
20
17

91
89

8 
  

 A
1

201791898    A
1

(19) Евразийское
патентное
ведомство

(21) 201791898 (13) A1

(12) ОПИСАНИЕ ИЗОБРЕТЕНИЯ К ЕВРАЗИЙСКОЙ ЗАЯВКЕ

(43) Дата публикации заявки
2018.03.30

(22) Дата подачи заявки
2015.12.29

(51)  Int. Cl. C07K 16/36 (2006.01)
C12N 15/63 (2006.01)
A61K 39/395 (2006.01)
A61P 7/04 (2006.01)

(54) НОВЫЕ АНТИТЕЛА, СВЯЗЫВАЮЩИЕСЯ С TFPI, И СОДЕРЖАЩАЯ ИХ
КОМПОЗИЦИЯ

(31) 10-2015-0026555; 10-2015-0135761
(32) 2015.02.25; 2015.09.24
(33) KR
(86) PCT/KR2015/014370
(87) WO 2016/137108 2016.09.01
(71) Заявитель:

МОГАМ ИНСТИТЬЮТ ФОР
БАЙОМЕДИКАЛ РИСЕРЧ (KR)

(72) Изобретатель:
Ким Тон-Сик, Ли Ми Чон, Пак Чэ
Чан, Ли Сумин, Квак Хичун, Хван
Сонхо, Лим Хён-Квон, Ким Кису, Пак
Юн Соуб, Чон Чонхон, Чо Ки Чун
(KR)

(74) Представитель:
Фелицына С.Б. (RU)

(57) Данное изобретение относится к антителам,
специфично связывающимся с ингибитором пу-
ти тканевого фактора (TFPI), к полинуклеотидам,
кодирующим эти антитела, к векторам, содержа-
щим указанные полинуклеотиды, к клеткам-хозя-
евам, трансформированным указанными вектора-
ми, к способу получения указанных антител и к
фармацевтической композиции для лечения гемо-
филии, которая содержит указанные антитела в ка-
честве активного ингредиента. Антитела по дан-
ному изобретению, специфично связывающиеся с
TFPI, способны активировать внешний путь свер-
тывания крови путем ингибирования TFPI. Таким
образом, антитела по данному изобретению мож-
но эффективно использовать для лечения больных
гемофилией, обусловленной антителами, и предот-
вращения нарушений свертывания крови при гемо-
филии A или B.





























































































































































































                         SEQUENCE LISTING 
 
<110>  MOGAM INSTITUTE FOR BIOMEDICAL RESEARCH 
  
<120>  NOVEL ANTIBODY BINDING TO TFPI AND COMPOSITION COMPRISING THE  
       SAME 
 
<130>  PF-B1943 
 
<140>  PCT/KR2015/014370 
<141>  2015-12-29 
 
<150>  10-2015-0026555 
<151>  2015-02-25 
 
<150>  10-2015-0135761 
<151>  2015-09-24 
 
<160>  203    
 
<170>  PatentIn version 3.5 
 
<210>  1 
<211>  27 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR1 Fo 
 
<400>  1 
gaagtccagc tggtggagtc tggaggt                                           27 
 
 
<210>  2 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR1 Re_S 
 
<400>  2 
cggggcctga cgaacccagt tcatggcata gctgctgaag gtgaagccgc tcgctgc          57 
 
 
<210>  3 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR1 Re_H 
 
<400>  3 
cggggcctga cgaacccagt tcatggcata atggctgaag gtgaagccgc tcgctgc          57 
 
 
<210>  4 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 



<223>  VH FR1 Re_K 
 
<400>  4 
cggggcctga cgaacccagt tcatggcata tttgctgaag gtgaagccgc tcgctgc          57 
 
 
<210>  5 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR1 Re_R 
 
<400>  5 
cggggcctga cgaacccagt tcatggcata tctgctgaag gtgaagccgc tcgctgc          57 
 
 
<210>  6 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR1 Re_T 
 
<400>  6 
cggggcctga cgaacccagt tcatggcata agtgctgaag gtgaagccgc tcgctgc          57 
 
 
<210>  7 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR1 Re_Y 
 
<400>  7 
cggggcctga cgaacccagt tcatggcata atagctgaag gtgaagccgc tcgctgc          57 
 
 
<210>  8 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR1 Re_I 
 
<400>  8 
cggggcctga cgaacccagt tcatggcata aatgctgaag gtgaagccgc tcgctgc          57 
 
 
<210>  9 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR1 Re_L 
 
<400>  9 
cggggcctga cgaacccagt tcatggcata aaggctgaag gtgaagccgc tcgctgc          57 



 
 
<210>  10 
<211>  27 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Fo 
 
<400>  10 
tatgccatga actgggttcg tcaggcc                                           27 
 
 
<210>  11 
<211>  93 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Re_T-YH-EQDH 
 
<400>  11 
gttatcgcgg gaaatggtga agcgcccttg aacgctatcg gcgtagtagg tgtttgaccc       60 
 
accggttgtg atggtgctga cccattccaa gcc                                    93 
 
 
<210>  12 
<211>  93 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Re_T-RK-EQDH 
 
<400>  12 
gttatcgcgg gaaatggtga agcgcccttg aacgctatcg gcgtagtagg ttyttgaccc       60 
 
accggttgtg atggtgctga cccattccaa gcc                                    93 
 
 
<210>  13 
<211>  93 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Re_FYLH-YH-EQDH 
 
