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                         SEQUENCE LISTING 
 
<110>  BRISTOL-MYERS SQUIBB COMPANY 
  
<120>  NOVEL SERUM ALBUMIN-BINDING FIBRONECTIN TYPE III DOMAINS 
 
<130>  MXI-536PC 
 
<140>  PCT/US2015/021535 
<141>  2015-03-19 
 
<150>  US 61/968,181 
<151>  2014-03-20 
 
<160>  266    
 
<170>  PatentIn version 3.5 
 
<210>  1 
<211>  94 
<212>  PRT 
<213>  Homo sapiens 
 
 
<220> 
<221>  misc_feature 
<223>  Wild-type human 10Fn3 domain 
 
<400>  1 
 
Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr  
1               5                   10                  15       
 
 
Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr  
            20                  25                  30           
 
 
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe  
        35                  40                  45               
 
 
Thr Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro  
    50                  55                  60                   
 
 
Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Arg Gly Asp  
65                  70                  75                  80   
 
 
Ser Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90                   
 
 
<210>  2 
<211>  168 
<212>  PRT 
<213>  Homo sapiens 
 
 
<220> 
<221>  misc_feature 
<223>  Wild-type human 10Fn3 domain w/loop sequences generically defined 
 



<220> 
<221>  misc_feature 
<222>  (14)..(33) 
<223>  Xaa, if present, can be any naturally occurring amino acid; at  
       least two Xaa must be present 
 
<220> 
<221>  misc_feature 
<222>  (39)..(58) 
<223>  Xaa, if present, can be any naturally occurring amino acid; at  
       least two Xaa must be present 
 
<220> 
<221>  misc_feature 
<222>  (65)..(84) 
<223>  Xaa, if present, can be any naturally occurring amino acid; at  
       least two Xaa must be present 
 
<220> 
<221>  misc_feature 
<222>  (88)..(107) 
<223>  Xaa, if present, can be any naturally occurring amino acid; at  
       least two Xaa must be present 
 
<220> 
<221>  misc_feature 
<222>  (114)..(133) 
<223>  Xaa, if present, can be any naturally occurring amino acid; at  
       least two Xaa must be present 
 
<220> 
<221>  misc_feature 
<222>  (142)..(161) 
<223>  Xaa, if present, can be any naturally occurring amino acid; at  
       least two Xaa must be present 
 
<400>  2 
 
Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Xaa Xaa Xaa  
1               5                   10                  15       
 
 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa  
            20                  25                  30           
 
 
Xaa Leu Leu Ile Ser Trp Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa  
        35                  40                  45               
 
 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Tyr Tyr Arg Ile Thr Tyr  
    50                  55                  60                   
 
 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa  
65                  70                  75                  80   
 
 
Xaa Xaa Xaa Xaa Phe Thr Val Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa  
                85                  90                  95       
 
 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Ala Thr Ile Ser Gly  
            100                 105                 110          



 
 
Leu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa  
        115                 120                 125              
 
 
Xaa Xaa Xaa Xaa Xaa Tyr Thr Ile Thr Val Tyr Ala Val Xaa Xaa Xaa  
    130                 135                 140                  
 
 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa  
145                 150                 155                 160  
 
 
Xaa Ile Ser Ile Asn Tyr Arg Thr  
                165              
 
 
<210>  3 
<211>  10 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: N-terminal leader 
 
<400>  3 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu  
1               5                   10   
 
 
<210>  4 
<211>  9 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: N-terminal leader 
 
<400>  4 
 
Gly Val Ser Asp Val Pro Arg Asp Leu  
1               5                    
 
 
<210>  5 
<211>  9 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: N-terminal leader 
 
 
<220> 
<221>  misc_feature 
<222>  (1)..(2) 
<223>  Xaa can be any naturally occurring amino acid and may or may not  
       be present; If one is present, Xaa is Met or Gly; if both are  
       present, then Xaa Xaa is Met-Gly 
 
<400>  5 
 



Xaa Xaa Ser Asp Val Pro Arg Asp Leu  
1               5                    
 
 
<210>  6 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: N-terminal leader 
 
 
<220> 
<221>  misc_feature 
<222>  (1)..(2) 
<223>  Xaa can be any naturally occurring amino acid and may or may not  
       be present; If one is present, Xaa is Met or Gly; if both are  
       present, then Xaa Xaa is Met-Gly 
 
