lys Gly Arg Arg Leu Ser Ser Pro Pro Leu Gly Ile Trp  
            100                 105                 110          
 
 
Lys Ile Arg Leu Asp Tyr Ser Asp Leu Val Asn Ile Ser Arg Pro Thr  



        115                 120                 125              
 
 
Pro Ala Ser Gly Lys Asn Ser Tyr Gln Val Glu Thr Cys Ser Gly Glu  
    130                 135                 140                  
 
 
Leu Ala Thr Val Thr Leu Val His Asn Arg Val Leu Val Glu Asp Cys  
145                 150                 155                 160  
 
 
Arg Gly Leu Tyr Gln Trp Lys Pro Asn Cys Glu Gly Ile Val Leu Tyr  
                165                 170                 175      
 
 
Val Lys Thr Cys Ser Asp Trp Ala Asp Gln Val Glu Lys Gln Glu Lys  
            180                 185                 190          
 
 
Glu Ser Pro Pro Lys Pro Gln Arg Pro Pro Arg Arg Asp Pro Arg Lys  
        195                 200                 205              
 
 
Gly Leu Gln Pro Gln Val Pro Lys Glu Thr Glu Val Thr Glu Lys Lys  
    210                 215                 220                  
 
 
Arg Gln Pro Ser Val Thr Leu Val Ser Gly Gly Gln Lys Ala Gln Val  
225                 230                 235                 240  
 
 
Ile Tyr Lys Gly Arg Thr Lys Asn Lys Lys Thr Pro Asp Gly Val Tyr  
                245                 250                 255      
 
 
Arg Tyr Pro Gly Ala Lys Glu Gly Asp Val Val Lys Val Arg Lys Met  
            260                 265                 270          
 
 
Leu Lys Asn Trp His Ile Ala Leu Val Met Tyr Leu Ile His Ile Ile  
        275                 280                 285              
 
 
Thr Pro Gly Leu Ala Lys Val Gln Trp Phe Leu Lys Asp Glu Asn Ser  
    290                 295                 300                  
 
 
Thr Gly Ile Asn Gln Ile Leu Trp Gln Arg Gln Ile Asn Arg Ser Leu  
305                 310                 315                 320  
 
 
His Gly Glu Trp Pro Asn Gln Ile Cys His Gly Met Pro Asn Glu Thr  
                325                 330                 335      
 
 
Ile Thr Asp Glu Glu Leu Arg Ser Leu Gly Met Val Asp Thr Ser Pro  
            340                 345                 350          
 
 
Arg Thr Asn Tyr Thr Cys Cys Gln Leu Gln Tyr His Glu Trp Lys Lys  
        355                 360                 365              
 
 
His Gly Trp Cys Asn Tyr Pro Gln Lys Gln Ala Trp Ile Thr Arg Ile  



    370                 375                 380                  
 
 
Thr Ala Leu Gln Ala Asn Leu Thr Gly Pro Tyr Glu Gly Pro Glu Cys  
385                 390                 395                 400  
 
 
Ala Val Ile Cys Arg Phe Asn Gly Ser Tyr Asn Ile Val Lys Gln Ala  
                405                 410                 415      
 
 
Arg Asp Glu Val Ser Pro Leu Thr Gly Cys Lys Glu Gly His Pro Phe  
            420                 425                 430          
 
 
Leu Phe Ser Gly Glu Arg Ser Asp Thr Ser Cys Leu Arg Pro Pro Ser  
        435                 440                 445              
 
 
Thr Ser Trp Val Arg Pro Val Lys Met Asp Glu Ala Ser Met Ala Asp  
    450                 455                 460                  
 
 
Gly Phe Ala His Gly Val Asp Lys Ala Ile Ile Leu Ile Arg Lys Gly  
465                 470                 475                 480  
 
 
Ala Ser Gly Ile Ile Asn Phe Leu Asp Thr Ile Gly Arg Trp Leu Pro  
                485                 490                 495      
 
 
Val Ala Glu Ala Thr Ile Val Pro Tyr Cys Asp Thr Tyr Thr Val Thr  
            500                 505                 510          
 
 
Gly Met Tyr Val His Val Lys Asn Cys Leu Pro Arg Gly Leu Pro Lys  
        515                 520                 525              
 
 
His Ser Lys Ile Ile Ser Pro Thr Met Ile Tyr Leu Gly Glu Gly Asp  
    530                 535                 540                  
 
 
Pro Ala His Asn Ile Gln His Leu Phe Gly Ser Gly Ile Ala Lys Trp  
545                 550                 555                 560  
 
 
Val Leu Val Leu Leu Gly Ile Leu Gly Glu Trp Tyr Gly Glu Leu Ala  
                565                 570                 575      
 
 
Ser Thr Ile Tyr Leu Leu Leu Glu Tyr Gly Ser Glu Trp Leu Glu His  
            580                 585                 590          
 
 
Glu Ser Leu Val Thr Glu Gly Leu Ile Pro Gly Ile Asn Ile Thr Ile  
        595                 600                 605              
 
 
Glu Leu Pro Ala Ser His Thr Val Pro Gly Trp Val Trp Val Ala Gly  
    610                 615                 620                  
 
 
Gln Trp Val Cys Val Lys Pro Asp Trp Trp Pro Thr Gln Ile Trp Ile  



625                 630                 635                 640  
 
 
Glu Thr Val Val Ala Glu Thr Trp His Ile Leu Lys Ile Leu Ala Ser  
                645                 650                 655      
 
 
Ala Leu Val Asn Ile Val Ala Ala Phe Val Asn Leu Glu Leu Val Tyr  
            660                 665                 670          
 
 
Leu Val Ile Ile Leu Val Lys Ile Ser Lys Gly Asn Leu Ile Gly Ala  
        675                 680                 685              
 
 
Ile Leu Trp Cys Leu Leu Leu Ser Gly Ala Glu Gly Ser Cys Tyr Lys  
    690                 695                 700                  
 
 
Arg Gln Asp Tyr Tyr Asn Thr Gln Leu Val Val Glu Glu Lys Thr Gly  
705                 710                 715                 720  
 
 
Val Glu Lys Arg Ser Ile Met Gly Lys Trp Thr Val Ile Thr Arg Glu  
                725                 730                 735      
 
 
Gly Arg Glu Pro Arg Leu Met Glu Gln Ile Asn Met Val Leu Asn Asp  
            740                 745                 750          
 
 
Ser Leu Ser Glu Thr Tyr Cys Tyr Asn Arg Leu Asn Thr Ser Thr Trp  
        755                 760                 765              
 
 
Gly Arg Gln Pro Ala Arg Gln Arg Gly Cys Gly Gln Thr Val Pro Tyr  
    770                 775                 780                  
 
 
Trp Pro Gly Asp Asn Val Leu Glu Glu Gln Tyr Tyr Ser Thr Gly Tyr  
785                 790                 795                 800  
 
 
Trp Val Asn Val Thr Gly Gly Cys Gln Leu Arg Glu Gly Val Trp Leu  
                805                 810                 815      
 
 
Ser Arg Lys Gly Asn Val Gln Cys Gln Arg Asn Gly Ser Ser Leu Met  
            820                 825                 830          
 
 
Leu Gln Leu Ala Ile Lys Glu Glu Asn Asp Thr Met Glu Ile Pro Cys  
        835                 840                 845              
 
 
Asp Pro Val Glu Thr Glu Ser Met Gly Pro Val Ala Gln Gly Thr Cys  
    850                 855                 860                  
 
 
Val Tyr Ser Trp Ala Phe Ala Pro Arg Gly Trp Tyr Tyr Asn Arg Lys  
865                 870                 875                 880  
 
 
Asp Gly Tyr Trp Leu Gln Tyr Ile Lys Lys Asn Asp Tyr Gln Tyr Trp  



                885                 890                 895      
 
 
Thr Lys Met Pro Thr Ala Ser Ser Ala Ala Thr Met Tyr Arg His Leu  
            900                 905                 910          
 
 
Leu Pro Leu Leu Val Ala Cys Leu Met Gly Gly Arg Ile Ser Val Trp  
        915                 920                 925              
 
 
Phe Val Ala Met Leu Leu Ser Leu Gln Val Glu Ala Ser Glu Val Gly  
    930                 935                 940                  
 
 
Thr Lys Gln Leu Ala Val Thr Leu Thr Leu Trp Lys Met Asp Trp Thr  
945                 950                 955                 960  
 
 
Glu Leu Leu Phe Tyr Ile Val Leu Met Leu Ala Val Lys Glu Glu Leu  
                965                 970                 975      
 
 
Ile Lys Lys Ile Val Thr Ala Ser Leu Val Ala Leu Lys Asn Ser Pro  
            980                 985                 990          
 
 
Val Ala Leu Ser Phe Leu Ile Val  Leu Arg Leu Val Gly  Gly Ser Glu  
        995                 1000                 1005              
 
 
Ala Leu  Pro Val Gly Leu Leu  Leu Glu Lys Met Cys  Ile Asp Gln  
    1010                 1015                 1020              
 
 
Pro Glu  Phe Gly Thr Pro Phe  Leu Ile Tyr Leu Trp  Asp Asn Trp  
    1025                 1030                 1035              
 
 
Lys Trp  Thr Val Leu Val Ser  Phe Ser Ala Leu Asn  His Glu Lys  
    1040                 1045                 1050              
 
 
Thr Ile  Lys Leu Ala Arg Lys  Leu Leu Leu Ala Thr  His Ile Thr  
    1055                 1060                 1065              
 
 
Ala Leu  Thr Leu Thr Gly Leu  Ser Asp Ser Ile Phe  Tyr Met Met  
    1070                 1075                 1080              
 
 
Leu Ile  Thr Thr Asn Leu Leu  Ile Lys Thr Phe Ile  Tyr Leu Leu  
    1085                 1090                 1095              
 
 
Gly Ala  Ser Met Asn Trp Val  Glu Arg Glu Lys Lys  Lys Leu Leu  
    1100                 1105                 1110              
 
 
Val Lys  Arg Arg Leu Ile Tyr  Lys Lys Ala Val Thr  Cys Ser Gln  
    1115                 1120                 1125              
 
 
Asp Glu  Asn Val Leu Glu Asn  Lys Phe Asn Lys Ile  Thr Val Asn  



    1130                 1135                 1140              
 
 
Ala Asp  Phe Thr Pro Cys Lys  Leu Glu Leu Leu Gln  Leu Leu Arg  
    1145                 1150                 1155              
 
 
Ala Phe  Leu Val Ser Leu Cys  Phe Ser Tyr Tyr Lys  Pro Leu Leu  
    1160                 1165                 1170              
 
 
Tyr Ala  Glu Thr Thr Leu Thr  Val Ile Val Ile Gly  Val Gln Glu  
    1175                 1180                 1185              
 
 
Tyr Asn  Val Ala Met Ala Arg  Gly Arg Ser Val Val  His Arg Leu  
    1190                 1195                 1200              
 
 
Leu Ala  Met Ala Tyr Tyr Ile  Tyr Gly Arg Ile Gln  Gly Asp Met  
    1205                 1210                 1215              
 
 
Phe Gln  Leu Ala Thr Ile Gln  Cys Leu Leu Ser Ser  Pro Arg Lys  
    1220                 1225                 1230              
 
 
Ile Met  Lys His Met Val Glu  Asn Pro Thr Leu Lys  Lys Leu Trp  
    1235                 1240                 1245              
 
 
Gln Gly  Glu Thr Glu Leu Phe  Asn Gln Gly Val Ser  Gln Ser Lys  
    1250                 1255                 1260              
 
 
Ile Val  Asn Pro Lys Lys Ile  Gly Leu Glu Glu Leu  His Lys Gly  
    1265                 1270                 1275              
 
 
Met Cys  Gly Leu Pro Thr Val  Val Gln Asn Leu Val  Ile Tyr Ala  
    1280                 1285                 1290              
 
 
Lys Lys  Asn Asp Ser Leu Ile  Leu Gly Glu Leu Gly  Tyr Pro Pro  
    1295                 1300                 1305              
 
 
Gly Asp  Leu Thr Ser Asp Gly  Trp Glu Ile Leu Gly  Pro Gly Arg  
    1310                 1315                 1320              
 
 
Ile Pro  Lys Ile Thr Asn Val  Glu Ser Ala Lys Met  Asp Leu Leu  
    1325                 1330                 1335              
 
 
Ser Lys  Leu Met Thr Phe Leu  Gly Ile Glu Ser Ser  Arg Val Pro  
    1340                 1345                 1350              
 
 
Arg Thr  Pro Val His Ser Thr  Arg Lys Leu Leu Lys  Ile Val Arg  
    1355                 1360                 1365              
 
 
Gly Leu  Glu Thr Gly Trp Gly  Tyr Thr His Ala Gly  Gly Ile Ser  



    1370                 1375                 1380              
 
 
Ser Ala  Lys His Val Thr Gly  Glu Lys Asn Leu Met  Thr His Met  
    1385                 1390                 1395              
 
 
Glu Gly  Arg Lys Gly Lys Tyr  Ile Leu Gln Ser Gln  Glu His Gly  
    1400                 1405                 1410              
 
 
Ala Asp  Glu Val Glu Tyr Gly  Val Lys Thr Asp Gln  Lys Ala Pro  
    1415                 1420                 1425              
 
 
Asp Asn  Ala Leu Cys Tyr Cys  Phe Asn Pro Glu Ala  Thr Asn Ile  
    1430                 1435                 1440              
 