<400>  13 
gttatcgcgg gaaatggtga agcgcccttg aacgctatcg gcgtagtagg tgtttgaccc       60 
 
acctwrtgtg atggtgctga cccattccaa gcc                                    93 
 
 
<210>  14 
<211>  93 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Re_FYLH-RK-EQDH 
 



<400>  14 
gttatcgcgg gaaatggtga agcgcccttg aacgctatcg gcgtagtagg ttyttgaccc       60 
 
acctwrtgtg atggtgctga cccattccaa gcc                                    93 
 
 
<210>  15 
<211>  93 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Re_KRI-YH-EQDH 
 
<400>  15 
gttatcgcgg gaaatggtga agcgcccttg aacgctatcg gcgtagtagg tgtttgaccc       60 
 
accthttgtg atggtgctga cccattccaa gcc                                    93 
 
 
<210>  16 
<211>  93 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Re_KRI-RK-EQDH 
 
<400>  16 
gttatcgcgg gaaatggtga agcgcccttg aacgctatcg gcgtagtagg ttyttgaccc       60 
 
accthttgtg atggtgctga cccattccaa gcc                                    93 
 
 
<210>  17 
<211>  93 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Re_T-YH-EQDH_#2 
 
 
<400>  17 
gttatcgcgg gaaatggtga agcgcccnts aacgctatcg gcgtagtagg tatrtgaccc       60 
 
accggttgtg atggtgctga cccattccaa gcc                                    93 
 
 
<210>  18 
<211>  93 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Re_T-RK-EQDH_#2 
 
 
<400>  18 
gttatcgcgg gaaatggtga agcgcccnts aacgctatcg gcgtagtagg ttyttgaccc       60 
 
accggttgtg atggtgctga cccattccaa gcc                                    93 
 
 



<210>  19 
<211>  93 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Re_FYLH-YH-EQDH_#2 
 
 
<400>  19 
gttatcgcgg gaaatggtga agcgcccnts aacgctatcg gcgtagtagg tatrtgaccc       60 
 
acctwrtgtg atggtgctga cccattccaa gcc                                    93 
 
 
<210>  20 
<211>  93 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Re_FYLH-RK-EQDH_#2 
 
 
<400>  20 
gttatcgcgg gaaatggtga agcgcccnts aacgctatcg gcgtagtagg ttyttgaccc       60 
 
acctwrtgtg atggtgctga cccattccaa gcc                                    93 
 
 
<210>  21 
<211>  93 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Re_KRI-YH-EQDH_#2 
 
 
<400>  21 
gttatcgcgg gaaatggtga agcgcccnts aacgctatcg gcgtagtagg tatrtgaccc       60 
 
accthttgtg atggtgctga cccattccaa gcc                                    93 
 
 
<210>  22 
<211>  93 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR2 Re_KRI-RK-EQDH_#2 
 
 
<400>  22 
gttatcgcgg gaaatggtga agcgcccnts aacgctatcg gcgtagtagg ttyttgaccc       60 
 
accthttgtg atggtgctga cccattccaa gcc                                    93 
 
 
<210>  23 
<211>  27 
<212>  DNA 
<213>  Artificial Sequence 



 
<220> 
<223>  VH FR3 Fo 
 
<400>  23 
gggcgcttca ccatttcccg cgataac                                           27 
 
 
<210>  24 
<211>  60 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR3 Re_N 
 
<400>  24 
gccctggccc caataatcca tcagaaaatt gccatcctgg cgcgcgcaat aatataccgc       60 
 
 
<210>  25 
<211>  60 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR3 Re_F 
 
<400>  25 
gccctggccc caataatcca tcagaaaaaa gccatcctgg cgcgcgcaat aatataccgc       60 
 
 
<210>  26 
<211>  60 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR3 Re_H 
 
<400>  26 
gccctggccc caataatcca tcagaaaatg gccatcctgg cgcgcgcaat aatataccgc       60 
 
 
<210>  27 
<211>  60 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR3 Re_K 
 
<400>  27 
gccctggccc caataatcca tcagaaattt gccatcctgg cgcgcgcaat aatataccgc       60 
 
 
<210>  28 
<211>  60 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR3 Re_Q 
 



<400>  28 
gccctggccc caataatcca tcagaaattg gccatcctgg cgcgcgcaat aatataccgc       60 
 
 
<210>  29 
<211>  60 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR3 Re_R 
 
<400>  29 
gccctggccc caataatcca tcagaaatct gccatcctgg cgcgcgcaat aatataccgc       60 
 
 
<210>  30 
<211>  60 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH FR3 Re_Y 
 
<400>  30 
gccctggccc caataatcca tcagaaaata gccatcctgg cgcgcgcaat aatataccgc       60 
 
 
<210>  31 
<211>  54 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH Final Fo 
 
<400>  31 
ggttctggtg gtggtggttc tgctagcgac gtggtgatga cacagacgcc gctg             54 
 
 
<210>  32 
<211>  48 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH Final Re 
 
<400>  32 
ggagctcaca gtcaccagcg tgccctggcc ccaataatcc atcagaaa                    48 
 
 
<210>  33 
<211>  27 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR1 Fo 
 
<400>  33 
gacgtggtga tgacacagac gccgctg                                           27 
 
 