<400>  6 
 
Xaa Xaa Asp Val Pro Arg Asp Leu  
1               5                
 
 
<210>  7 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: N-terminal leader 
 
 
<220> 
<221>  misc_feature 
<222>  (1)..(2) 
<223>  Xaa can be any naturally occurring amino acid and may or may not  
       be present; If one is present, Xaa is Met or Gly; if both are  
       present, then Xaa Xaa is Met-Gly 
 
<400>  7 
 
Xaa Xaa Val Pro Arg Asp Leu  
1               5            
 
 
<210>  8 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: N-terminal leader 
 
 
<220> 
<221>  misc_feature 
<222>  (1)..(2) 
<223>  Xaa can be any naturally occurring amino acid and may or may not  
       be present; If one is present, Xaa is Met or Gly; if both are  
       present, then Xaa Xaa is Met-Gly 
 



<400>  8 
 
Xaa Xaa Pro Arg Asp Leu  
1               5        
 
 
<210>  9 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: N-terminal leader 
 
 
<220> 
<221>  misc_feature 
<222>  (1)..(2) 
<223>  Xaa can be any naturally occurring amino acid and may or may not  
       be present; If one is present, Xaa is Met or Gly; if both are  
       present, then Xaa Xaa is Met-Gly 
 
<400>  9 
 
Xaa Xaa Arg Asp Leu  
1               5    
 
 
<210>  10 
<211>  4 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: N-terminal leader 
 
 
<220> 
<221>  misc_feature 
<222>  (1)..(2) 
<223>  Xaa can be any naturally occurring amino acid and may or may not  
       be present; If one is present, Xaa is Met or Gly; if both are  
       present, then Xaa Xaa is Met-Gly 
 
<400>  10 
 
Xaa Xaa Asp Leu  
1                
 
 
<210>  11 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: N-terminal leader 
 
<400>  11 
 
Met Ala Ser Thr Ser Gly  
1               5        
 
 



<210>  12 
<211>  4 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  12 
 
Glu Ile Glu Lys  
1                
 
 
<210>  13 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  13 
 
Glu Gly Ser Gly Cys  
1               5    
 
 
<210>  14 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  14 
 
Glu Ile Glu Lys Pro Cys Gln  
1               5            
 
 
<210>  15 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  15 
 
Glu Ile Glu Lys Pro Ser Gln  
1               5            
 
 
<210>  16 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 



<400>  16 
 
Glu Ile Glu Lys Pro  
1               5    
 
 
<210>  17 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  17 
 
Glu Ile Glu Lys Pro Ser  
1               5        
 
 
<210>  18 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  18 
 
Glu Ile Glu Lys Pro Cys  
1               5        
 
 
<210>  19 
<211>  4 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  19 
 
Glu Ile Asp Lys  
1                
 
 
<210>  20 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  20 
 
Glu Ile Asp Lys Pro Cys Gln  
1               5            
 
 
<210>  21 
<211>  7 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  21 
 
Glu Ile Asp Lys Pro Ser Gln  
1               5            
 
 
<210>  22 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 6X His tail 
 
<400>  22 
 
His His His His His His  
1               5        
 
 
<210>  23 
<211>  117 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2270_C01 
 
<400>  23 
 
Met Ala Ser Thr Ser Gly Val Pro Arg Asp Leu Glu Val Val Ala Ala  
1               5                   10                  15       
 
 
Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val  
            20                  25                  30           
 
 
Arg Tyr Tyr Arg Ile Thr Tyr Gly Trp Gln Val Gln Met Tyr Ser Asp  
        35                  40                  45               
 
 
Trp Gly Pro Leu Tyr Ile Tyr Lys Glu Phe Thr Val Pro Gly Ser Lys  
    50                  55                  60                   
 
 
Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile  
65                  70                  75                  80   
 
 
Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys  
                85                  90                  95       
 
 
Pro Ile Ser Ile Asn Tyr Arg Thr Glu Gly Asp Lys Pro Ser Gln His  
            100                 105                 110          
 
 



His His His His His  
        115          
 
 
<210>  24 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2629_A09 
 
<400>  24 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val Gln Ile Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  25 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2629_A11 
 