 
Lys Gly  Glu Thr Gly Ala Met  Val Phe Met Lys Lys  Ile Gly Lys  
    1445                 1450                 1455              
 
 
Lys Trp  Thr Leu Val Thr Ser  Asp Gly Asn Lys Ala  Tyr Tyr Asn  
    1460                 1465                 1470              
 
 
Val Asn  Asn Leu Lys Gly Trp  Ser Gly Leu Pro Ile  Met Leu His  
    1475                 1480                 1485              
 
 
Ser Thr  Gly Ala Ile Val Gly  Arg Ile Lys Ser Ala  Tyr Ser Asp  
    1490                 1495                 1500              
 
 
Glu Asn  Asp Leu Val Glu Glu  Leu Ile Asp Ser Arg  Thr Ile Ser  
    1505                 1510                 1515              
 
 
Lys Ser  Asn Glu Thr Asn Leu  Asp His Leu Ile Lys  Glu Leu Ala  
    1520                 1525                 1530              
 
 
Asp Met  Arg Arg Gly Glu Phe  Arg Ser Ile Thr Leu  Gly Thr Gly  
    1535                 1540                 1545              
 
 
Ala Gly  Lys Thr Thr Glu Leu  Pro Arg Gln Tyr Leu  Thr Thr Val  
    1550                 1555                 1560              
 
 
Gly Ala  His Lys Ser Val Leu  Val Leu Val Pro Leu  Lys Ala Pro  
    1565                 1570                 1575              
 
 
Ala Glu  Ser Val Cys Arg Phe  Met Arg Ser Lys Tyr  Pro Thr Ile  
    1580                 1585                 1590              
 
 
Asn Phe  Ser Leu Arg Val Gly  Glu Arg Lys Glu Gly  Asp Val Ser  
    1595                 1600                 1605              
 
 
Ser Gly  Ile Thr Tyr Ala Thr  Tyr Gly Phe Cys Cys  Gln Leu Asn  



    1610                 1615                 1620              
 
 
Leu Val  Gln Leu Lys Glu Trp  Ile Ser Arg Tyr Ser  Met Val Phe  
    1625                 1630                 1635              
 
 
Phe Asp  Glu Tyr His Thr Ala  Thr Pro Glu Gln Ile  Ala Ile Ile  
    1640                 1645                 1650              
 
 
Ser Lys  Ile His Ala Leu Lys  Val Lys Thr Arg Ile  Val Ala Met  
    1655                 1660                 1665              
 
 
Ser Ala  Thr Pro Pro Gly Thr  Val Thr Thr Glu Gly  Arg Lys Phe  
    1670                 1675                 1680              
 
 
Asp Ile  Glu Glu Val Gly Val  Ala Thr Ile Glu Lys  Gly Glu Glu  
    1685                 1690                 1695              
 
 
Pro Lys  Arg Gly Arg Ile Ala  Val Ala Gly Met Gln  Val Pro Leu  
    1700                 1705                 1710              
 
 
Glu Asp  Leu Thr Gly Lys Asn  Cys Leu Val Phe Val  Ala Thr Lys  
    1715                 1720                 1725              
 
 
Glu Ala  Ala Glu Thr Glu Ala  Lys Glu Leu Arg Thr  Arg Gly Ile  
    1730                 1735                 1740              
 
 
Asn Ala  Thr Tyr Tyr Tyr Ser  Gly Ile Asp Pro Lys  Thr Leu Glu  
    1745                 1750                 1755              
 
 
His Gly  Met Thr Asn Gln Pro  Tyr Cys Ile Val Ala  Thr Asn Ala  
    1760                 1765                 1770              
 
 
Ile Glu  Ser Gly Ile Thr Cys  Pro Asp Leu Asp Val  Val Ile Asp  
    1775                 1780                 1785              
 
 
Thr Met  Gln Lys Tyr Glu Lys  Val Val Asn Phe Ser  Ala Lys Met  
    1790                 1795                 1800              
 
 
Pro Leu  Ile Val Thr Ser Leu  Val Lys Lys Lys Ile  Thr Arg Glu  
    1805                 1810                 1815              
 
 
Glu Gln  Gly Gln Arg Lys Gly  Arg Val Gly Arg Gln  Lys Lys Gly  
    1820                 1825                 1830              
 
 
Lys Tyr  Tyr Tyr Pro Ser Gly  Val Val Pro Asn Gly  Ser Lys Asp  
    1835                 1840                 1845              
 
 
Leu Ser  Tyr Leu Ile Leu Gln  Ala Gln Glu Tyr Gly  Val Leu Glu  



    1850                 1855                 1860              
 
 
Gln Val  Asn Ile Thr Glu Tyr  Phe Ile Ile Met Asn  Glu Asp Trp  
    1865                 1870                 1875              
 
 
Gly Leu  Tyr Asp Val Asp Glu  Val Glu Val Arg Ile  Leu Glu Arg  
    1880                 1885                 1890              
 
 
Met Asn  Lys Glu Ile Leu Leu  Pro Leu Gly Ile Val  Glu Lys Gln  
    1895                 1900                 1905              
 
 
Ile Leu  Glu Arg Ser Thr His  Pro Glu Lys Val Ala  Leu Leu Tyr  
    1910                 1915                 1920              
 
 
Asn Lys  Leu Val Gln Lys Asn  Pro Ile Val Tyr Pro  Arg Val Gln  
    1925                 1930                 1935              
 
 
Glu Gly  Glu Val Ser Lys Glu  Tyr Asn Thr Tyr Asn  Leu Ala Val  
    1940                 1945                 1950              
 
 
Tyr Asp  Lys Leu Lys Asp Val  Asn Pro Gln Ala Ile  Tyr Val Leu  
    1955                 1960                 1965              
 
 
Ala Glu  Glu Glu Arg Ala Thr  Glu Met Met Gly Leu  Glu Phe Glu  
    1970                 1975                 1980              
 
 
Gln Asp  Pro Ser Asp Leu Gln  Asp Ser Val Val Gln  Leu Cys Glu  
    1985                 1990                 1995              
 
 
Asp Ile  Lys Arg Tyr Thr Lys  Leu Ser Gly Ile Thr  Glu Lys Leu  
    2000                 2005                 2010              
 
 
Leu Val  Gly Thr Met Val Gly  Tyr Ile Gly Tyr Lys  Ala Leu Thr  
    2015                 2020                 2025              
 
 
Arg Asn  His Val Pro Trp Val  Ser Lys Glu Tyr Cys  Tyr Glu Leu  
    2030                 2035                 2040              
 
 
Thr Asp  Ser Pro Asp Thr Tyr  Glu Asn Ser Phe Ala  Pro Leu Asp  
    2045                 2050                 2055              
 
 
Val Asp  Val Gln Asn Ser Gly  Glu Gly Lys His Pro  Glu Gln Leu  
    2060                 2065                 2070              
 
 
Ala Asp  His Gln Leu Arg Gln  Leu Leu Glu Thr Gly  Arg Asp Lys  
    2075                 2080                 2085              
 
 
Ala Ile  Asp Phe Leu Lys Gly  Ile Arg Glu Phe Thr  Ser Gly Ala  



    2090                 2095                 2100              
 
 
Ile Asn  Ser Pro Lys Ala Leu  Ser Ile Trp Glu Lys  Ile Tyr Gln  
    2105                 2110                 2115              
 
 
Tyr Leu  Lys Lys His Gln Gly  Glu Ile Ile Ser Ser  Ala Ala Trp  
    2120                 2125                 2130              
 
 
Gly Ser  Ala Thr Ala Leu His  Asp Ser Ile Lys Ser  Arg Leu Gly  
    2135                 2140                 2145              
 
 
Asp Glu  Val Ala Thr Ala Val  Ile Ile Leu Lys Tyr  Leu Ala Phe  
    2150                 2155                 2160              
 
 
Gly Glu  Arg Glu Leu Ser Gly  Leu Thr Arg Gln Val  Leu Ile Asp  
    2165                 2170                 2175              
 
 
Ile Ile  Val Tyr Tyr Ile Val  Asn Lys Pro Arg Phe  Glu Gly Asp  
    2180                 2185                 2190              
 
 
Asp Tyr  Ala Lys Arg Lys Gly  Arg Arg Leu Val Ile  Glu Val Leu  
    2195                 2200                 2205              
 
 
Met Gly  Ala Leu Ala Thr Tyr  Ala Val Ser Asn Phe  Trp Gly Val  
    2210                 2215                 2220              
 
 
Ser Ile  Asn Lys Ile Leu Gln  Pro Ile Ser Asp Tyr  Leu Pro Tyr  
    2225                 2230                 2235              
 
 
Ala Thr  Ala Thr Leu Ala Phe  Leu Arg Pro Thr Phe  Met Glu Ser  
    2240                 2245                 2250              
 
 
Ala Val  Val Val Ala Ser Ser  Ile Tyr Arg Ala Phe  Leu Ser Ile  
    2255                 2260                 2265              
 
 
Lys His  Ala Glu Asn Arg Ser  Leu Val Thr Gln Val  Ala Ser Ala  
    2270                 2275                 2280              
 
 
Ala Leu  Glu Val Met Gly Leu  Thr Pro Val Ser Ala  Gly Leu Gly  
    2285                 2290                 2295              
 
 
Val Leu  Leu Gly Leu Gly Leu  Cys Val Leu His Met  Asn Ile Asp  
    2300                 2305                 2310              
 
 
Lys Asn  Glu Glu Lys Arg Thr  Leu Ile Leu Lys Met  Phe Val Lys  
    2315                 2320                 2325              
 
 
Asn Phe  Ile Asp Gln Ala Ala  Leu Asp Glu Leu Asp  Lys Leu Glu  



    2330                 2335                 2340              
 
 
Pro Glu  Lys Ile Ile Leu Ser  Leu Leu Glu Gly Ile  Gln Thr Cys  
    2345                 2350                 2355              
 
 
Thr Asn  Pro Ile Arg Ala Ile  Met Ile Leu Tyr Arg  Val Tyr Tyr  
    2360                 2365                 2370              
 
 
Lys Gly  Glu Thr Phe Thr Glu  Ala Leu Ser Lys Met  Ala Gly Lys  
    2375                 2380                 2385              
 
 
Ser Leu  Ile Val Met Val Ile  Val Glu Phe Leu Glu  Leu Thr Gly  
    2390                 2395                 2400              
 
 
Gln Thr  Gln Gly Gly Tyr Ile  Asp Leu Ser Ala Asn  Leu Leu Thr  
    2405                 2410                 2415              
 
 
Phe Leu  Leu Glu Lys Leu Lys  Lys Met Thr Asn Leu  Ala Ile Gly  
    2420                 2425                 2430              
 
 
Glu Ala  Arg Lys Val Leu Leu  Pro Ile Pro Tyr Leu  Tyr Cys Glu  
    2435                 2440                 2445              
 
 
Thr Trp  Gln Ser Asp Ala Arg  Ile Lys Ala Pro Glu  Ser Tyr Asp  
    2450                 2455                 2460              
 
 
Gln Val  Val Val Glu Cys Lys  Cys Gly Ala Ser Ala  Arg Tyr Ser  
    2465                 2470                 2475              
 
 
Phe Arg  Asp Gly Val His Glu  Ile Leu Glu Glu Lys  Arg Thr Asn  
    2480                 2485                 2490              
 
 
Trp Cys  Lys Asn Phe Phe Leu  Trp Gly Pro Asn Phe  His Asn Pro  
    2495                 2500                 2505              
 
 
Asp Pro  Lys Arg Met Thr Phe  Tyr Glu Tyr Gly Gln  Ala Lys Lys  
    2510                 2515                 2520              
 
 
Cys Pro  Val Ile Ile Ile Gly  Glu Asp Ile Thr Phe  Gly Lys Tyr  
    2525                 2530                 2535              
 
 
Gly Ile  Tyr Ile Lys Phe Gly  His Arg Pro Asp Gly  Gly Arg Leu  
    2540                 2545                 2550              
 
 
Ile Arg  Gly Thr Thr His Ala  Thr Ile Ser Arg Glu  Glu Leu Leu  
    2555                 2560                 2565              
 
 
Glu Ile  Leu Thr Ala Pro Ser  Gln Val Ala Ile Gly  Lys Val Lys  



    2570                 2575                 2580              
 
 
Leu Thr  Asp Tyr Cys Asn Gln  Lys Gly Ile Ile Asp  Arg Lys Leu  
    2585                 2590                 2595              
 
 
Ala Val  Leu Glu Gly Asp Lys  Ile His Phe Trp Lys  Ala His Arg  
    2600                 2605                 2610              
 
 
Gly Ser  Lys Ile Thr Asp Gln  Leu Thr Ile Glu Asn  Leu Thr Asp  
    2615                 2620                 2625              
 
 
Asp Leu  Gly Ser Glu Ile Arg  Asp Ile Thr Trp Glu  Leu Tyr Thr  
    2630                 2635                 2640              
 
 
Gly Gly  Thr Cys Thr Val Lys  Gly Val Ser Leu Arg  Ser Cys Ala  
    2645                 2650                 2655              
 
 
Pro Gly  His Arg Thr Lys Ala  Met Val Leu Cys Asp  Cys Thr Asp  
    2660                 2665                 2670              
 
 
Val Leu  Ser Pro Cys Tyr Leu  Ile Asn Gly Arg Arg  Pro Ser Pro  
    2675                 2680                 2685              
 