<210>  34 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR1 Re_S 
 
<400>  34 
gagccaattc agatacgtct tgccgtcgga gtccagcagc gactggcttg atttgca          57 
 
 
<210>  35 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR1 Re_I 
 
<400>  35 
gagccaattc agatacgtct tgccgtcaat gtccagcagc gactggcttg atttgca          57 
 
 
<210>  36 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR1 Re_L 
 
<400>  36 
gagccaattc agatacgtct tgccgtcaag gtccagcagc gactggcttg atttgca          57 
 
 
<210>  37 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR1 Re_N 
 
<400>  37 
gagccaattc agatacgtct tgccgtcagc gtccagcagc gactggcttg atttgca          57 
 
 
<210>  38 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR1 Re_Q 
 
<400>  38 
gagccaattc agatacgtct tgccgtcttg gtccagcagc gactggcttg atttgca          57 
 
 
<210>  39 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 



 
<220> 
<223>  VL FR1 Re_R 
 
<400>  39 
gagccaattc agatacgtct tgccgtctct gtccagcagc gactggcttg atttgca          57 
 
 
<210>  40 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR1 Re_F 
 
<400>  40 
gagccaattc agatacgtct tgccgtcaaa gtccagcagc gactggcttg atttgca          57 
 
 
<210>  41 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR1 Re_K 
 
<400>  41 
gagccaattc agatacgtct tgccgtcttt gtccagcagc gactggcttg atttgca          57 
 
 
<210>  42 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR1 Re_T 
 
<400>  42 
gagccaattc agatacgtct tgccgtcagt gtccagcagc gactggcttg atttgca          57 
 
 
<210>  43 
<211>  57 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR1 Re_V 
 
<400>  43 
gagccaattc agatacgtct tgccgtcaac gtccagcagc gactggcttg atttgca          57 
 
 
<210>  44 
<211>  30 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR2 Fo 
 



<400>  44 
gacggcaaga cgtatctgaa ttggctccag                                        30 
 
 
<210>  45 
<211>  75 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR2 Re_T-YH 
 
<400>  45 
gcgtttaatt tcaaccttag tgccttggcc gaacgtaaac ggaaagtrgg tgccctgcca       60 
 
gcaatagtag acgcc                                                        75 
 
 
<210>  46 
<211>  75 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR2 Re_T-LIHQNK 
 
<400>  46 
gcgtttaatt tcaaccttag tgccttggcc gaacgtaaac ggaaawwkgg tgccctgcca       60 
 
gcaatagtag acgcc                                                        75 
 
 
<210>  47 
<211>  75 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR2 Re_FYIN-YH 
 
<400>  47 
gcgtttaatt tcaaccttag tgccttggcc gaacgtaaac ggaaagtraw wgccctgcca       60 
 
gcaatagtag acgcc                                                        75 
 
 
<210>  48 
<211>  75 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL FR2 Re_FYIN-LIHQNK 
 
<400>  48 
gcgtttaatt tcaaccttag tgccttggcc gaacgtaaac ggaaawwkaw wgccctgcca       60 
 
gcaatagtag acgcc                                                        75 
 
 
<210>  49 
<211>  39 
<212>  DNA 
<213>  Artificial Sequence 



 
<220> 
<223>  VL Final Re 
 
<400>  49 
gcgtttaatt tcaaccttag tgccttggcc gaacgtaaa                              39 
 
 
<210>  50 
<211>  43 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL Final Fo SfiI 
 
<400>  50 
cgtggcccag gcggccgacg tggtgatgac acagacgccg ctg                         43 
 
 
<210>  51 
<211>  33 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL Final Fo NruI 
 
<400>  51 
ctatcgcgat tgcagtggca ctggctggtt tcg                                    33 
 
 
<210>  52 
<211>  96 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL Overlapping Fo 
 
<400>  52 
ggcacgctgg tgactgtgag ctccggaggc ggcggaagtg gcggaggagg cagcggcgga       60 
 
ggcgggagtg acgtggtgat gacacagacg ccgctg                                 96 
 
 
<210>  53 
<211>  72 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL Final Re 
 
<400>  53 
gtcctcttca gaaataagct tttgttcgga tccgcgttta atttcaacct tagtgccttg       60 
 
gccgaacgta aa                                                           72 
 
 
<210>  54 
<211>  66 
<212>  DNA 
<213>  Artificial Sequence 



 
<220> 
<223>  VH Homologous recombination 
 
<400>  54 
gctctgcagg ctagtggtgg tggtggttct ggtggtggtg gttctggtgg tggtggttct       60 
 
gctagc                                                                  66 
 
 
<210>  55 
<211>  60 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL Homologous recombination 
 
<400>  55 
ttgttatcag atctcgagct attacaagtc ctcttcagaa ataagctttt gttcggatcc       60 
 
 
<210>  56 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1001_Variable heavy chain 
 
<400>  56 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Asp Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 



<210>  57 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1001_Variable light chain 
 
<400>  57 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Ile  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr His Phe Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  58 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1015_Variable heavy chain 
 
<400>  58 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 



Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  59 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1021_Variable heavy chain 
 
<400>  59 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Asp Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly His Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  60 
<211>  118 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1023_Variable heavy chain 
 
<400>  60 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Asp Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  61 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1024_Variable heavy chain 
 
<400>  61 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   



 
 
Asp Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  62 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1024_Variable light chain 
 