<400>  25 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 



Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val His Ile Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  26 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2629_C10 
 
<400>  26 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Val Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      



 
 
<210>  27 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2629_D09 
 
<400>  27 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Met Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Val Tyr Ser Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  28 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2629_E05 
 
<400>  28 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Phe Ser Asp Trp  
        35                  40                  45               



 
 
Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  29 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2629_E06 (also referred to as ATI-1490) 
 
<400>  29 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Gln Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 



<210>  30 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2629_F04 
 
<400>  30 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val His Gln Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  31 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2629_H01 
 
 
<220> 
<221>  misc_feature 
<222>  (32)..(32) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (82)..(82) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (90)..(90) 



<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (108)..(108) 
<223>  Xaa can be any naturally occurring amino acid 
 
<400>  31 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Xaa  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val His Lys Asn Ser Asp Trp  
        35                  40                  45               
 
 
Gly Thr Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Xaa Ala Val Thr Gly Ser Gly Glu Xaa Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Xaa Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  32 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2629_H06 
 
<400>  32 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Ala Glu Phe Thr Val Pro Gly Ser Lys Ser  



    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  33 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2629_H07 
 
<400>  33 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val His Leu Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  34 
<211>  116 
<212>  PRT 



<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2630_A02 
 
<400>  34 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Thr Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val Gln Met Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Phe Ser Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  35 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2630_A11 
 
<400>  35 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val His Met Tyr Ser Asp Phe  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 



 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  36 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2630_D02 
 
<400>  36 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  37 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 



<220> 
<223>  Synthetic: PKE2 Adnectin 2630_D10 
 
<400>  37 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Met Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  38 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2630_F04 
 
<400>  38 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Met Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Gly Tyr Thr Ile Thr  



65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  39 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2630_G03 
 
<400>  39 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val Gln Ile Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  40 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2630_G10 



 
<400>  40 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Ile Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  41 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2630_H03 
 
 
<220> 
<221>  misc_feature 
<222>  (17)..(17) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (32)..(32) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (63)..(63) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (108)..(108) 
<223>  Xaa can be any naturally occurring amino acid 
 



<400>  41 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Xaa Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Xaa  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Gln Glu Phe Thr Val Pro Gly Ser Xaa Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Xaa Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  42 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2631_B04 
 
<400>  42 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Val Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val His Leu Tyr Ser Glu Phe  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 



Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  43 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2631_E03 
 
<400>  43 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Asp Val His Met Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Gln Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  44 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2631_G01 
 
<400>  44 
 



Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val Gln Ile Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  45 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2631_G03 
 
<400>  45 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Tyr Val Gln Leu Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       



 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  46 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2631_H09 
 
<400>  46 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Gln Val Gln Val Phe Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  47 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 2632_G01 
 
<400>  47 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       



 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Gln Val Gln Ile Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  48 
<211>  116 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PKE2 Adnectin 4079_A04 
 
<400>  48 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Gln Val Gln Met Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Ala Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 



Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His  
            100                 105                 110          
 
 
His His His His  
        115      
 
 
<210>  49 
<211>  111 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2270_C01 w/o his tag 
 
<400>  49 
 
Met Ala Ser Thr Ser Gly Val Pro Arg Asp Leu Glu Val Val Ala Ala  
1               5                   10                  15       
 
 
Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val  
            20                  25                  30           
 
 
Arg Tyr Tyr Arg Ile Thr Tyr Gly Trp Gln Val Gln Met Tyr Ser Asp  
        35                  40                  45               
 
 
Trp Gly Pro Leu Tyr Ile Tyr Lys Glu Phe Thr Val Pro Gly Ser Lys  
    50                  55                  60                   
 
 
Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile  
65                  70                  75                  80   
 
 
Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys  
                85                  90                  95       
 
 
Pro Ile Ser Ile Asn Tyr Arg Thr Glu Gly Asp Lys Pro Ser Gln  
            100                 105                 110      
 
 
<210>  50 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_A09 w/o his tag 
 
<400>  50 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 



Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val Gln Ile Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  51 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_A11 w/o his tag 
 
<400>  51 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val His Ile Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  52 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 



<223>  Synthetic: 2629_C10 w/o his tag 
 
<400>  52 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Val Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  53 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_D09 w/o his tag 
 