 
Phe Asp  Val Ala Glu Gly Tyr  Glu Cys His His Arg  Lys Pro Arg  
    2690                 2695                 2700              
 
 
Ala Thr  Tyr Glu Asp Leu Glu  Met Glu Glu Ile Leu  Lys Arg Arg  
    2705                 2710                 2715              
 
 
Val Pro  Val Tyr Asp Pro Leu  Cys Leu Phe Asp Thr  Asp Ser Lys  
    2720                 2725                 2730              
 
 
Leu Leu  Pro Pro Asp Thr Tyr  Tyr Leu Glu Glu Asp  Gln Glu Asp  
    2735                 2740                 2745              
 
 
Phe Glu  Tyr Ala Leu Arg Cys  Trp Gly Leu Gly Val  Tyr Val Ala  
    2750                 2755                 2760              
 
 
Asp Gly  Pro Val Thr Ser Pro  Pro Asp Ile Arg Ile  His His Ser  
    2765                 2770                 2775              
 
 
Ser Val  Leu Leu Leu Leu Thr  Pro Gly Val Asn Ser  Glu Leu Pro  
    2780                 2785                 2790              
 
 
Leu Gln  Tyr Ile Arg Cys Tyr  Pro His Gln Ala Glu  Val Asp Ile  
    2795                 2800                 2805              
 
 
Tyr Ile  Arg Ser Gln Leu Leu  Glu Glu Glu Asp Thr  Ala Thr Glu  



    2810                 2815                 2820              
 
 
Val Glu  Gly Ser Gln Glu Asp  Gly Asp Glu Gly Met  Gly Asp Ala  
    2825                 2830                 2835              
 
 
Val Ile  Glu Asp Glu Asp Thr  Ser Ser Thr Thr Glu  Ser Ile Pro  
    2840                 2845                 2850              
 
 
Pro Leu  Glu Glu Glu Glu Gly  Gly Glu Glu Pro Ile  Thr Tyr Val  
    2855                 2860                 2865              
 
 
Val Ile  Arg Gly Leu Gln Glu  Glu Arg Tyr Ala Ser  His Leu Lys  
    2870                 2875                 2880              
 
 
Leu Asn  Asp Trp Ile Ser Glu  Asn Ile Ser Glu Pro  His Arg Val  
    2885                 2890                 2895              
 
 
Gln Ile  Met Leu Asp Gly Thr  Val Arg Val Thr Ile  Lys Glu Gly  
    2900                 2905                 2910              
 
 
Lys Val  Lys His Leu Phe Gly  Val Tyr Arg Ile Glu  Asn Ser Leu  
    2915                 2920                 2925              
 
 
Glu Ala  Met Phe Lys Glu Thr  Ile Ala Asp Leu Pro  Val Ala Thr  
    2930                 2935                 2940              
 
 
Gln Pro  Pro Gln Gly Pro Val  Tyr Thr Ala Lys Glu  Leu Ala Gln  
    2945                 2950                 2955              
 
 
Gly Asn  Ile Ala Pro Val Gln  Pro Ala Ala Asn Tyr  Tyr Gly Met  
    2960                 2965                 2970              
 
 
Ile Glu  Gly Arg Gly Asp Pro  Met Thr Ala Phe Glu  Ala Leu Ser  
    2975                 2980                 2985              
 
 
Val Leu  Arg Ser Gln Lys Val  Leu Ala Lys Asp Val  Lys Val Asn  
    2990                 2995                 3000              
 
 
Thr Arg  Arg Ala Gln Val Phe  Leu Asn Lys Val Arg  Arg Ile Ala  
    3005                 3010                 3015              
 
 
Glu Val  Arg Ala Ser Glu Leu  Thr Leu Lys Cys Leu  Pro Ile Leu  
    3020                 3025                 3030              
 
 
Gly Lys  Val Asn Gly Arg Lys  Leu Ile Arg Glu Glu  Thr Asn Ile  
    3035                 3040                 3045              
 
 
Pro Asn  Gln Arg Leu Ala Ser  Ile Met Thr Ser Ile  Gly Ile Arg  



    3050                 3055                 3060              
 
 
Leu Glu  Lys Leu Pro Val Val  Arg Ala Asn Thr Ser  Gly Ser Lys  
    3065                 3070                 3075              
 
 
Phe Arg  Gln Ser Ile Leu Glu  Lys Met Asp Lys Tyr  Glu Asn Glu  
    3080                 3085                 3090              
 
 
Gln Val  Pro Gly Leu His Glu  Lys Met Trp Ala Ala  Phe Leu Ala  
    3095                 3100                 3105              
 
 
Thr Ala  Arg Gln Asp Leu Arg  Asn Thr Tyr Glu Glu  Val Thr Tyr  
    3110                 3115                 3120              
 
 
Leu Glu  Leu Glu Ala Gly Ile  Asn Arg Lys Gly Ala  Pro Gly Phe  
    3125                 3130                 3135              
 
 
Phe Glu  Lys Glu Ser Ser Ile  Gly Glu Val Leu Glu  Lys Lys Glu  
    3140                 3145                 3150              
 
 
Lys Ile  Asp Val Thr Ile Gln  Glu Ile Glu Lys Gly  Asn His Leu  
    3155                 3160                 3165              
 
 
Tyr Tyr  Glu Thr Ala Met Pro  Lys Asn Glu Lys Arg  Asp Val Leu  
    3170                 3175                 3180              
 
 
Asp Asp  Trp Leu Ser Glu Asp  Phe Val Thr Tyr Lys  Lys Pro Arg  
    3185                 3190                 3195              
 
 
Val Ile  Gln Tyr Pro Glu Ala  Val Thr Arg Leu Ala  Ile Thr Lys  
    3200                 3205                 3210              
 
 
Ile Met  Tyr Lys Trp Val Lys  Gln Lys Pro Ile Val  Ile Pro Gly  
    3215                 3220                 3225              
 
 
Tyr Glu  Gly Lys Thr Pro Ile  Phe Glu Ile Phe Glu  Lys Val Ser  
    3230                 3235                 3240              
 
 
Ala Asp  Trp Ala Gln Phe Lys  Asn Pro Val Ala Val  Ser Phe Asp  
    3245                 3250                 3255              
 
 
Thr Arg  Ala Trp Asp Thr Gln  Val Thr Arg Glu Asp  Leu Arg Leu  
    3260                 3265                 3270              
 
 
Val Gly  Arg Ile Gln Lys Tyr  Tyr Tyr Lys Lys Lys  Tyr Trp Lys  
    3275                 3280                 3285              
 
 
Phe Ile  Asp Asn Leu Thr Ala  Met Met Glu Glu Val  Pro Val Ile  



    3290                 3295                 3300              
 
 
Thr Val  Glu Gly Asp Met Phe  Leu Arg Val Gly Gln  Arg Gly Ser  
    3305                 3310                 3315              
 
 
Gly Gln  Pro Asp Thr Ser Ala  Gly Asn Ser Met Leu  Asn Val Leu  
    3320                 3325                 3330              
 
 
Thr Met  Leu Val Ala Phe Ser  Glu Ser Thr Asn Leu  Pro Ile Ala  
    3335                 3340                 3345              
 
 
Ala Ala  Trp Lys Ala Cys Arg  Ile His Val Cys Gly  Asp Asp Gly  
    3350                 3355                 3360              
 
 
Phe Leu  Ile Thr Glu Ser Glu  Leu Gly Arg Lys Phe  Ala Glu Lys  
    3365                 3370                 3375              
 
 
Gly Val  Pro Leu Leu Ala Ala  Phe Gly Lys Pro Gln  Lys Ile Thr  
    3380                 3385                 3390              
 
 
Glu Gly  Ala Ser Leu Lys Val  Thr Ser Asn Phe Asp  Gly Ile Glu  
    3395                 3400                 3405              
 
 
Phe Cys  Ser His Thr Pro Ile  Arg Val Gln Thr Pro  Asn Ile Arg  
    3410                 3415                 3420              
 
 
Trp Met  Pro Ala Arg Pro Thr  Ala Thr Ile Leu Gly  Lys Met Ser  
    3425                 3430                 3435              
 
 
Thr Arg  Leu Gly Glu Gly Ala  Thr Arg Ser Gly Glu  Glu Tyr Glu  
    3440                 3445                 3450              
 
 
Lys Gln  Val Ala Phe Ala Tyr  Leu Leu Met Tyr Pro  Trp Asn Pro  
    3455                 3460                 3465              
 
 
Leu Val  Arg Arg Ile Ser Leu  Leu Leu Leu Ser Thr  Thr Asp Pro  
    3470                 3475                 3480              
 
 
Met Gly  Lys Glu Glu Thr Pro  Cys Ser Asp Glu Gly  Val Lys Tyr  
    3485                 3490                 3495              
 
 
Val Gly  Asp Pro Ile Ala Ala  Tyr Arg Asp Val Trp  Gly His Lys  
    3500                 3505                 3510              
 
 
Leu Glu  Asp Val Gly His Val  Asp Gln Pro Gln Leu  Ser Arg Met  
    3515                 3520                 3525              
 
 
Asn Tyr  Ser Met Thr Tyr Leu  Gly Ile Trp Lys Pro  Lys Thr Ser  



    3530                 3535                 3540              
 
 
Gln Arg  Leu Val Glu Gln Cys  Cys Arg Leu Ala Glu  Lys Ser Asn  
    3545                 3550                 3555              
 
 
Cys Val  Val Arg Ala Asp Ser  Leu Ile Lys Lys Lys  Val Lys Ile  
    3560                 3565                 3570              
 
 
Thr Tyr  Asp Pro Gly Ile Gly  Val Ala Gln Val Ile  Arg Arg Trp  
    3575                 3580                 3585              
 
 
Glu Glu  Leu Glu Trp Thr Arg  Arg Lys Pro Glu Leu  Thr Asn Val  
    3590                 3595                 3600              
 
 
Ile Val  Glu Asp Asp Ile Phe  Leu Val Leu Trp Lys  Arg Phe Ser  
    3605                 3610                 3615              
 
 
Lys Tyr  Ile Phe Gln Lys Met  Lys Phe Met Gln Arg  Met Phe Ala  
    3620                 3625                 3630              
 
 
Pro Tyr   
    3635  
 
 
<210>  3 
<211>  540 
<212>  ДНК 
<213>  пестивирус типа 2 
 
<400>  3 
atggaaaaac agattgcata ttacttaaaa aaagaaaaac aaagaaatgg gtggacggaa       60 
 
ctggtggtag gagaaagtca tacaaaaata accacgcttt ctggaaagac ctatcgaggc      120 
 
acctgggaaa tggagaaacg gccaaatcct tatggaacct atctccccag acctagtccc      180 
 
caacagctta cagccctaca cccccaccca gtggtgaatt gtaaggtggt tgagtacaag      240 
 
gagatggacc ctaattatgg tgattgccca aatacgaacg gggtgtttgt tgacgaaaag      300 
 
ggtagaaggc tgagcagccc tccattaggc atttggaaga taagattgga ctatagtgac      360 
 
ttggtaaaca taagcagacc aacccccgct agtgggaaaa actcttacca agttgagacc      420 
 
tgcagtgggg agctggctac agtgacactg gtacacaata gggtgctcgt ggaagattgc      480 
 
agggggctat accaatggaa acccaactgt gaaggaattg tgctctatgt gaaaacttgt      540 
 
 
<210>  4 
<211>  180 
<212>  БЕЛОК 
<213>  пестивирус типа 2 
 
<400>  4 
 
Met Glu Lys Gln Ile Ala Tyr Tyr Leu Lys Lys Glu Lys Gln Arg Asn  



1               5                   10                  15       
 
 
Gly Trp Thr Glu Leu Val Val Gly Glu Ser His Thr Lys Ile Thr Thr  
            20                  25                  30           
 
 
Leu Ser Gly Lys Thr Tyr Arg Gly Thr Trp Glu Met Glu Lys Arg Pro  
        35                  40                  45               
 
 
Asn Pro Tyr Gly Thr Tyr Leu Pro Arg Pro Ser Pro Gln Gln Leu Thr  
    50                  55                  60                   
 
 
Ala Leu His Pro His Pro Val Val Asn Cys Lys Val Val Glu Tyr Lys  
65                  70                  75                  80   
 
 
Glu Met Asp Pro Asn Tyr Gly Asp Cys Pro Asn Thr Asn Gly Val Phe  
                85                  90                  95       
 
 
Val Asp Glu Lys Gly Arg Arg Leu Ser Ser Pro Pro Leu Gly Ile Trp  
            100                 105                 110          
 
 
Lys Ile Arg Leu Asp Tyr Ser Asp Leu Val Asn Ile Ser Arg Pro Thr  
        115                 120                 125              
 
 
Pro Ala Ser Gly Lys Asn Ser Tyr Gln Val Glu Thr Cys Ser Gly Glu  
    130                 135                 140                  
 
 
Leu Ala Thr Val Thr Leu Val His Asn Arg Val Leu Val Glu Asp Cys  
145                 150                 155                 160  
 
 
Arg Gly Leu Tyr Gln Trp Lys Pro Asn Cys Glu Gly Ile Val Leu Tyr  
                165                 170                 175      
 