<400>  62 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Leu  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr His Phe Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  63 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 



 
<220> 
<223>  Clone 1104_Variable heavy chain 
 
<400>  63 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Gln Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  64 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1104_Variable light chain 
 
<400>  64 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Val  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 



Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr His Phe Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  65 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1123_Variable heavy chain 
 
<400>  65 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly His Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  66 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 



<223>  Clone 1202_Variable heavy chain 
 
<400>  66 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Asp Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Lys Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  67 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1208_Variable light chain 
 
<400>  67 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Val  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   



 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr Tyr Leu Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  68 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1216_Variable heavy chain 
 
<400>  68 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser His Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly His Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  69 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1216_Variable light chain 
 



<400>  69 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Ile  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr His Leu Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  70 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1223_Variable heavy chain 
 
<400>  70 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 



Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly His Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  71 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1234_Variable heavy chain 
 
<400>  71 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Gln Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  72 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1234_Variable light chain 
 
<400>  72 
 



Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Ile  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Glu Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr His Phe Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  73 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1243_Variable heavy chain 
 
<400>  73 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
His Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       



 
 
Ala Arg Gln Asp Gly His Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  74 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1248_Variable heavy chain 
 
<400>  74 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Asp Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly His Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  75 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 3007_Variable heavy chain 
 
<400>  75 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       



 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Leu Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Gln Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  76 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 3016_Variable heavy chain 
 
<400>  76 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 



Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  77 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 3016_Variable light chain 
 
<400>  77 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Ser  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr His Leu Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  78 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 3024_Variable heavy chain 
 
<400>  78 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 



Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Gln Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  79 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 3120_Variable heavy chain 
 
<400>  79 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Tyr Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          



 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  80 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 3131_Variable heavy chain 
 
<400>  80 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Gln Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Gln Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  81 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 3203_Variable heavy chain 
 
<400>  81 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           



 
 
Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  82 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4011_Variable heavy chain 
 
<400>  82 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Tyr Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 



Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  83 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4011_Variable light chain 
 
<400>  83 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Val  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr His Leu Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  84 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4017_Variable heavy chain 
 
<400>  84 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 



Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Gln Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Tyr Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  85 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4034_Variable heavy chain 
 
<400>  85 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Tyr Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              



 
 
<210>  86 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4041_Variable heavy chain 
 
<400>  86 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Tyr Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  87 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4141_Variable heavy chain 
 
<400>  87 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               



 
 
Gly Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Tyr Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  88 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4146_Variable heavy chain 
 
<400>  88 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Tyr Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 



<210>  89 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4206_Variable heavy chain 
 
<400>  89 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asp Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  90 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4208_Variable heavy chain 
 
<400>  90 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Ser Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 



Gly Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Gln Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  91 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4208_Variable light chain 
 
<400>  91 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Thr  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr His Phe Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  92 
<211>  120 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4278_Variable heavy chain 
 
<400>  92 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Lys Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Leu Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Asp Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Tyr Leu Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  93 
<211>  120 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4287_Variable heavy chain 
 
<400>  93 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Lys Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   



 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln His Pro Tyr Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  94 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4_Variable heavy chain 
 
<400>  94 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  95 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 



 
<220> 
<223>  Clone 6_Variable heavy chain 
 
<400>  95 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  96 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 9_Variable heavy chain 
 
<400>  96 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 



Gln Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  97 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 11_Variable heavy chain 
 
<400>  97 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  98 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 



<223>  Clone 12_Variable heavy chain 
 
<400>  98 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly His Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  99 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 13_Variable heavy chain 
 
<400>  99 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   



 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  100 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 14_Variable light chain 
 
<400>  100 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Pro Ser Leu Leu Asp Ser  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr Tyr Phe Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  101 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 15_Variable light chain 
 



<400>  101 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Pro Ser Leu Leu Asp Ser  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Phe Tyr Phe Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  102 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 16_Variable heavy chain 
 
<400>  102 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser His Tyr  
            20                  25                  30           
 
 
Ala Met Thr Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 



Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  103 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 17_Variable heavy chain 
 
<400>  103 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Thr Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Gln Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  104 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 18_Variable heavy chain 
 
<400>  104 
 



Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser His Tyr  
            20                  25                  30           
 
 
Ala Met Thr Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Asp Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  105 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 19_Variable heavy chain 
 
<400>  105 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Gln Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Lys Lys Gly Ser Phe Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Asp Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       



 
 
Ala Arg Gln Asp Gly Glu Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  106 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 20_Variable heavy chain 
 
<400>  106 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Gln Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Lys Lys Gly Gly Ser Phe Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Asp Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Glu Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  107 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 21_Variable heavy chain 
 
<400>  107 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       



 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Lys Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Asp Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  108 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 22_Variable light chain 
 
<400>  108 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Pro Ser Leu Leu Asp Val  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 



Thr Tyr Phe Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  109 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 23_Variable heavy chain 
 
<400>  109 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser His Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly His Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  110 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1001_Variable heavy chain CDR 1 
 
<400>  110 
 
Ser Tyr Ala Met Asn  
1               5    
 
 



<210>  111 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1001_Variable heavy chain CDR 2 
 
<400>  111 
 
Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val Asp  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  112 
<211>  9 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1001_Variable heavy chain CDR 3 
 
<400>  112 
 
Gln Asp Gly Asn Phe Leu Met Asp Tyr  
1               5                    
 
 
<210>  113 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1001_Variable light chain CDR 1 
 