<400>  53 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Met Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Val Tyr Ser Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       



 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  54 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_E05 w/o his tag 
 
<400>  54 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Phe Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  55 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_E06 w/o his tag 
 
<400>  55 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Asp Leu  
        35                  40                  45               



 
 
Gly Pro Leu Tyr Ile Tyr Gln Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  56 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_F04 w/o his tag 
 
<400>  56 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val His Gln Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  57 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H01 w/o his tag 
 



 
<220> 
<221>  misc_feature 
<222>  (32)..(32) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (82)..(82) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (90)..(90) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (108)..(108) 
<223>  Xaa can be any naturally occurring amino acid 
 
<400>  57 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Xaa  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val His Lys Asn Ser Asp Trp  
        35                  40                  45               
 
 
Gly Thr Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Xaa Ala Val Thr Gly Ser Gly Glu Xaa Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Xaa Ser Gln  
            100                 105                 110  
 
 
<210>  58 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H06 w/o his tag 
 
<400>  58 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 



 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Ala Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  59 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H07 w/o his tag 
 
<400>  59 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val His Leu Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  60 



<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_A02 w/o his tag 
 
<400>  60 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Thr Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val Gln Met Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Phe Ser Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  61 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_A11 w/o his tag 
 
<400>  61 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val His Met Tyr Ser Asp Phe  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  



65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  62 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_D02 w/o his tag 
 
<400>  62 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  63 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_D10 w/o his tag 
 
<400>  63 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  



            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Met Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  64 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_F04 w/o his tag 
 
<400>  64 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Met Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Gly Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  65 
<211>  110 
<212>  PRT 



<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_G03 w/o his tag 
 
<400>  65 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val Gln Ile Tyr Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  66 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_G10 w/o his tag 
 
<400>  66 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Ile Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 



 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  67 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_H03 w/o his tag 
 
 
<220> 
<221>  misc_feature 
<222>  (17)..(17) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (32)..(32) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (63)..(63) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (108)..(108) 
<223>  Xaa can be any naturally occurring amino acid 
 
<400>  67 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Xaa Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Xaa  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Gln Glu Phe Thr Val Pro Gly Ser Xaa Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 



Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Xaa Ser Gln  
            100                 105                 110  
 
 
<210>  68 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_B04 w/o his tag 
 
<400>  68 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Val Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val His Leu Tyr Ser Glu Phe  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  69 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_E03 w/o his tag 
 
<400>  69 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Asp Val His Met Tyr Ser Asp Trp  
        35                  40                  45               
 
 



Gly Pro Met Tyr Ile Tyr Gln Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  70 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_G01 w/o his tag 
 
<400>  70 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val Gln Ile Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  71 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_G03 w/o his tag 
 
<400>  71 
 



Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Tyr Val Gln Leu Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  72 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_H09 w/o his tag 
 
<400>  72 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Gln Val Gln Val Phe Ser Asp Leu  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  



 
 
<210>  73 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2632_G01 w/o his tag 
 
<400>  73 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Gln Val Gln Ile Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  74 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 4079_A04 w/o his tag 
 
<400>  74 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Arg Gln Val Gln Met Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Ala Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   



 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln  
            100                 105                 110  
 
 
<210>  75 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2270_C01 core 
 
<400>  75 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Trp Gln Val  
            20                  25                  30           
 
 
Gln Met Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Lys Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  76 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_A09 core 
 
<400>  76 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val  
            20                  25                  30           



 
 
Gln Ile Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  77 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_A11 core 
 
<400>  77 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val  
            20                  25                  30           
 
 
His Ile Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  78 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_C10 core 
 
<400>  78 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       



 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Lys Tyr Ser Val Leu Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  79 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_D09 core 
 
<400>  79 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Met Tyr Ser Asp Leu Gly Pro Leu Tyr Val Tyr Ser Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  80 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_E05 core 
 



<400>  80 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Lys Phe Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  81 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_E06 core 
 
<400>  81 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Lys Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Gln Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  82 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 



 
<220> 
<223>  Synthetic: 2629_F04 core 
 
<400>  82 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
His Gln Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  83 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H01 core 
 
 
<220> 
<221>  misc_feature 
<222>  (22)..(22) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (72)..(72) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (80)..(80) 
<223>  Xaa can be any naturally occurring amino acid 
 
<400>  83 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Xaa Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 