 
Val Lys Thr Cys  
            180  
 
 
<210>  5 
<211>  333 
<212>  ДНК 
<213>  пестивирус типа 2 
 
<400>  5 
tctgactggg cagatcaggt agaaaaacag gagaaagaaa gccccccaaa accacagcgg       60 
 
ccaccaaggc gagacccacg aaaagggtta caaccacaag tccccaaaga gactgaggtc      120 
 
acagaaaaga agagacaacc tagtgtcacc ttagtatcgg gggggcagaa ggcccaagtc      180 
 
atctacaaag gcaggaccaa aaacaaaaag accccggatg gagtctatag atacccagga      240 
 
gctaaagaag gggacgtagt aaaggtcagg aagatgctga agaattggca tatagcctta      300 
 
gtgatgtacc tgatacatat cataactcca ggc                                   333 



 
 
<210>  6 
<211>  111 
<212>  БЕЛОК 
<213>  пестивирус типа 2 
 
<400>  6 
 
Ser Asp Trp Ala Asp Gln Val Glu Lys Gln Glu Lys Glu Ser Pro Pro  
1               5                   10                  15       
 
 
Lys Pro Gln Arg Pro Pro Arg Arg Asp Pro Arg Lys Gly Leu Gln Pro  
            20                  25                  30           
 
 
Gln Val Pro Lys Glu Thr Glu Val Thr Glu Lys Lys Arg Gln Pro Ser  
        35                  40                  45               
 
 
Val Thr Leu Val Ser Gly Gly Gln Lys Ala Gln Val Ile Tyr Lys Gly  
    50                  55                  60                   
 
 
Arg Thr Lys Asn Lys Lys Thr Pro Asp Gly Val Tyr Arg Tyr Pro Gly  
65                  70                  75                  80   
 
 
Ala Lys Glu Gly Asp Val Val Lys Val Arg Lys Met Leu Lys Asn Trp  
                85                  90                  95       
 
 
His Ile Ala Leu Val Met Tyr Leu Ile His Ile Ile Thr Pro Gly  
            100                 105                 110      
 
 
<210>  7 
<211>  627 
<212>  ДНК 
<213>  пестивирус типа 2 
 
<400>  7 
cttgccaagg tccagtggtt cttaaaagat gaaaactcga cggggatcaa ccagatactg       60 
 
tggcaaagac agatcaacag atccttacat ggagaatggc ctaaccagat ctgccacggt      120 
 
atgcccaatg aaactatcac ggatgaggaa ttacgcagtc tgggaatggt agatacaagc      180 
 
cctagaacaa actacacctg ttgccagttg caatatcatg agtggaagaa acatggttgg      240 
 
tgcaactatc cacaaaaaca ggcgtggatc acgaggataa cggccctaca agctaacctt      300 
 
accgggcctt atgagggacc tgagtgcgcc gtcatctgcc gatttaacgg cagctacaac      360 
 
atcgtaaaac aggccagaga tgaggtgagt ccactgacag ggtgcaagga agggcatcct      420 
 
tttctattct ctggtgaaag atccgacacc tcatgcctaa ggcccccttc cactagttgg      480 
 
gtaagaccag tgaaaatgga cgaggcatca atggccgatg gctttgccca tggggttgat      540 
 
aaggcgataa tactaatcag gaagggggca tcaggaataa tcaatttcct agacactatt      600 
 
gggaggtggc taccggtagc tgaagca                                          627 



 
 
<210>  8 
<211>  209 
<212>  БЕЛОК 
<213>  пестивирус типа 2 
 
<400>  8 
 
Leu Ala Lys Val Gln Trp Phe Leu Lys Asp Glu Asn Ser Thr Gly Ile  
1               5                   10                  15       
 
 
Asn Gln Ile Leu Trp Gln Arg Gln Ile Asn Arg Ser Leu His Gly Glu  
            20                  25                  30           
 
 
Trp Pro Asn Gln Ile Cys His Gly Met Pro Asn Glu Thr Ile Thr Asp  
        35                  40                  45               
 
 
Glu Glu Leu Arg Ser Leu Gly Met Val Asp Thr Ser Pro Arg Thr Asn  
    50                  55                  60                   
 
 
Tyr Thr Cys Cys Gln Leu Gln Tyr His Glu Trp Lys Lys His Gly Trp  
65                  70                  75                  80   
 
 
Cys Asn Tyr Pro Gln Lys Gln Ala Trp Ile Thr Arg Ile Thr Ala Leu  
                85                  90                  95       
 
 
Gln Ala Asn Leu Thr Gly Pro Tyr Glu Gly Pro Glu Cys Ala Val Ile  
            100                 105                 110          
 
 
Cys Arg Phe Asn Gly Ser Tyr Asn Ile Val Lys Gln Ala Arg Asp Glu  
        115                 120                 125              
 
 
Val Ser Pro Leu Thr Gly Cys Lys Glu Gly His Pro Phe Leu Phe Ser  
    130                 135                 140                  
 
 
Gly Glu Arg Ser Asp Thr Ser Cys Leu Arg Pro Pro Ser Thr Ser Trp  
145                 150                 155                 160  
 
 
Val Arg Pro Val Lys Met Asp Glu Ala Ser Met Ala Asp Gly Phe Ala  
                165                 170                 175      
 
 
His Gly Val Asp Lys Ala Ile Ile Leu Ile Arg Lys Gly Ala Ser Gly  
            180                 185                 190          
 
 
Ile Ile Asn Phe Leu Asp Thr Ile Gly Arg Trp Leu Pro Val Ala Glu  
        195                 200                 205              
 
 
Ala  
     
 



 
<210>  9 
<211>  600 
<212>  ДНК 
<213>  пестивирус типа 2 
 
<400>  9 
actatagtac catattgtga tacttacact gtgacaggga tgtatgtcca tgtaaagaat       60 
 
tgcctcccta gagggttacc taagcattca aaaataatct ccccgacaat gatatatctg      120 
 
ggagaaggag acccggccca taatatccag cacttatttg gctcaggtat agcaaagtgg      180 
 
gtcctagttc tactcgggat tctgggtgag tggtatggag aattggcttc cacaatatac      240 
 
ttactactag aatacgggtc tgagtggttg gaacatgaaa gcctggtcac ggaagggttg      300 
 
attcctggca ttaatattac aatagaactc ccagctagtc atacagtgcc tggttgggtg      360 
 
tgggtcgcag gccagtgggt atgcgtgaag ccagactggt ggcctacaca gatttggatt      420 
 
gaaaccgtgg tggcagagac ctggcatata ctaaaaatat tggcgtcagc cctggtgaac      480 
 
atagttgcag cgttcgtaaa cctggaattg gtttatctgg tcataatact agtcaaaata      540 
 
tcaaaaggga acctgatagg tgccatatta tggtgcttgt tactgtcagg cgctgaaggc      600 
 
 
<210>  10 
<211>  200 
<212>  БЕЛОК 
<213>  пестивирус типа 2 
 
<400>  10 
 
Thr Ile Val Pro Tyr Cys Asp Thr Tyr Thr Val Thr Gly Met Tyr Val  
1               5                   10                  15       
 
 
His Val Lys Asn Cys Leu Pro Arg Gly Leu Pro Lys His Ser Lys Ile  
            20                  25                  30           
 
 
Ile Ser Pro Thr Met Ile Tyr Leu Gly Glu Gly Asp Pro Ala His Asn  
        35                  40                  45               
 
 
Ile Gln His Leu Phe Gly Ser Gly Ile Ala Lys Trp Val Leu Val Leu  
    50                  55                  60                   
 
 
Leu Gly Ile Leu Gly Glu Trp Tyr Gly Glu Leu Ala Ser Thr Ile Tyr  
65                  70                  75                  80   
 
 
Leu Leu Leu Glu Tyr Gly Ser Glu Trp Leu Glu His Glu Ser Leu Val  
                85                  90                  95       
 
 
Thr Glu Gly Leu Ile Pro Gly Ile Asn Ile Thr Ile Glu Leu Pro Ala  
            100                 105                 110          
 
 
Ser His Thr Val Pro Gly Trp Val Trp Val Ala Gly Gln Trp Val Cys  



        115                 120                 125              
 
 
Val Lys Pro Asp Trp Trp Pro Thr Gln Ile Trp Ile Glu Thr Val Val  
    130                 135                 140                  
 
 
Ala Glu Thr Trp His Ile Leu Lys Ile Leu Ala Ser Ala Leu Val Asn  
145                 150                 155                 160  
 
 
Ile Val Ala Ala Phe Val Asn Leu Glu Leu Val Tyr Leu Val Ile Ile  
                165                 170                 175      
 
 
Leu Val Lys Ile Ser Lys Gly Asn Leu Ile Gly Ala Ile Leu Trp Cys  
            180                 185                 190          
 
 
Leu Leu Leu Ser Gly Ala Glu Gly  
        195                 200  
 
 
<210>  11 
<211>  1116 
<212>  ДНК 
<213>  пестивирус типа 2 
 
<400>  11 
tcgtgctaca aaagacaaga ctattacaac acccaactag tcgtcgaaga aaaaacaggc       60 
 
gtagaaaaac gatctataat gggcaagtgg accgtgataa ccagggaagg tcgggagcca      120 
 
agattaatgg agcaaataaa tatggtattg aatgatagcc tgtcagaaac ctactgctat      180 
 
aataggctaa acaccagcac ttgggggcgg caaccggcaa gacaaagagg gtgtggtcaa      240 
 
accgtgccct attggcctgg tgacaatgtt ctagaagaac aatactacag cacaggttac      300 
 
tgggtgaatg taacaggcgg ttgccagctg agagaaggcg tatggctatc aagaaagggt      360 
 
aacgtacagt gtcagcgtaa cggctcatcc ttgatgctgc aattggcgat aaaagaagag      420 
 
aatgacacta tggaaatacc atgtgaccca gtggaaactg aaagtatggg tccagttgca      480 
 
cagggcactt gtgtgtacag ctgggcattc gccccaagag ggtggtacta taacaggaag      540 
 
gatggttatt ggctccagta cataaagaaa aacgactacc agtattggac aaaaatgcct      600 
 
actgcctcgt ccgccgcaac catgtaccgc cacttgctcc ccttactggt ggcctgcctc      660 
 
atgggcggta ggatatcggt gtggtttgtg gcaatgctcc tgtctctaca ggtggaagct      720 
 
agtgaagtag gcactaaaca actggctgtc acgctaaccc tgtggaaaat ggactggaca      780 
 
gaactacttt tctatattgt cttgatgcta gccgttaagg aagaacttat aaaaaaaatt      840 
 
gtgaccgcta gccttgtggc cttaaaaaat agtccagtag ccttgagttt tcttattgta      900 
 
ctcagacttg tggggggcag tgaagcactc ccagtaggtt tattattaga aaaaatgtgc      960 
 
atagaccaac cggagtttgg aactcctttc ctgatctacc tatgggacaa ctggaagtgg     1020 
 
actgtgttag tcagcttctc cgcactgaac catgaaaaaa ctataaaact ggcaagaaaa     1080 



 
ctgttgttgg caacacatat aacagcgctc acattg                               1116 
 
 
<210>  12 
<211>  372 
<212>  БЕЛОК 
<213>  пестивирус типа 2 
 
<400>  12 
 
Ser Cys Tyr Lys Arg Gln Asp Tyr Tyr Asn Thr Gln Leu Val Val Glu  
1               5                   10                  15       
 
 
Glu Lys Thr Gly Val Glu Lys Arg Ser Ile Met Gly Lys Trp Thr Val  
            20                  25                  30           
 
 
Ile Thr Arg Glu Gly Arg Glu Pro Arg Leu Met Glu Gln Ile Asn Met  
        35                  40                  45               
 
 
Val Leu Asn Asp Ser Leu Ser Glu Thr Tyr Cys Tyr Asn Arg Leu Asn  
    50                  55                  60                   
 
 
Thr Ser Thr Trp Gly Arg Gln Pro Ala Arg Gln Arg Gly Cys Gly Gln  
65                  70                  75                  80   
 
 
Thr Val Pro Tyr Trp Pro Gly Asp Asn Val Leu Glu Glu Gln Tyr Tyr  
                85                  90                  95       
 
 
Ser Thr Gly Tyr Trp Val Asn Val Thr Gly Gly Cys Gln Leu Arg Glu  
            100                 105                 110          
 
 
Gly Val Trp Leu Ser Arg Lys Gly Asn Val Gln Cys Gln Arg Asn Gly  
        115                 120                 125              
 
 
Ser Ser Leu Met Leu Gln Leu Ala Ile Lys Glu Glu Asn Asp Thr Met  
    130                 135                 140                  
 
 
Glu Ile Pro Cys Asp Pro Val Glu Thr Glu Ser Met Gly Pro Val Ala  
145                 150                 155                 160  
 
 
Gln Gly Thr Cys Val Tyr Ser Trp Ala Phe Ala Pro Arg Gly Trp Tyr  
                165                 170                 175      
 
 
Tyr Asn Arg Lys Asp Gly Tyr Trp Leu Gln Tyr Ile Lys Lys Asn Asp  
            180                 185                 190          
 
 
Tyr Gln Tyr Trp Thr Lys Met Pro Thr Ala Ser Ser Ala Ala Thr Met  
        195                 200                 205              
 
 
Tyr Arg His Leu Leu Pro Leu Leu Val Ala Cys Leu Met Gly Gly Arg  



    210                 215                 220                  
 
 
Ile Ser Val Trp Phe Val Ala Met Leu Leu Ser Leu Gln Val Glu Ala  
225                 230                 235                 240  
 
 
Ser Glu Val Gly Thr Lys Gln Leu Ala Val Thr Leu Thr Leu Trp Lys  
                245                 250                 255      
 
 
Met Asp Trp Thr Glu Leu Leu Phe Tyr Ile Val Leu Met Leu Ala Val  
            260                 265                 270          
 