<400>  113 
 
Lys Ser Ser Gln Ser Leu Leu Asp Ile Asp Gly Lys Thr Tyr Leu Asn  
1               5                   10                  15       
 
 
<210>  114 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1001_Variable light chain CDR 2 
 
<400>  114 
 
Leu Val Ser Lys Leu Asp Ser  
1               5            
 
 
<210>  115 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 



 
<220> 
<223>  Clone 1001_Variable light chain CDR 3 
 
<400>  115 
 
Trp Gln Gly Thr His Phe Pro Phe  
1               5                
 
 
<210>  116 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1015_Variable heavy chain CDR 2 
 
<400>  116 
 
Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val Glu  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  117 
<211>  9 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1021_Variable heavy chain CDR 3 
 
<400>  117 
 
Gln Asp Gly His Phe Leu Met Asp Tyr  
1               5                    
 
 
<210>  118 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1024_Variable heavy chain CDR 1 
 
<400>  118 
 
Ser Tyr Ala Met Ser  
1               5    
 
 
<210>  119 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1024_Variable light chain CDR 1 
 



<400>  119 
 
Lys Ser Ser Gln Ser Leu Leu Asp Leu Asp Gly Lys Thr Tyr Leu Asn  
1               5                   10                  15       
 
 
<210>  120 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1104_Variable heavy chain CDR 2 
 
<400>  120 
 
Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  121 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1104_Variable light chain CDR 1 
 
<400>  121 
 
Lys Ser Ser Gln Ser Leu Leu Asp Val Asp Gly Lys Thr Tyr Leu Asn  
1               5                   10                  15       
 
 
<210>  122 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1208_Variable light chain CDR 3 
 
<400>  122 
 
Trp Gln Gly Thr Tyr Leu Pro Phe  
1               5                
 
 
<210>  123 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1214_Variable heavy chain CDR 2 
 
<400>  123 
 
Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val Glu  
1               5                   10                  15       



 
 
Gly  
     
 
 
<210>  124 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1216_Variable heavy chain CDR 1 
 
<400>  124 
 
His Tyr Ala Met Asn  
1               5    
 
 
<210>  125 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1216_Variable light chain CDR 3 
 
<400>  125 
 
Trp Gln Gly Thr His Leu Pro Phe  
1               5                
 
 
<210>  126 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1234_Variable heavy chain CDR 2 
 
<400>  126 
 
Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  127 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1243_Variable heavy chain CDR 2 
 
<400>  127 
 
Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val His  
1               5                   10                  15       



 
 
Gly  
     
 
 
<210>  128 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1248_Variable heavy chain CDR 2 
 
<400>  128 
 
Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val Asp  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  129 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 3007_Variable heavy chain CDR 2 
 
<400>  129 
 
Thr Ile Thr Leu Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  130 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 3016_Variable light chain CDR 1 
 
<400>  130 
 
Lys Ser Ser Gln Ser Leu Leu Asp Ser Asp Gly Lys Thr Tyr Leu Asn  
1               5                   10                  15       
 
 
<210>  131 
<211>  9 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 3120_Variable heavy chain CDR 3 
 



<400>  131 
 
Gln Asp Gly Tyr Phe Leu Met Asp Tyr  
1               5                    
 
 
<210>  132 
<211>  9 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 3131_Variable heavy chain CDR 3 
 
<400>  132 
 
Gln Asp Gly Gln Phe Leu Met Asp Tyr  
1               5                    
 
 
<210>  133 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4278_Variable heavy chain CDR 1 
 
<400>  133 
 
Lys Tyr Ala Met Asn  
1               5    
 
 
<210>  134 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4278_Variable heavy chain CDR 2 
 
<400>  134 
 
Thr Ile Thr Leu Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val Asp  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  135 
<211>  11 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4278_Variable heavy chain CDR 3 
 
<400>  135 
 
Gln Tyr Leu Asp Gly Asn Phe Leu Met Asp Tyr  
1               5                   10       



 
 
<210>  136 
<211>  11 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 4287_Variable heavy chain CDR 3 
 
<400>  136 
 
Gln His Pro Tyr Gly Asn Phe Leu Met Asp Tyr  
1               5                   10       
 
 
<210>  137 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 1_Variable light chain CDR 1 
 
<400>  137 
 
Lys Ser Ser Pro Ser Leu Leu Asp Ser Asp Gly Lys Thr Tyr Leu Asn  
1               5                   10                  15       
 
 
<210>  138 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 2_Variable light chain CDR 1 
 
<400>  138 
 
Lys Ser Ser Pro Ser Leu Leu Asp Ile Asp Gly Lys Thr Tyr Leu Asn  
1               5                   10                  15       
 
 
<210>  139 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 3_Variable light chain CDR 1 
 
<400>  139 
 
Lys Ser Ser Pro Ser Leu Leu Asp Val Asp Gly Lys Thr Tyr Leu Asn  
1               5                   10                  15       
 
 
<210>  140 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 



<223>  Clone 14_Variable light chain CDR 3 
 
<400>  140 
 
Trp Gln Gly Thr Tyr Phe Pro Phe  
1               5                
 
 
<210>  141 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 15_Variable light chain CDR 3 
 
<400>  141 
 
Trp Gln Gly Phe Tyr Phe Pro Phe  
1               5                
 
 
<210>  142 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 16_Variable heavy chain CDR 1 
 
<400>  142 
 
His Tyr Ala Met Thr  
1               5    
 
 
<210>  143 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 17_Variable heavy chain CDR 1 
 