His Lys Asn Ser Asp Trp Gly Thr Leu Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Xaa Ala Val Thr Gly Ser Gly Glu Xaa  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  84 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H06 core 
 
<400>  84 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Lys Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Ala Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  85 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H07 core 
 
<400>  85 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 



Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
His Leu Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  86 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_A02 core 
 
<400>  86 
 
Glu Val Val Ala Thr Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val  
            20                  25                  30           
 
 
Gln Met Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Phe Ser Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  87 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_A11 core 
 
<400>  87 
 



Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
His Met Tyr Ser Asp Phe Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  88 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_D02 core 
 
<400>  88 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Lys Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  89 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 



<223>  Synthetic: 2630_D10 core 
 
<400>  89 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Met Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  90 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_F04 core 
 
<400>  90 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Met Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Gly Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  91 
<211>  93 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_G03 core 
 
<400>  91 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val  
            20                  25                  30           
 
 
Gln Ile Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  92 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_G10 core 
 
<400>  92 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Ile Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               



 
 
<210>  93 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_H03 core 
 
 
<220> 
<221>  misc_feature 
<222>  (7)..(7) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (22)..(22) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (53)..(53) 
<223>  Xaa can be any naturally occurring amino acid 
 
<400>  93 
 
Glu Val Val Ala Ala Thr Xaa Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Xaa Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Lys Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Gln Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Xaa Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  94 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_B04 core 
 
<400>  94 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Val  
1               5                   10                  15       



 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val  
            20                  25                  30           
 
 
His Leu Tyr Ser Glu Phe Gly Pro Met Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  95 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_E03 core 
 
<400>  95 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Asp Val  
            20                  25                  30           
 
 
His Met Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr Gln Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  96 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_G01 core 
 



<400>  96 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val  
            20                  25                  30           
 
 
Gln Ile Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  97 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_G03 core 
 
<400>  97 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Tyr Val  
            20                  25                  30           
 
 
Gln Leu Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  98 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 



 
<220> 
<223>  Synthetic: 2631_H09 core 
 
<400>  98 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Gln Val  
            20                  25                  30           
 
 
Gln Val Phe Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  99 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2632_G01 core 
 
<400>  99 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Gln Val  
            20                  25                  30           
 
 
Gln Ile Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 



<210>  100 
<211>  93 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 4079_A04 core 
 
<400>  100 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Gln Val  
            20                  25                  30           
 
 
Gln Met Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Ala Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90               
 
 
<210>  101 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_A09 CD loop 
 
<400>  101 
 
Gly Arg His Val Gln Ile Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Thr Glu  
         
 
 
<210>  102 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_A11 CD loop 
 
<400>  102 
 
Gly Arg His Val His Ile Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr  
1               5                   10                  15       



 
 
Thr Glu  
         
 
 
<210>  103 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_C10 CD loop 
 
<400>  103 
 
Gly Arg Glu Val Gln Lys Tyr Ser Val Leu Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Thr Glu  
         
 
 
<210>  104 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_D09 CD loop 
 
<400>  104 
 
Gly Arg Glu Val Gln Met Tyr Ser Asp Leu Gly Pro Leu Tyr Val Tyr  
1               5                   10                  15       
 
 
Ser Glu  
         
 
 
<210>  105 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_E05 CD loop 
 
<400>  105 
 
Gly Arg Glu Val Gln Lys Phe Ser Asp Trp Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Thr Glu  
         
 
 
<210>  106 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 



 
<220> 
<223>  Synthetic: 2629_E06 CD loop 
 
<400>  106 
 
Gly Arg Glu Val Gln Lys Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Gln Glu  
         
 
 
<210>  107 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_F04 CD loop 
 
<400>  107 
 
Gly Arg Glu Val His Gln Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr  
1               5                   10                  15       
 
 
Asn Glu  
         
 
 
<210>  108 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H01 CD loop 
 
<400>  108 
 
Gly Arg Glu Val His Lys Asn Ser Asp Trp Gly Thr Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Thr Glu  
         
 
 
<210>  109 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H06 CD loop 
 
<400>  109 
 
Gly Arg Glu Val Gln Lys Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 



Ala Glu  
         
 
 
<210>  110 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H07 CD loop 
 
<400>  110 
 
Gly Arg Glu Val His Leu Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr  
1               5                   10                  15       
 