 
Lys Glu Glu Leu Ile Lys Lys Ile Val Thr Ala Ser Leu Val Ala Leu  
        275                 280                 285              
 
 
Lys Asn Ser Pro Val Ala Leu Ser Phe Leu Ile Val Leu Arg Leu Val  
    290                 295                 300                  
 
 
Gly Gly Ser Glu Ala Leu Pro Val Gly Leu Leu Leu Glu Lys Met Cys  
305                 310                 315                 320  
 
 
Ile Asp Gln Pro Glu Phe Gly Thr Pro Phe Leu Ile Tyr Leu Trp Asp  
                325                 330                 335      
 
 
Asn Trp Lys Trp Thr Val Leu Val Ser Phe Ser Ala Leu Asn His Glu  
            340                 345                 350          
 
 
Lys Thr Ile Lys Leu Ala Arg Lys Leu Leu Leu Ala Thr His Ile Thr  
        355                 360                 365              
 
 
Ala Leu Thr Leu  
    370          
 
 
<210>  13 
<211>  2802 
<212>  ДНК 
<213>  пестивирус типа 2 
 
<400>  13 
actggcttga gtgattcaat cttctatatg atgcttataa caacaaattt gttaataaag       60 
 
acattcatat acttgctggg ggctagtatg aattgggtcg agagagaaaa aaagaaattg      120 
 
ctagtgaaga ggagactaat atacaagaaa gccgttactt gcagtcagga tgagaatgta      180 
 
ttggagaata aattcaacaa gataactgta aacgcggatt tcaccccatg caagcttgaa      240 
 
cttctacaat tacttagggc ttttttagtc tctttgtgtt tttcctacta caaacctctc      300 
 
ctgtatgcag agactacctt aactgtaata gtaattggcg tacaagagta caacgtagcc      360 
 
atggcccgcg ggcgaagtgt ggtccacagg ctactagcca tggcctatta catatacggc      420 
 
cgcatacagg gtgacatgtt ccagctcgcc actatccagt gcctgctgtc gagtccgagg      480 



 
aaaattatga aacacatggt agagaatcca actctcaaga agctctggca aggcgaaaca      540 
 
gaactcttca accagggtgt tagtcaatcc aagatagtga atccaaagaa aattgggctg      600 
 
gaagaattac acaagggcat gtgtggcctc ccaacagtag tgcaaaattt ggtcatatat      660 
 
gcaaagaaga atgactctct tattttagga gagctgggtt acccccctgg ggatctcacc      720 
 
agtgatgggt gggaaatttt aggtcctggc agaatcccaa agatcactaa cgtcgagtct      780 
 
gctaagatgg acttactctc caaacttatg acctttctgg ggattgaaag ctcgagggtc      840 
 
cccaggaccc cagtccactc aacaaggaaa ttattgaaga tagtaagggg cttggaaaca      900 
 
ggatgggggt acactcacgc aggggggata agtagcgcaa aacacgttac aggtgaaaag      960 
 
aacttaatga cccacatgga gggtaggaag ggaaaatata tcctacaatc tcaagaacat     1020 
 
ggtgctgacg aggtagagta cggagtaaaa actgatcaaa aagctcccga caatgcctta     1080 
 
tgctactgtt ttaaccctga agctacaaac ataaaaggag agacgggagc catggtgttc     1140 
 
atgaagaaga taggaaaaaa gtggactctc gtaacatcag acggcaataa agcctattat     1200 
 
aatgtaaaca atttgaaagg gtggtctgga ctaccaataa tgctgcactc caccggggcc     1260 
 
atagtgggga ggattaaatc agcgtattca gatgaaaacg acctggtgga ggaacttatt     1320 
 
gactctagaa ctattagtaa gagcaatgag acaaacctgg accaccttat caaggaattg     1380 
 
gcagacatgc ggagggggga gttccgctca attacccttg gaacgggagc cgggaaaacc     1440 
 
acagaactgc ctaggcaata cctcacaaca gtaggtgccc ataaatccgt gctggtctta     1500 
 
gtccccttaa aagcacctgc tgaaagtgtt tgccgcttta tgaggtctaa ataccctacc     1560 
 
atcaactttt ccttaagagt gggggaacgg aaagagggag atgtgagcag cggcatcacc     1620 
 
tacgctactt acggattttg ctgccagcta aacctagtcc aacttaaaga atggatatcc     1680 
 
aggtactcaa tggttttttt tgatgaatat cacacagcaa ctccagaaca aatagccata     1740 
 
ataagcaaga ttcatgcact gaaagttaag accaggatag tggctatgtc agcaaccccc     1800 
 
ccgggtaccg tgacgactga aggcaggaag tttgacattg aagaggtagg ggttgctacc     1860 
 
atagagaaag gagaggaacc aaaaaggggg cgcatagcgg tcgctggtat gcaggtccca     1920 
 
ttagaagact taacaggaaa gaactgcctg gtgttcgtgg caaccaaaga agccgcggag     1980 
 
acggaggcta aagaactgcg caccagagga attaacgcca cctactacta ttcaggtata     2040 
 
gaccctaaga ctctggaaca tgggatgacc aatcagccat actgtattgt agctaccaat     2100 
 
gccattgaat caggtataac ctgtcctgac ttggatgtgg tcatagacac catgcagaag     2160 
 
tacgaaaaag tagtgaattt ctcggcaaag atgcccttga ttgtcacttc attagtaaag     2220 
 
aaaaaaatca ccagggaaga acagggccag aggaaaggtc gagtgggcag gcaaaagaaa     2280 
 
ggaaaatact actacccctc gggggtggta ccgaatgggt caaaagacct aagctattta     2340 
 
atcctacagg cccaagaata tggtgtcttg gaacaagtca atataacaga gtacttcatc     2400 



 
ataatgaatg aggactgggg tctctatgac gtagatgaag tagaagtgag aatacttgag     2460 
 
agaatgaaca aggaaatctt gctaccacta ggtattgtgg agaagcaaat cttggaaaga     2520 
 
agtactcacc cggaaaaagt ggcactgttg tataacaaat tagtgcagaa aaatcctata     2580 
 
gtatacccta gagtacagga aggtgaggtc agcaaggaat acaataccta taatctggcc     2640 
 
gtatatgaca agctaaaaga tgtcaaccca caagccattt atgttctagc agaagaggag     2700 
 
agagccacag aaatgatggg tctcgagttt gaacaagacc catctgactt acaggattcg     2760 
 
gtagttcagc tttgtgaaga tatcaagagg tatacaaaac tc                        2802 
 
 
<210>  14 
<211>  934 
<212>  БЕЛОК 
<213>  пестивирус типа 2 
 
<400>  14 
 
Thr Gly Leu Ser Asp Ser Ile Phe Tyr Met Met Leu Ile Thr Thr Asn  
1               5                   10                  15       
 
 
Leu Leu Ile Lys Thr Phe Ile Tyr Leu Leu Gly Ala Ser Met Asn Trp  
            20                  25                  30           
 
 
Val Glu Arg Glu Lys Lys Lys Leu Leu Val Lys Arg Arg Leu Ile Tyr  
        35                  40                  45               
 
 
Lys Lys Ala Val Thr Cys Ser Gln Asp Glu Asn Val Leu Glu Asn Lys  
    50                  55                  60                   
 
 
Phe Asn Lys Ile Thr Val Asn Ala Asp Phe Thr Pro Cys Lys Leu Glu  
65                  70                  75                  80   
 
 
Leu Leu Gln Leu Leu Arg Ala Phe Leu Val Ser Leu Cys Phe Ser Tyr  
                85                  90                  95       
 
 
Tyr Lys Pro Leu Leu Tyr Ala Glu Thr Thr Leu Thr Val Ile Val Ile  
            100                 105                 110          
 
 
Gly Val Gln Glu Tyr Asn Val Ala Met Ala Arg Gly Arg Ser Val Val  
        115                 120                 125              
 
 
His Arg Leu Leu Ala Met Ala Tyr Tyr Ile Tyr Gly Arg Ile Gln Gly  
    130                 135                 140                  
 
 
Asp Met Phe Gln Leu Ala Thr Ile Gln Cys Leu Leu Ser Ser Pro Arg  
145                 150                 155                 160  
 
 
Lys Ile Met Lys His Met Val Glu Asn Pro Thr Leu Lys Lys Leu Trp  



                165                 170                 175      
 
 
Gln Gly Glu Thr Glu Leu Phe Asn Gln Gly Val Ser Gln Ser Lys Ile  
            180                 185                 190          
 
 
Val Asn Pro Lys Lys Ile Gly Leu Glu Glu Leu His Lys Gly Met Cys  
        195                 200                 205              
 
 
Gly Leu Pro Thr Val Val Gln Asn Leu Val Ile Tyr Ala Lys Lys Asn  
    210                 215                 220                  
 
 
Asp Ser Leu Ile Leu Gly Glu Leu Gly Tyr Pro Pro Gly Asp Leu Thr  
225                 230                 235                 240  
 
 
Ser Asp Gly Trp Glu Ile Leu Gly Pro Gly Arg Ile Pro Lys Ile Thr  
                245                 250                 255      
 
 
Asn Val Glu Ser Ala Lys Met Asp Leu Leu Ser Lys Leu Met Thr Phe  
            260                 265                 270          
 
 
Leu Gly Ile Glu Ser Ser Arg Val Pro Arg Thr Pro Val His Ser Thr  
        275                 280                 285              
 
 
Arg Lys Leu Leu Lys Ile Val Arg Gly Leu Glu Thr Gly Trp Gly Tyr  
    290                 295                 300                  
 
 
Thr His Ala Gly Gly Ile Ser Ser Ala Lys His Val Thr Gly Glu Lys  
305                 310                 315                 320  
 
 
Asn Leu Met Thr His Met Glu Gly Arg Lys Gly Lys Tyr Ile Leu Gln  
                325                 330                 335      
 
 
Ser Gln Glu His Gly Ala Asp Glu Val Glu Tyr Gly Val Lys Thr Asp  
            340                 345                 350          
 
 
Gln Lys Ala Pro Asp Asn Ala Leu Cys Tyr Cys Phe Asn Pro Glu Ala  
        355                 360                 365              
 
 
Thr Asn Ile Lys Gly Glu Thr Gly Ala Met Val Phe Met Lys Lys Ile  
    370                 375                 380                  
 
 
Gly Lys Lys Trp Thr Leu Val Thr Ser Asp Gly Asn Lys Ala Tyr Tyr  
385                 390                 395                 400  
 
 
Asn Val Asn Asn Leu Lys Gly Trp Ser Gly Leu Pro Ile Met Leu His  
                405                 410                 415      
 
 
Ser Thr Gly Ala Ile Val Gly Arg Ile Lys Ser Ala Tyr Ser Asp Glu  



            420                 425                 430          
 
 
Asn Asp Leu Val Glu Glu Leu Ile Asp Ser Arg Thr Ile Ser Lys Ser  
        435                 440                 445              
 
 
Asn Glu Thr Asn Leu Asp His Leu Ile Lys Glu Leu Ala Asp Met Arg  
    450                 455                 460                  
 
 
Arg Gly Glu Phe Arg Ser Ile Thr Leu Gly Thr Gly Ala Gly Lys Thr  
465                 470                 475                 480  
 
 
Thr Glu Leu Pro Arg Gln Tyr Leu Thr Thr Val Gly Ala His Lys Ser  
                485                 490                 495      
 
 
Val Leu Val Leu Val Pro Leu Lys Ala Pro Ala Glu Ser Val Cys Arg  
            500                 505                 510          
 
 
Phe Met Arg Ser Lys Tyr Pro Thr Ile Asn Phe Ser Leu Arg Val Gly  
        515                 520                 525              
 
 
Glu Arg Lys Glu Gly Asp Val Ser Ser Gly Ile Thr Tyr Ala Thr Tyr  
    530                 535                 540                  
 
 
Gly Phe Cys Cys Gln Leu Asn Leu Val Gln Leu Lys Glu Trp Ile Ser  
545                 550                 555                 560  
 
 
Arg Tyr Ser Met Val Phe Phe Asp Glu Tyr His Thr Ala Thr Pro Glu  
                565                 570                 575      
 
 
Gln Ile Ala Ile Ile Ser Lys Ile His Ala Leu Lys Val Lys Thr Arg  
            580                 585                 590          
 
 
Ile Val Ala Met Ser Ala Thr Pro Pro Gly Thr Val Thr Thr Glu Gly  
        595                 600                 605              
 
 
Arg Lys Phe Asp Ile Glu Glu Val Gly Val Ala Thr Ile Glu Lys Gly  
    610                 615                 620                  
 
 
Glu Glu Pro Lys Arg Gly Arg Ile Ala Val Ala Gly Met Gln Val Pro  
625                 630                 635                 640  
 
 
Leu Glu Asp Leu Thr Gly Lys Asn Cys Leu Val Phe Val Ala Thr Lys  
                645                 650                 655      
 
 
Glu Ala Ala Glu Thr Glu Ala Lys Glu Leu Arg Thr Arg Gly Ile Asn  
            660                 665                 670          
 
 
Ala Thr Tyr Tyr Tyr Ser Gly Ile Asp Pro Lys Thr Leu Glu His Gly  



        675                 680                 685              
 
 
Met Thr Asn Gln Pro Tyr Cys Ile Val Ala Thr Asn Ala Ile Glu Ser  
    690                 695                 700                  
 