<400>  143 
 
Ser Tyr Ala Met Thr  
1               5    
 
 
<210>  144 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 19_Variable heavy chain CDR 1 
 
<400>  144 
 
Gln Tyr Ala Met Asn  
1               5    
 
 



<210>  145 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 19_Variable heavy chain CDR 2 
 
<400>  145 
 
Thr Ile Thr Lys Lys Gly Ser Phe Thr Tyr Tyr Ala Asp Ser Val Asp  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  146 
<211>  9 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 19_Variable heavy chain CDR 3 
 
<400>  146 
 
Gln Asp Gly Glu Phe Leu Met Asp Tyr  
1               5                    
 
 
<210>  147 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 20_Variable heavy chain CDR 2 
 
<400>  147 
 
Thr Ile Lys Lys Gly Gly Ser Phe Thr Tyr Tyr Ala Asp Ser Val Asp  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  148 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 21_Variable heavy chain CDR 2 
 
<400>  148 
 
Thr Ile Thr Lys Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val Asp  
1               5                   10                  15       
 
 



Gly  
     
 
 
<210>  149 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 23_Variable heavy chain CDR 1 
 
<400>  149 
 
His Tyr Ala Met Asn  
1               5    
 
 
<210>  150 
<211>  53 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH Fo 
 
<400>  150 
tgctgtgggt gagtggtacc tgtggggaag tccagctggt ggagtctgga ggt              53 
 
 
<210>  151 
<211>  56 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VH Re 
 
<400>  151 
agtgggaaca cggagggccc cttggtgctg gcggagctca cagtcaccag cgtgcc           56 
 
 
<210>  152 
<211>  53 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL Fo 
 
<400>  152 
tgctgtgggt gagtggtacc tgtggggacg tggtgatgac acagacgccg ctg              53 
 
 
<210>  153 
<211>  66 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  VL Re_CL overlap 
 
<400>  153 
gatgaacaca gaaggggcag ccaccgtgcg tttaatttca accttagtgc cttggccgaa       60 



 
cgtaaa                                                                  66 
 
 
<210>  154 
<211>  27 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Ck Fo 
 
<400>  154 
acggtggctg ccccttctgt gttcatc                                           27 
 
 
<210>  155 
<211>  45 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Ck Re 
 
<400>  155 
gattggatcc aagcttacta gcactcaccc ctgttgaaag actta                       45 
 
 
<210>  156 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone A24_Variable heavy chain 
 
<400>  156 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe His Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Arg Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          



 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  157 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone A25_Variable light chain 
 
<400>  157 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Arg  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr His Phe Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  158 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone A52_Variable heavy chain 
 
<400>  158 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           



 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser His Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Asp Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  159 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone A63_Variable heavy chain 
 
<400>  159 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Gln Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 



Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  160 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone A71_Variable heavy chain 
 
<400>  160 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
His Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  161 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone A74_Variable heavy chain 
 
<400>  161 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 



Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Gln Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  162 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone A25_Variable light chain CDR 1 
 
<400>  162 
 
Lys Ser Ser Gln Ser Leu Leu Asp Arg Asp Gly Lys Thr Tyr Leu Asn  
1               5                   10                  15       
 
 
<210>  163 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone A71_Variable heavy chain CDR 2 
 
<400>  163 
 
Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val His  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  164 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone A74_Variable heavy chain CDR 1 
 



<400>  164 
 
Ser Tyr Ala Met His  
1               5    
 
 
<210>  165 
<211>  304 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  HUMAN Tissue factor pathway inhibitor 
 
<400>  165 
 
Met Ile Tyr Thr Met Lys Lys Val His Ala Leu Trp Ala Ser Val Cys  
1               5                   10                  15       
 
 
Leu Leu Leu Asn Leu Ala Pro Ala Pro Leu Asn Ala Asp Ser Glu Glu  
            20                  25                  30           
 
 
Asp Glu Glu His Thr Ile Ile Thr Asp Thr Glu Leu Pro Pro Leu Lys  
        35                  40                  45               
 
 
Leu Met His Ser Phe Cys Ala Phe Lys Ala Asp Asp Gly Pro Cys Lys  
    50                  55                  60                   
 
 
Ala Ile Met Lys Arg Phe Phe Phe Asn Ile Phe Thr Arg Gln Cys Glu  
65                  70                  75                  80   
 
 
Glu Phe Ile Tyr Gly Gly Cys Glu Gly Asn Gln Asn Arg Phe Glu Ser  
                85                  90                  95       
 
 
Leu Glu Glu Cys Lys Lys Met Cys Thr Arg Asp Asn Ala Asn Arg Ile  
            100                 105                 110          
 
 
Ile Lys Thr Thr Leu Gln Gln Glu Lys Pro Asp Phe Cys Phe Leu Glu  
        115                 120                 125              
 
 
Glu Asp Pro Gly Ile Cys Arg Gly Tyr Ile Thr Arg Tyr Phe Tyr Asn  
    130                 135                 140                  
 
 
Asn Gln Thr Lys Gln Cys Glu Arg Phe Lys Tyr Gly Gly Cys Leu Gly  
145                 150                 155                 160  
 
 
Asn Met Asn Asn Phe Glu Thr Leu Glu Glu Cys Lys Asn Ile Cys Glu  
                165                 170                 175      
 