 
Gly Ile Thr Cys Pro Asp Leu Asp Val Val Ile Asp Thr Met Gln Lys  
705                 710                 715                 720  
 
 
Tyr Glu Lys Val Val Asn Phe Ser Ala Lys Met Pro Leu Ile Val Thr  
                725                 730                 735      
 
 
Ser Leu Val Lys Lys Lys Ile Thr Arg Glu Glu Gln Gly Gln Arg Lys  
            740                 745                 750          
 
 
Gly Arg Val Gly Arg Gln Lys Lys Gly Lys Tyr Tyr Tyr Pro Ser Gly  
        755                 760                 765              
 
 
Val Val Pro Asn Gly Ser Lys Asp Leu Ser Tyr Leu Ile Leu Gln Ala  
    770                 775                 780                  
 
 
Gln Glu Tyr Gly Val Leu Glu Gln Val Asn Ile Thr Glu Tyr Phe Ile  
785                 790                 795                 800  
 
 
Ile Met Asn Glu Asp Trp Gly Leu Tyr Asp Val Asp Glu Val Glu Val  
                805                 810                 815      
 
 
Arg Ile Leu Glu Arg Met Asn Lys Glu Ile Leu Leu Pro Leu Gly Ile  
            820                 825                 830          
 
 
Val Glu Lys Gln Ile Leu Glu Arg Ser Thr His Pro Glu Lys Val Ala  
        835                 840                 845              
 
 
Leu Leu Tyr Asn Lys Leu Val Gln Lys Asn Pro Ile Val Tyr Pro Arg  
    850                 855                 860                  
 
 
Val Gln Glu Gly Glu Val Ser Lys Glu Tyr Asn Thr Tyr Asn Leu Ala  
865                 870                 875                 880  
 
 
Val Tyr Asp Lys Leu Lys Asp Val Asn Pro Gln Ala Ile Tyr Val Leu  
                885                 890                 895      
 
 
Ala Glu Glu Glu Arg Ala Thr Glu Met Met Gly Leu Glu Phe Glu Gln  
            900                 905                 910          
 
 
Asp Pro Ser Asp Leu Gln Asp Ser Val Val Gln Leu Cys Glu Asp Ile  
        915                 920                 925              
 
 
Lys Arg Tyr Thr Lys Leu  



    930                  
 
 
<210>  15 
<211>  2061 
<212>  ДНК 
<213>  пестивирус типа 2 
 
<400>  15 
ggtcctggca gaatcccaaa gatcactaac gtcgagtctg ctaagatgga cttactctcc       60 
 
aaacttatga cctttctggg gattgaaagc tcgagggtcc ccaggacccc agtccactca      120 
 
acaaggaaat tattgaagat agtaaggggc ttggaaacag gatgggggta cactcacgca      180 
 
ggggggataa gtagcgcaaa acacgttaca ggtgaaaaga acttaatgac ccacatggag      240 
 
ggtaggaagg gaaaatatat cctacaatct caagaacatg gtgctgacga ggtagagtac      300 
 
ggagtaaaaa ctgatcaaaa agctcccgac aatgccttat gctactgttt taaccctgaa      360 
 
gctacaaaca taaaaggaga gacgggagcc atggtgttca tgaagaagat aggaaaaaag      420 
 
tggactctcg taacatcaga cggcaataaa gcctattata atgtaaacaa tttgaaaggg      480 
 
tggtctggac taccaataat gctgcactcc accggggcca tagtggggag gattaaatca      540 
 
gcgtattcag atgaaaacga cctggtggag gaacttattg actctagaac tattagtaag      600 
 
agcaatgaga caaacctgga ccaccttatc aaggaattgg cagacatgcg gaggggggag      660 
 
ttccgctcaa ttacccttgg aacgggagcc gggaaaacca cagaactgcc taggcaatac      720 
 
ctcacaacag taggtgccca taaatccgtg ctggtcttag tccccttaaa agcacctgct      780 
 
gaaagtgttt gccgctttat gaggtctaaa taccctacca tcaacttttc cttaagagtg      840 
 
ggggaacgga aagagggaga tgtgagcagc ggcatcacct acgctactta cggattttgc      900 
 
tgccagctaa acctagtcca acttaaagaa tggatatcca ggtactcaat ggtttttttt      960 
 
gatgaatatc acacagcaac tccagaacaa atagccataa taagcaagat tcatgcactg     1020 
 
aaagttaaga ccaggatagt ggctatgtca gcaacccccc cgggtaccgt gacgactgaa     1080 
 
ggcaggaagt ttgacattga agaggtaggg gttgctacca tagagaaagg agaggaacca     1140 
 
aaaagggggc gcatagcggt cgctggtatg caggtcccat tagaagactt aacaggaaag     1200 
 
aactgcctgg tgttcgtggc aaccaaagaa gccgcggaga cggaggctaa agaactgcgc     1260 
 
accagaggaa ttaacgccac ctactactat tcaggtatag accctaagac tctggaacat     1320 
 
gggatgacca atcagccata ctgtattgta gctaccaatg ccattgaatc aggtataacc     1380 
 
tgtcctgact tggatgtggt catagacacc atgcagaagt acgaaaaagt agtgaatttc     1440 
 
tcggcaaaga tgcccttgat tgtcacttca ttagtaaaga aaaaaatcac cagggaagaa     1500 
 
cagggccaga ggaaaggtcg agtgggcagg caaaagaaag gaaaatacta ctacccctcg     1560 
 
ggggtggtac cgaatgggtc aaaagaccta agctatttaa tcctacaggc ccaagaatat     1620 
 
ggtgtcttgg aacaagtcaa tataacagag tacttcatca taatgaatga ggactggggt     1680 



 
ctctatgacg tagatgaagt agaagtgaga atacttgaga gaatgaacaa ggaaatcttg     1740 
 
ctaccactag gtattgtgga gaagcaaatc ttggaaagaa gtactcaccc ggaaaaagtg     1800 
 
gcactgttgt ataacaaatt agtgcagaaa aatcctatag tataccctag agtacaggaa     1860 
 
ggtgaggtca gcaaggaata caatacctat aatctggccg tatatgacaa gctaaaagat     1920 
 
gtcaacccac aagccattta tgttctagca gaagaggaga gagccacaga aatgatgggt     1980 
 
ctcgagtttg aacaagaccc atctgactta caggattcgg tagttcagct ttgtgaagat     2040 
 
atcaagaggt atacaaaact c                                               2061 
 
 
<210>  16 
<211>  687 
<212>  БЕЛОК 
<213>  пестивирус типа 2 
 
<400>  16 
 
Gly Pro Gly Arg Ile Pro Lys Ile Thr Asn Val Glu Ser Ala Lys Met  
1               5                   10                  15       
 
 
Asp Leu Leu Ser Lys Leu Met Thr Phe Leu Gly Ile Glu Ser Ser Arg  
            20                  25                  30           
 
 
Val Pro Arg Thr Pro Val His Ser Thr Arg Lys Leu Leu Lys Ile Val  
        35                  40                  45               
 
 
Arg Gly Leu Glu Thr Gly Trp Gly Tyr Thr His Ala Gly Gly Ile Ser  
    50                  55                  60                   
 
 
Ser Ala Lys His Val Thr Gly Glu Lys Asn Leu Met Thr His Met Glu  
65                  70                  75                  80   
 
 
Gly Arg Lys Gly Lys Tyr Ile Leu Gln Ser Gln Glu His Gly Ala Asp  
                85                  90                  95       
 
 
Glu Val Glu Tyr Gly Val Lys Thr Asp Gln Lys Ala Pro Asp Asn Ala  
            100                 105                 110          
 
 
Leu Cys Tyr Cys Phe Asn Pro Glu Ala Thr Asn Ile Lys Gly Glu Thr  
        115                 120                 125              
 
 
Gly Ala Met Val Phe Met Lys Lys Ile Gly Lys Lys Trp Thr Leu Val  
    130                 135                 140                  
 
 
Thr Ser Asp Gly Asn Lys Ala Tyr Tyr Asn Val Asn Asn Leu Lys Gly  
145                 150                 155                 160  
 
 
Trp Ser Gly Leu Pro Ile Met Leu His Ser Thr Gly Ala Ile Val Gly  



                165                 170                 175      
 
 
Arg Ile Lys Ser Ala Tyr Ser Asp Glu Asn Asp Leu Val Glu Glu Leu  
            180                 185                 190          
 
 
Ile Asp Ser Arg Thr Ile Ser Lys Ser Asn Glu Thr Asn Leu Asp His  
        195                 200                 205              
 
 
Leu Ile Lys Glu Leu Ala Asp Met Arg Arg Gly Glu Phe Arg Ser Ile  
    210                 215                 220                  
 
 
Thr Leu Gly Thr Gly Ala Gly Lys Thr Thr Glu Leu Pro Arg Gln Tyr  
225                 230                 235                 240  
 
 
Leu Thr Thr Val Gly Ala His Lys Ser Val Leu Val Leu Val Pro Leu  
                245                 250                 255      
 
 
Lys Ala Pro Ala Glu Ser Val Cys Arg Phe Met Arg Ser Lys Tyr Pro  
            260                 265                 270          
 
 
Thr Ile Asn Phe Ser Leu Arg Val Gly Glu Arg Lys Glu Gly Asp Val  
        275                 280                 285              
 
 
Ser Ser Gly Ile Thr Tyr Ala Thr Tyr Gly Phe Cys Cys Gln Leu Asn  
    290                 295                 300                  
 
 
Leu Val Gln Leu Lys Glu Trp Ile Ser Arg Tyr Ser Met Val Phe Phe  
305                 310                 315                 320  
 
 
Asp Glu Tyr His Thr Ala Thr Pro Glu Gln Ile Ala Ile Ile Ser Lys  
                325                 330                 335      
 
 
Ile His Ala Leu Lys Val Lys Thr Arg Ile Val Ala Met Ser Ala Thr  
            340                 345                 350          
 
 
Pro Pro Gly Thr Val Thr Thr Glu Gly Arg Lys Phe Asp Ile Glu Glu  
        355                 360                 365              
 
 
Val Gly Val Ala Thr Ile Glu Lys Gly Glu Glu Pro Lys Arg Gly Arg  
    370                 375                 380                  
 
 
Ile Ala Val Ala Gly Met Gln Val Pro Leu Glu Asp Leu Thr Gly Lys  
385                 390                 395                 400  
 
 
Asn Cys Leu Val Phe Val Ala Thr Lys Glu Ala Ala Glu Thr Glu Ala  
                405                 410                 415      
 
 
Lys Glu Leu Arg Thr Arg Gly Ile Asn Ala Thr Tyr Tyr Tyr Ser Gly  



            420                 425                 430          
 
 
Ile Asp Pro Lys Thr Leu Glu His Gly Met Thr Asn Gln Pro Tyr Cys  
        435                 440                 445              
 
 
Ile Val Ala Thr Asn Ala Ile Glu Ser Gly Ile Thr Cys Pro Asp Leu  
    450                 455                 460                  
 
 
Asp Val Val Ile Asp Thr Met Gln Lys Tyr Glu Lys Val Val Asn Phe  
465                 470                 475                 480  
 
 
Ser Ala Lys Met Pro Leu Ile Val Thr Ser Leu Val Lys Lys Lys Ile  
                485                 490                 495      
 
 
Thr Arg Glu Glu Gln Gly Gln Arg Lys Gly Arg Val Gly Arg Gln Lys  
            500                 505                 510          
 
 
Lys Gly Lys Tyr Tyr Tyr Pro Ser Gly Val Val Pro Asn Gly Ser Lys  
        515                 520                 525              
 
 
Asp Leu Ser Tyr Leu Ile Leu Gln Ala Gln Glu Tyr Gly Val Leu Glu  
    530                 535                 540                  
 
 
Gln Val Asn Ile Thr Glu Tyr Phe Ile Ile Met Asn Glu Asp Trp Gly  
545                 550                 555                 560  
 
 
Leu Tyr Asp Val Asp Glu Val Glu Val Arg Ile Leu Glu Arg Met Asn  
                565                 570                 575      
 
 
Lys Glu Ile Leu Leu Pro Leu Gly Ile Val Glu Lys Gln Ile Leu Glu  
            580                 585                 590          
 
 
Arg Ser Thr His Pro Glu Lys Val Ala Leu Leu Tyr Asn Lys Leu Val  
        595                 600                 605              
 
 
Gln Lys Asn Pro Ile Val Tyr Pro Arg Val Gln Glu Gly Glu Val Ser  
    610                 615                 620                  
 
 
Lys Glu Tyr Asn Thr Tyr Asn Leu Ala Val Tyr Asp Lys Leu Lys Asp  
625                 630                 635                 640  
 
 
Val Asn Pro Gln Ala Ile Tyr Val Leu Ala Glu Glu Glu Arg Ala Thr  
                645                 650                 655      
 
 
Glu Met Met Gly Leu Glu Phe Glu Gln Asp Pro Ser Asp Leu Gln Asp  
            660                 665                 670          
 
 
Ser Val Val Gln Leu Cys Glu Asp Ile Lys Arg Tyr Thr Lys Leu  



        675                 680                 685          
 
 
<210>  17 
<211>  201 
<212>  ДНК 
<213>  пестивирус типа 2 
 
<400>  17 
tctgggatca ctgagaaact gctagtaggt acgatggtgg ggtatattgg atacaaagcc       60 
 
ttaaccagaa accacgtgcc ctgggtcagc aaagagtatt gttatgagct gaccgattca      120 
 
ccggatactt acgaaaactc attcgcacct ttggacgtcg acgtccaaaa ctccggtgaa      180 
 
ggaaaacacc cagagcaact g                                                201 
 
 
<210>  18 
<211>  67 
<212>  БЕЛОК 
<213>  пестивирус типа 2 
 
<400>  18 
 
Ser Gly Ile Thr Glu Lys Leu Leu Val Gly Thr Met Val Gly Tyr Ile  
1               5                   10                  15       
 
 
Gly Tyr Lys Ala Leu Thr Arg Asn His Val Pro Trp Val Ser Lys Glu  
            20                  25                  30           
 
 
Tyr Cys Tyr Glu Leu Thr Asp Ser Pro Asp Thr Tyr Glu Asn Ser Phe  
        35                  40                  45               
 
 
Ala Pro Leu Asp Val Asp Val Gln Asn Ser Gly Glu Gly Lys His Pro  
    50                  55                  60                   
 
 
Glu Gln Leu  
65           
 
 
<210>  19 
<211>  2433 
<212>  ДНК 
<213>  пестивирус типа 2 
 
<400>  19 
gcagaccatc aattgaggca actactggag actgggagag acaaggcaat tgatttccta       60 
 
aaaggaatcc gcgagttcac tagtggggcc ataaacagtc caaaggcact aagtatatgg      120 
 
gagaaaatat atcagtattt gaagaagcat cagggcgaga tcatctcatc agcagcgtgg      180 
 
ggcagtgcga cggcccttca cgacagtatt aaatctagac taggagatga ggtcgctact      240 
 
gcagtaataa tcctcaagta tttagcattt ggtgaaagag aactgtctgg gctaactagg      300 
 
caagttctaa ttgacatcat agtatattat atagttaaca agccccggtt cgaaggagac      360 
 
gactacgcaa agagaaaagg aagaaggcta gtcatcgaag tcctgatggg ggcactggcg      420 



 
acttatgcgg tgtccaattt ttggggtgtg tccattaata agatactgca accaatttct      480 
 
gattatctac cctatgccac cgccactttg gcttttcttc gcccaacctt catggaatca      540 
 
gcagtggtgg tcgcttcctc tatctataga gcttttctct ccattaagca tgcggaaaac      600 
 
aggagtcttg tcacgcaggt cgcttctgcc gccctcgaag tcatgggcct gaccccagta      660 
 
tcggctggcc taggcgtctt gctggggctt gggttgtgtg tgctccatat gaacattgac      720 
 
aagaatgagg agaaaaggac acttatactg aaaatgtttg tcaaaaactt tatagaccag      780 
 
gcggcactag acgagttgga taaactggag ccagaaaaaa taatcctctc attgttggag      840 
 
ggtatccaaa cctgcacaaa cccgattaga gcaatcatga ttttgtacag ggtgtactac      900 
 
aagggagaaa ctttcacaga agctttgtct aagatggccg gcaagtctct cattgtgatg      960 
 
gtcatagtcg agttcctgga attgacaggc caaacccaag gagggtatat agatcttagt     1020 
 
gctaatttgc tgacctttct cctcgagaaa ctaaaaaaaa tgactaacct cgccatcggg     1080 
 
gaagctagaa aggtcttgct ccccatccca tacttgtact gtgaaacctg gcagtctgac     1140 
 
gccagaatca aggcccctga atcctacgac caagtggtag tggaatgcaa atgtggcgct     1200 
 
tcagcgaggt attccttccg cgatggagtt catgagatat tggaagaaaa aaggactaat     1260 
 
tggtgcaaga acttcttctt atggggaccc aacttccaca atccggatcc aaaaaggatg     1320 
 
acattctatg aatacggcca agcaaaaaag tgtcctgtta tcataattgg tgaagacata     1380 
 
accttcggca aatatggcat atatatcaaa tttggccata ggcctgatgg agggaggtta     1440 
 
ataaggggta ccacccacgc tactatcagt agggaggaat tgctggaaat cctaacagcc     1500 
 
ccaagccaag tggccatagg caaggtcaag ctaaccgatt actgtaatca aaaaggaata     1560 
 
atagacagga aattggccgt acttgaaggt gacaaaatac atttttggaa agcacaccgt     1620 
 
ggatccaaaa tcacagacca actcactatt gagaatctga cagatgattt ggggtcagaa     1680 
 
atcagggaca tcacatggga gctgtacaca ggtggaacgt gcaccgtaaa aggggtgtcc     1740 
 
cttagatcat gcgcaccagg tcatagaact aaggctatgg tcttgtgtga ttgcactgat     1800 
 
gtgcttagcc cctgttacct aataaacggc aggagaccat ccccatttga cgtcgcggaa     1860 
 
ggttatgaat gtcaccaccg gaagccccga gcgacgtatg aagacctaga aatggaggaa     1920 
 
atactaaaga gacgagtccc tgtctacgat cctctgtgtt tgtttgacac tgatagtaaa     1980 
 
ctgctacctc ccgacaccta ctacttggaa gaagatcaag aggactttga gtacgcattg     2040 
 
agatgctggg gcctcggggt ttatgtagca gacgggcctg tcacttcccc cccggacata     2100 
 
agaatacacc atagttcggt attactactg ctgacacctg gagtaaactc agagttgccc     2160 
 
ttacagtaca tacgttgtta ccctcatcag gcagaggtgg acatctacat taggagtcag     2220 
 
cttttggagg aggaagacac tgctacggag gtggaaggct cccaggaaga tggtgatgaa     2280 
 
gggatgggcg atgcggtaat agaggatgag gatacatcgt ccacaacaga atcaataccc     2340 



 
ccactagaag aggaggaagg gggcgaagag ccaatcacct atgtggtcat aaggggatta     2400 
 
caagaagaaa gatacgccag ccatcttaaa cta                                  2433 
 
 
<210>  20 
<211>  811 
<212>  БЕЛОК 
<213>  пестивирус типа 2 
 
<400>  20 
 
Ala Asp His Gln Leu Arg Gln Leu Leu Glu Thr Gly Arg Asp Lys Ala  
1               5                   10                  15       
 
 
Ile Asp Phe Leu Lys Gly Ile Arg Glu Phe Thr Ser Gly Ala Ile Asn  
            20                  25                  30           
 
 
Ser Pro Lys Ala Leu Ser Ile Trp Glu Lys Ile Tyr Gln Tyr Leu Lys  
        35                  40                  45               
 
 
Lys His Gln Gly Glu Ile Ile Ser Ser Ala Ala Trp Gly Ser Ala Thr  
    50                  55                  60                   
 
 
Ala Leu His Asp Ser Ile Lys Ser Arg Leu Gly Asp Glu Val Ala Thr  
65                  70                  75                  80   
 
 
Ala Val Ile Ile Leu Lys Tyr Leu Ala Phe Gly Glu Arg Glu Leu Ser  
                85                  90                  95       
 
 
Gly Leu Thr Arg Gln Val Leu Ile Asp Ile Ile Val Tyr Tyr Ile Val  
            100                 105                 110          
 
 
Asn Lys Pro Arg Phe Glu Gly Asp Asp Tyr Ala Lys Arg Lys Gly Arg  
        115                 120                 125              
 
 
Arg Leu Val Ile Glu Val Leu Met Gly Ala Leu Ala Thr Tyr Ala Val  
    130                 135                 140                  
 
 
Ser Asn Phe Trp Gly Val Ser Ile Asn Lys Ile Leu Gln Pro Ile Ser  
145                 150                 155                 160  
 
 
Asp Tyr Leu Pro Tyr Ala Thr Ala Thr Leu Ala Phe Leu Arg Pro Thr  
                165                 170                 175      
 
 
Phe Met Glu Ser Ala Val Val Val Ala Ser Ser Ile Tyr Arg Ala Phe  
            180                 185                 190          
 
 
Leu Ser Ile Lys His Ala Glu Asn Arg Ser Leu Val Thr Gln Val Ala  
        195                 200                 205              
 



 
Ser Ala Ala Leu Glu Val Met Gly Leu Thr Pro Val Ser Ala Gly Leu  
    210                 215                 220                  
 
 
Gly Val Leu Leu Gly Leu Gly Leu Cys Val Leu His Met Asn Ile Asp  
225                 230                 235                 240  
 
 
Lys Asn Glu Glu Lys Arg Thr Leu Ile Leu Lys Met Phe Val Lys Asn  
                245                 250                 255      
 
 
Phe Ile Asp Gln Ala Ala Leu Asp Glu Leu Asp Lys Leu Glu Pro Glu  
            260                 265                 270          
 
 
Lys Ile Ile Leu Ser Leu Leu Glu Gly Ile Gln Thr Cys Thr Asn Pro  
        275                 280                 285              
 
 
Ile Arg Ala Ile Met Ile Leu Tyr Arg Val Tyr Tyr Lys Gly Glu Thr  
    290                 295                 300                  
 
 
Phe Thr Glu Ala Leu Ser Lys Met Ala Gly Lys Ser Leu Ile Val Met  
305                 310                 315                 320  
 
 
Val Ile Val Glu Phe Leu Glu Leu Thr Gly Gln Thr Gln Gly Gly Tyr  
                325                 330                 335      
 
 
Ile Asp Leu Ser Ala Asn Leu Leu Thr Phe Leu Leu Glu Lys Leu Lys  
            340                 345                 350          
 
 
Lys Met Thr Asn Leu Ala Ile Gly Glu Ala Arg Lys Val Leu Leu Pro  
        355                 360                 365              
 
 
Ile Pro Tyr Leu Tyr Cys Glu Thr Trp Gln Ser Asp Ala Arg Ile Lys  
    370                 375                 380                  
 
 
Ala Pro Glu Ser Tyr Asp Gln Val Val Val Glu Cys Lys Cys Gly Ala  
385                 390                 395                 400  
 
 
Ser Ala Arg Tyr Ser Phe Arg Asp Gly Val His Glu Ile Leu Glu Glu  
                405                 410                 415      
 
 
Lys Arg Thr Asn Trp Cys Lys Asn Phe Phe Leu Trp Gly Pro Asn Phe  
            420                 425                 430          
 
 
His Asn Pro Asp Pro Lys Arg Met Thr Phe Tyr Glu Tyr Gly Gln Ala  
        435                 440                 445              
 
 
Lys Lys Cys Pro Val Ile Ile Ile Gly Glu Asp Ile Thr Phe Gly Lys  
    450                 455                 460                  
 



 
Tyr Gly Ile Tyr Ile Lys Phe Gly His Arg Pro Asp Gly Gly Arg Leu  
465                 470                 475                 480  
 
 
Ile Arg Gly Thr Thr His Ala Thr Ile Ser Arg Glu Glu Leu Leu Glu  
                485                 490                 495      
 
 
Ile Leu Thr Ala Pro Ser Gln Val Ala Ile Gly Lys Val Lys Leu Thr  
            500                 505                 510          
 
 
Asp Tyr Cys Asn Gln Lys Gly Ile Ile Asp Arg Lys Leu Ala Val Leu  
        515                 520                 525              
 
 
Glu Gly Asp Lys Ile His Phe Trp Lys Ala His Arg Gly Ser Lys Ile  
    530                 535                 540                  
 
 
Thr Asp Gln Leu Thr Ile Glu Asn Leu Thr Asp Asp Leu Gly Ser Glu  
545                 550                 555                 560  
 
 
Ile Arg Asp Ile Thr Trp Glu Leu Tyr Thr Gly Gly Thr Cys Thr Val  
                565                 570                 575      
 
 
Lys Gly Val Ser Leu Arg Ser Cys Ala Pro Gly His Arg Thr Lys Ala  
            580                 585                 590          
 
 
Met Val Leu Cys Asp Cys Thr Asp Val Leu Ser Pro Cys Tyr Leu Ile  
        595                 600                 605              
 
 
Asn Gly Arg Arg Pro Ser Pro Phe Asp Val Ala Glu Gly Tyr Glu Cys  
    610                 615                 620                  
 
 
His His Arg Lys Pro Arg Ala Thr Tyr Glu Asp Leu Glu Met Glu Glu  
625                 630                 635                 640  
 
 
Ile Leu Lys Arg Arg Val Pro Val Tyr Asp Pro Leu Cys Leu Phe Asp  
                645                 650                 655      
 
 
Thr Asp Ser Lys Leu Leu Pro Pro Asp Thr Tyr Tyr Leu Glu Glu Asp  
            660                 665                 670          
 
 
Gln Glu Asp Phe Glu Tyr Ala Leu Arg Cys Trp Gly Leu Gly Val Tyr  
        675                 680                 685              
 
 
Val Ala Asp Gly Pro Val Thr Ser Pro Pro Asp Ile Arg Ile His His  
    690                 695                 700                  
 
 
Ser Ser Val Leu Leu Leu Leu Thr Pro Gly Val Asn Ser Glu Leu Pro  
705                 710                 715                 720  
 



 
Leu Gln Tyr Ile Arg Cys Tyr Pro His Gln Ala Glu Val Asp Ile Tyr  
                725                 730                 735      
 
 
Ile Arg Ser Gln Leu Leu Glu Glu Glu Asp Thr Ala Thr Glu Val Glu  
            740                 745                 750          
 
 
Gly Ser Gln Glu Asp Gly Asp Glu Gly Met Gly Asp Ala Val Ile Glu  
        755                 760                 765              
 
 
Asp Glu Asp Thr Ser Ser Thr Thr Glu Ser Ile Pro Pro Leu Glu Glu  
    770                 775                 780                  
 