 
Asp Gly Pro Asn Gly Phe Gln Val Asp Asn Tyr Gly Thr Gln Leu Asn  
            180                 185                 190          
 
 



Ala Val Asn Asn Ser Leu Thr Pro Gln Ser Thr Lys Val Pro Ser Leu  
        195                 200                 205              
 
 
Phe Glu Phe His Gly Pro Ser Trp Cys Leu Thr Pro Ala Asp Arg Gly  
    210                 215                 220                  
 
 
Leu Cys Arg Ala Asn Glu Asn Arg Phe Tyr Tyr Asn Ser Val Ile Gly  
225                 230                 235                 240  
 
 
Lys Cys Arg Pro Phe Lys Tyr Ser Gly Cys Gly Gly Asn Glu Asn Asn  
                245                 250                 255      
 
 
Phe Thr Ser Lys Gln Glu Cys Leu Arg Ala Cys Lys Lys Gly Phe Ile  
            260                 265                 270          
 
 
Gln Arg Ile Ser Lys Gly Gly Leu Ile Lys Thr Lys Arg Lys Arg Lys  
        275                 280                 285              
 
 
Lys Gln Arg Val Lys Ile Ala Tyr Glu Glu Ile Phe Val Lys Asn Met  
    290                 295                 300                  
 
 
<210>  166 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T417_mouse Variable heavy chain 
 
<400>  166 
 
Glu Val His Leu Val Glu Ser Gly Gly Asp Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Ser Trp Val Arg Gln Thr Pro Asp Lys Arg Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Pro Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          



 
 
Thr Val Thr Val Ser Ser  
        115              
 
 
<210>  167 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T417_mouse Variable light chain 
 
<400>  167 
 
Asp Val Val Met Thr Gln Thr Pro Leu Thr Leu Ser Val Thr Ile Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Ser  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Leu Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr His Phe Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  168 
<211>  120 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T308_mouse Variable heavy chain 
 
<400>  168 
 
Glu Val Lys Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Tyr  
            20                  25                  30           



 
 
Pro Met Ser Trp Val Arg Gln Thr Pro Glu Lys Arg Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Thr Ile Ser Asn Ser Gly Ser Tyr Thr Tyr Tyr Pro Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Val Tyr Gly Asn Tyr Glu Asp Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Thr Leu Thr Val Ser Ser  
        115                 120  
 
 
<210>  169 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T308_mouse Variable light chain 
 
<400>  169 
 
Asp Val Val Met Thr Gln Thr Pro Leu Thr Leu Ser Val Thr Ile Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Ser  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Leu Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr His Phe Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Leu Lys  
            100                 105                 110          
 
 



Arg  
     
 
 
<210>  170 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T417_mouse Variable heavy chain CDR 1 
 
<400>  170 
 
Ser Tyr Ala Met Ser  
1               5    
 
 
<210>  171 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T417_mouse Variable heavy chain CDR 2 
 
<400>  171 
 
Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Pro Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  172 
<211>  9 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Gln Asp Gly Asn Phe Leu Met Asp Tyr 
 
<400>  172 
 
Gln Asp Gly Asn Phe Leu Met Asp Tyr  
1               5                    
 
 
<210>  173 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T417_mouse Variable light chain CDR 1 
 
<400>  173 
 
Lys Ser Ser Gln Ser Leu Leu Asp Ser Asp Gly Lys Thr Tyr Leu Asn  
1               5                   10                  15       
 
 



<210>  174 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T417_mouse Variable light chain CDR 2 
 
<400>  174 
 
Leu Val Ser Lys Leu Asp Ser  
1               5            
 
 
<210>  175 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T417_mouse Variable light chain CDR 3 
 
<400>  175 
 
Trp Gln Gly Thr His Phe Pro Phe  
1               5                
 
 
<210>  176 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T308_mouse Variable heavy chain CDR 1 
 
<400>  176 
 
Asn Tyr Pro Met Ser  
1               5    
 
 
<210>  177 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T308_mouse Variable heavy chain CDR 2 
 
<400>  177 
 
Thr Ile Ser Asn Ser Gly Ser Tyr Thr Tyr Tyr Pro Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  178 
<211>  11 
<212>  PRT 
<213>  Artificial Sequence 



 
<220> 
<223>  Clone T308_mouse Variable heavy chain CDR 3 
 
<400>  178 
 
Gln Val Tyr Gly Asn Tyr Glu Asp Phe Asp Tyr  
1               5                   10       
 
 
<210>  179 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T308_mouse Variable light chain CDR 1 
 
<400>  179 
 
Lys Ser Ser Gln Ser Leu Leu Asp Ser Asp Gly Lys Thr Tyr Leu Asn  
1               5                   10                  15       
 
 
<210>  180 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T308_mouse Variable light chain CDR 2 
 
<400>  180 
 
Leu Val Ser Lys Leu Asp Ser  
1               5            
 
 
<210>  181 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone T308_mouse Variable light chain CDR 3 
 
<400>  181 
 
Trp Gln Gly Thr His Phe Pro Tyr  
1               5                
 
 
<210>  182 
<211>  87 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Primer_T417VH-F 
 
<400>  182 
gcggccgcca tgtatctggg tctgaactat gtctttatcg tgtttctgct gaatggtgtg       60 
 
cagtctgagg tgcacctggt ggagtct                                           87 



 
 
<210>  183 
<211>  43 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Primer_T417VH Apa-R 
 
 
<400>  183 
nnnngggccc cttggtgctg gctgaggaga cggtgaccgt ggt                         43 
 
 
<210>  184 
<211>  95 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Primer_T417 VL-F 
 
<400>  184 
gcggccgcca tggatagcca ggctcaggtg ctgatgctgc tgctgctgtg ggtgtcaggg       60 
 
acttgcgggg acgttgtgat gacccagact ccact                                  95 
 
 
<210>  185 
<211>  31 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Primer_VL-R 
 
 
<400>  185 
nnnnggtacc agatttcaac tgctcatcag a                                      31 
 
 
<210>  186 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 308_humanized Variable heavy chain 
 
<400>  186 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 



Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  187 
<211>  113 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 308_humanized Variable light chain 
 
<400>  187 
 
Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Ser  
            20                  25                  30           
 
 
Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Trp Gln Gly  
                85                  90                  95       
 
 
Thr His Phe Pro Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 
 
<210>  188 
<211>  5 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 308_humanized Variable heavy chain CDR 1 
 
<400>  188 
 
Ser Tyr Ala Met Asn  
1               5    
 
 
<210>  189 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 308-2_humanized and mutated Variable heavy chain 
 
<400>  189 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Gln Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  190 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 308-4_humanized and mutated Variable heavy chain 
 
<400>  190 
 



Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gln Asp Gly Asn Phe Leu Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  191 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 308-2_humanized and mutated Variable heavy chain CDR 2 
 
<400>  191 
 
Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Pro Asp Ser Val Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  192 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Clone 308-4_humanized and mutated Variable heavy chain CDR 2 
 
<400>  192 
 
Thr Ile Thr Thr Gly Gly Ser Tyr Thr Tyr Tyr Pro Asp Ser Val Glu  
1               5                   10                  15       
 
 



Gly  
     
 
 
<210>  193 
<211>  50 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Primer_VH Fo 
 
<400>  193 
tgctgtgggt gagtggtacc tgtggggaag tgcagctcgt ggagagcggt                  50 
 
 
<210>  194 
<211>  56 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Primer_VH Re 
 
<400>  194 
agtgggaaca cggagggccc cttggtgctg gcggatgaga cagtcacaag tgtccc           56 
 
 
<210>  195 
<211>  58 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Human_TFPI Kunitz domain 2 
 
<400>  195 
 
Lys Pro Asp Phe Cys Phe Leu Glu Glu Asp Pro Gly Ile Cys Arg Gly  
1               5                   10                  15       
 
 
Tyr Ile Thr Arg Tyr Phe Tyr Asn Asn Gln Thr Lys Gln Cys Glu Arg  
            20                  25                  30           
 
 
Phe Lys Tyr Gly Gly Cys Leu Gly Asn Met Asn Asn Phe Glu Thr Leu  
        35                  40                  45               
 
 
Glu Glu Cys Lys Asn Ile Cys Glu Asp Gly  
    50                  55               
 
 
<210>  196 
<211>  58 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Rabbit_TFPI Kunitz domain 2 
 
<400>  196 
 



Lys Pro Asp Phe Cys Phe Leu Glu Glu Asp Pro Gly Ile Cys Arg Gly  
1               5                   10                  15       
 
 
Phe Met Thr Arg Tyr Phe Tyr Asn Asn Gln Ser Lys Gln Cys Glu Gln  
            20                  25                  30           
 
 
Phe Lys Tyr Gly Gly Cys Leu Gly Asn Ser Asn Asn Phe Glu Thr Leu  
        35                  40                  45               
 
 
Glu Glu Cys Arg Asn Thr Cys Glu Asp Pro  
    50                  55               
 
 
<210>  197 
<211>  58 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Mouse_TFPI Kunitz domain 2 
 
<400>  197 
 
Arg Pro Asp Phe Cys Phe Leu Glu Glu Asp Pro Gly Leu Cys Arg Gly  
1               5                   10                  15       
 
 
Tyr Met Lys Arg Tyr Leu Tyr Asn Asn Gln Thr Lys Gln Cys Glu Arg  
            20                  25                  30           
 
 
Phe Val Tyr Gly Gly Cys Leu Gly Asn Arg Asn Asn Phe Glu Thr Leu  
        35                  40                  45               
 
 
Asp Glu Cys Lys Lys Ile Cys Glu Asn Pro  
    50                  55               
 
 
<210>  198 
<211>  29 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Primer_HTK2 For 
 
<400>  198 
ccatggaaac ccgacttttg cttcctgga                                         29 
 
 
<210>  199 
<211>  30 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Primer_RTK2 For 
 
<400>  199 
ccatggaaac ccgatttctg ctttctggag                                        30 



 
 
<210>  200 
<211>  30 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Primer_MTK2 For 
 
<400>  200 
ccatggagac ctgacttctg ctttctggag                                        30 
 
 
<210>  201 
<211>  33 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Primer_HTK2 Re 
 
<400>  201 
gcggccgcct agccgtcttc acagatgttc ttg                                    33 
 
 
<210>  202 
<211>  30 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Primer_RTK2 Re 
 
<400>  202 
gcggccgcct aggggtcctc acaggtgttg                                        30 
 
 
<210>  203 
<211>  37 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Primer_MTK2 Re 
 
<400>  203 
gcggccgcct aggggttctc acagattttc ttgcatt                                37 
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