 
Glu Glu Gly Gly Glu Glu Pro Ile Thr Tyr Val Val Ile Arg Gly Leu  
785                 790                 795                 800  
 
 
Gln Glu Glu Arg Tyr Ala Ser His Leu Lys Leu  
                805                 810      
 
 
<210>  21 
<211>  2256 
<212>  ДНК 
<213>  пестивирус типа 2 
 
<400>  21 
aatgactgga tcagtgaaaa catttcagag ccacacagag tccaaattat gctagatggg       60 
 
acagtgagag tcacaataaa agagggcaaa gtgaaacatt tgtttggggt ctatagaata      120 
 
gaaaactccc tggaagcaat gtttaaagag accatagctg acctccccgt agctacccaa      180 
 
ccgccccagg ggccagtcta tacggctaaa gagctggccc aagggaacat cgccccggtc      240 
 
caacctgcag cgaattatta cggaatgata gaggggagag gcgacccaat gacggcattc      300 
 
gaagccttat cagtcttgcg gtcacaaaaa gtcttagcca aggacgtgaa ggtgaacacc      360 
 
cgcagggcgc aggttttttt aaataaagtc aggagaattg ctgaggtcag agcgtcggaa      420 
 
ctgacattaa aatgcttacc gatacttggc aaagtaaatg ggaggaaatt gattagagag      480 
 
gaaaccaaca tccccaacca aaggttggca tcaataatga cctcaatagg aattagacta      540 
 
gaaaaactgc cagtggttag agcaaacact tccggctcta agttcagaca gtcaatctta      600 
 
gaaaaaatgg ataagtatga aaatgaacaa gtcccagggt tacatgaaaa gatgtgggca      660 
 
gcgttcctgg caactgccag gcaagattta agaaatacct atgaggaagt aacttatctt      720 
 
gaattagagg ccggaatcaa tcggaaagga gccccaggtt tctttgaaaa agaaagctca      780 
 
ataggagaag tgctggaaaa aaaagaaaaa attgacgtca caatccaaga gattgaaaaa      840 
 
ggcaaccact tatactatga aacagccatg ccaaaaaatg agaaaagaga tgtgcttgat      900 
 
gattggttgt cagaggattt cgtcacttat aagaaaccac gtgtgataca gtaccctgag      960 
 
gcagtcaccc ggttggccat caccaaaata atgtataagt gggtgaagca aaagcctata     1020 



 
gtgattcccg gttatgaggg aaaaaccccg atctttgaaa tatttgaaaa agtcagtgca     1080 
 
gattgggctc agttcaaaaa tccggtagcc gtcagcttcg acaccagagc ctgggacact     1140 
 
caagtaacaa gagaagacct caggctggta gggcggatac agaaatacta ttacaaaaaa     1200 
 
aaatattgga agttcattga caatttgaca gccatgatgg aggaagtgcc tgtaatcact     1260 
 
gtagaaggag atatgttcct cagagttgga cagcgcggat ccggacagcc tgatacctca     1320 
 
gcaggcaatt ccatgctaaa tgtgctgact atgttggtag ctttctctga atccacaaat     1380 
 
ctgcccatag cggctgcctg gaaggcctgt cggatccacg tctgtggtga cgacggtttc     1440 
 
ttaatcacag aatcggaatt agggaggaag tttgctgaaa aaggtgttcc tctgttagct     1500 
 
gcatttggca aaccccaaaa aattacagag ggagcgagcc taaaggtaac cagcaacttt     1560 
 
gacggaatag agttttgtag tcatacccct atcagagtcc aaacaccaaa catcaggtgg     1620 
 
atgccagcga gaccaacagc aacaatccta ggcaaaatga gtaccaggct gggtgagggt     1680 
 
gccaccaggt cgggagaaga atacgaaaaa caggtggcat tcgcatatct actgatgtac     1740 
 
ccctggaacc cgctggtcag gagaatcagc ctcctattgt tatcgactac tgacccaatg     1800 
 
gggaaagagg aaaccccatg ctccgatgag ggggtgaagt atgttgggga ccctatcgct     1860 
 
gcatacaggg atgtatgggg gcacaaatta gaggatgtag gccatgttga tcaaccgcag     1920 
 
ttatcccgga tgaactatag catgacttac ttagggattt ggaaaccaaa gacaagtcag     1980 
 
cggctagtcg aacagtgttg tcgtctggcc gagaaaagca attgtgtggt acgtgctgac     2040 
 
tccctgataa agaaaaaggt caagatcact tatgacccgg ggataggagt ggctcaggtc     2100 
 
attcgtaggt gggaagagct tgagtggacc agaaggaaac ctgaactcac caatgtaatt     2160 
 
gtagaagatg atatcttcct agtcctgtgg aagagatttt caaagtacat ttttcagaaa     2220 
 
atgaagttca tgcagagaat gttcgcccct tattaa                               2256 
 
 
<210>  22 
<211>  751 
<212>  БЕЛОК 
<213>  пестивирус типа 2 
 
<400>  22 
 
Asn Asp Trp Ile Ser Glu Asn Ile Ser Glu Pro His Arg Val Gln Ile  
1               5                   10                  15       
 
 
Met Leu Asp Gly Thr Val Arg Val Thr Ile Lys Glu Gly Lys Val Lys  
            20                  25                  30           
 
 
His Leu Phe Gly Val Tyr Arg Ile Glu Asn Ser Leu Glu Ala Met Phe  
        35                  40                  45               
 
 
Lys Glu Thr Ile Ala Asp Leu Pro Val Ala Thr Gln Pro Pro Gln Gly  



    50                  55                  60                   
 
 
Pro Val Tyr Thr Ala Lys Glu Leu Ala Gln Gly Asn Ile Ala Pro Val  
65                  70                  75                  80   
 
 
Gln Pro Ala Ala Asn Tyr Tyr Gly Met Ile Glu Gly Arg Gly Asp Pro  
                85                  90                  95       
 
 
Met Thr Ala Phe Glu Ala Leu Ser Val Leu Arg Ser Gln Lys Val Leu  
            100                 105                 110          
 
 
Ala Lys Asp Val Lys Val Asn Thr Arg Arg Ala Gln Val Phe Leu Asn  
        115                 120                 125              
 
 
Lys Val Arg Arg Ile Ala Glu Val Arg Ala Ser Glu Leu Thr Leu Lys  
    130                 135                 140                  
 
 
Cys Leu Pro Ile Leu Gly Lys Val Asn Gly Arg Lys Leu Ile Arg Glu  
145                 150                 155                 160  
 
 
Glu Thr Asn Ile Pro Asn Gln Arg Leu Ala Ser Ile Met Thr Ser Ile  
                165                 170                 175      
 
 
Gly Ile Arg Leu Glu Lys Leu Pro Val Val Arg Ala Asn Thr Ser Gly  
            180                 185                 190          
 
 
Ser Lys Phe Arg Gln Ser Ile Leu Glu Lys Met Asp Lys Tyr Glu Asn  
        195                 200                 205              
 
 
Glu Gln Val Pro Gly Leu His Glu Lys Met Trp Ala Ala Phe Leu Ala  
    210                 215                 220                  
 
 
Thr Ala Arg Gln Asp Leu Arg Asn Thr Tyr Glu Glu Val Thr Tyr Leu  
225                 230                 235                 240  
 
 
Glu Leu Glu Ala Gly Ile Asn Arg Lys Gly Ala Pro Gly Phe Phe Glu  
                245                 250                 255      
 
 
Lys Glu Ser Ser Ile Gly Glu Val Leu Glu Lys Lys Glu Lys Ile Asp  
            260                 265                 270          
 
 
Val Thr Ile Gln Glu Ile Glu Lys Gly Asn His Leu Tyr Tyr Glu Thr  
        275                 280                 285              
 
 
Ala Met Pro Lys Asn Glu Lys Arg Asp Val Leu Asp Asp Trp Leu Ser  
    290                 295                 300                  
 
 
Glu Asp Phe Val Thr Tyr Lys Lys Pro Arg Val Ile Gln Tyr Pro Glu  



305                 310                 315                 320  
 
 
Ala Val Thr Arg Leu Ala Ile Thr Lys Ile Met Tyr Lys Trp Val Lys  
                325                 330                 335      
 
 
Gln Lys Pro Ile Val Ile Pro Gly Tyr Glu Gly Lys Thr Pro Ile Phe  
            340                 345                 350          
 
 
Glu Ile Phe Glu Lys Val Ser Ala Asp Trp Ala Gln Phe Lys Asn Pro  
        355                 360                 365              
 
 
Val Ala Val Ser Phe Asp Thr Arg Ala Trp Asp Thr Gln Val Thr Arg  
    370                 375                 380                  
 
 
Glu Asp Leu Arg Leu Val Gly Arg Ile Gln Lys Tyr Tyr Tyr Lys Lys  
385                 390                 395                 400  
 
 
Lys Tyr Trp Lys Phe Ile Asp Asn Leu Thr Ala Met Met Glu Glu Val  
                405                 410                 415      
 
 
Pro Val Ile Thr Val Glu Gly Asp Met Phe Leu Arg Val Gly Gln Arg  
            420                 425                 430          
 
 
Gly Ser Gly Gln Pro Asp Thr Ser Ala Gly Asn Ser Met Leu Asn Val  
        435                 440                 445              
 
 
Leu Thr Met Leu Val Ala Phe Ser Glu Ser Thr Asn Leu Pro Ile Ala  
    450                 455                 460                  
 
 
Ala Ala Trp Lys Ala Cys Arg Ile His Val Cys Gly Asp Asp Gly Phe  
465                 470                 475                 480  
 
 
Leu Ile Thr Glu Ser Glu Leu Gly Arg Lys Phe Ala Glu Lys Gly Val  
                485                 490                 495      
 
 
Pro Leu Leu Ala Ala Phe Gly Lys Pro Gln Lys Ile Thr Glu Gly Ala  
            500                 505                 510          
 
 
Ser Leu Lys Val Thr Ser Asn Phe Asp Gly Ile Glu Phe Cys Ser His  
        515                 520                 525              
 
 
Thr Pro Ile Arg Val Gln Thr Pro Asn Ile Arg Trp Met Pro Ala Arg  
    530                 535                 540                  
 
 
Pro Thr Ala Thr Ile Leu Gly Lys Met Ser Thr Arg Leu Gly Glu Gly  
545                 550                 555                 560  
 
 
Ala Thr Arg Ser Gly Glu Glu Tyr Glu Lys Gln Val Ala Phe Ala Tyr  



                565                 570                 575      
 
 
Leu Leu Met Tyr Pro Trp Asn Pro Leu Val Arg Arg Ile Ser Leu Leu  
            580                 585                 590          
 
 
Leu Leu Ser Thr Thr Asp Pro Met Gly Lys Glu Glu Thr Pro Cys Ser  
        595                 600                 605              
 
 
Asp Glu Gly Val Lys Tyr Val Gly Asp Pro Ile Ala Ala Tyr Arg Asp  
    610                 615                 620                  
 
 
Val Trp Gly His Lys Leu Glu Asp Val Gly His Val Asp Gln Pro Gln  
625                 630                 635                 640  
 
 
Leu Ser Arg Met Asn Tyr Ser Met Thr Tyr Leu Gly Ile Trp Lys Pro  
                645                 650                 655      
 
 
Lys Thr Ser Gln Arg Leu Val Glu Gln Cys Cys Arg Leu Ala Glu Lys  
            660                 665                 670          
 
 
Ser Asn Cys Val Val Arg Ala Asp Ser Leu Ile Lys Lys Lys Val Lys  
        675                 680                 685              
 
 
Ile Thr Tyr Asp Pro Gly Ile Gly Val Ala Gln Val Ile Arg Arg Trp  
    690                 695                 700                  
 
 
Glu Glu Leu Glu Trp Thr Arg Arg Lys Pro Glu Leu Thr Asn Val Ile  
705                 710                 715                 720  
 
 
Val Glu Asp Asp Ile Phe Leu Val Leu Trp Lys Arg Phe Ser Lys Tyr  
                725                 730                 735      
 
 
Ile Phe Gln Lys Met Lys Phe Met Gln Arg Met Phe Ala Pro Tyr  
            740                 745                 750      
 
 
<210>  23 
<211>  17 
<212>  ДНК 
<213>  Искусственная последовательность 
 
<220> 
<223>  лабораторно-синтезированная последовательность ДНК 
 
<400>  23 
tgcctggtat tcgtggc                                                      17 
 
 
<210>  24 
<211>  19 
<212>  ДНК 
<213>  Искусственная последовательность 
 



<220> 
<223>  лабораторно-синтезированная последовательность ДНК 
 
<400>  24 
tcatcccatg ttccagagt                                                    19 
 
 
<210>  25 
<211>  21 
<212>  ДНК 
<213>  Искусственная последовательность 
 
<220> 
<223>  лабораторно-синтезированная последовательность ДНК 
 
<400>  25 
cctccgtctc cgcggctttg g                                                 21 
 
 
<210>  26 
<211>  143 
<212>  ДНК 
<213>  Искусственная последовательность 
 
<220> 
<223>  лабораторно-синтезированная последовательность ДНК 
 
<400>  26 
aacaggaaag aactgcctgg tattcgtggc aaccaaagaa gccgcggaga cggaggctaa       60 
 
agaactgcgc accagaggaa ttaacgccac ctattcaggt atagacccta agactctgga      120 
 
acatgggatg accaatcagc cat                                              143 
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