 
Thr Glu  
         
 
 
<210>  111 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_A02 CD loop 
 
<400>  111 
 
Gly Arg His Val Gln Met Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Phe  
1               5                   10                  15       
 
 
Ser Glu  
         
 
 
<210>  112 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_A11 CD loop 
 
<400>  112 
 
Gly Arg Glu Val His Met Tyr Ser Asp Phe Gly Pro Met Tyr Ile Tyr  
1               5                   10                  15       
 
 
Thr Glu  
         
 
 
<210>  113 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 



<223>  Synthetic: 2630_D02 CD loop 
 
<400>  113 
 
Gly Arg Glu Val Gln Lys Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Asn Glu  
         
 
 
<210>  114 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_D10 CD loop 
 
<400>  114 
 
Gly Arg Glu Val Gln Met Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Asn Glu  
         
 
 
<210>  115 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_F04 CD loop 
 
<400>  115 
 
Gly Arg Glu Val Gln Met Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Thr Glu  
         
 
 
<210>  116 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_G03 CD loop 
 
<400>  116 
 
Gly Arg His Val Gln Ile Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Asn Glu  
         



 
 
<210>  117 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_G10 CD loop 
 
<400>  117 
 
Gly Arg Glu Val Gln Ile Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Asn Glu  
         
 
 
<210>  118 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_H03 CD loop 
 
<400>  118 
 
Gly Arg Glu Val Gln Lys Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Gln Glu  
         
 
 
<210>  119 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_B04 CD loop 
 
<400>  119 
 
Gly Arg His Val His Leu Tyr Ser Glu Phe Gly Pro Met Tyr Ile Tyr  
1               5                   10                  15       
 
 
Asn Glu  
         
 
 
<210>  120 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_E03 CD loop 
 



<400>  120 
 
Gly Arg Asp Val His Met Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr  
1               5                   10                  15       
 
 
Gln Glu  
         
 
 
<210>  121 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_G01 CD loop 
 
<400>  121 
 
Gly Arg His Val Gln Ile Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Asn Glu  
         
 
 
<210>  122 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_G03 CD loop 
 
<400>  122 
 
Gly Arg Tyr Val Gln Leu Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr  
1               5                   10                  15       
 
 
Thr Glu  
         
 
 
<210>  123 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_H09 CD loop 
 
<400>  123 
 
Gly Arg Gln Val Gln Val Phe Ser Asp Leu Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Asn Glu  
         
 
 



<210>  124 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2632_G01 CD loop 
 
<400>  124 
 
Gly Arg Gln Val Gln Ile Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Asn Glu  
         
 
 
<210>  125 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 4079_A04 CD loop 
 
<400>  125 
 
Gly Arg Gln Val Gln Met Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr  
1               5                   10                  15       
 
 
Ala Glu  
         
 
 
<210>  126 
<211>  354 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2270_C01 
 
<400>  126 
atggctagca ctagtggcgt gccgcgcgac ttggaagtgg ttgccgcgac cccgacgtct       60 
 
ctgcttatta gctgggatgc acctgccgtc acagtgagat attatcgcat tacatatggt      120 
 
tggcaggttc agatgtactc tgactggggt ccgctgtaca tctacaaaga gttcacggta      180 
 
cctgggagca agtccacagc taccatcagc ggtctcaaac ctggagttga ttacaccatt      240 
 
acggtatacg cagtcaccgg ctctggagag agccccgcaa gcagcaagcc aatttccatt      300 
 
aattatcgga ccgaaggcga caaaccatcc cagcaccatc accaccacca ctga            354 
 
 
<210>  127 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 



<223>  Synthetic: 2629_A09 
 
<400>  127 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggacgg      120 
 
catgttcaga tctattctga cttaggcccg ctgtacatct acacagagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  128 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_A11 
 
<400>  128 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggtaga      120 
 
cacgttcata tctactcaga ctggggtccg atgtacatct acacagagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  129 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_C10 
 
<400>  129 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacgggaga      120 
 
gaggttcaga aatactctgt cttgggtcca ctgtacatat acacggagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  130 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 



 
<220> 
<223>  Synthetic: 2629_D09 
 
<400>  130 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacgggagg      120 
 
gaggttcaga tgtactctga cttgggtcca ttgtacgtat acagcgagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  131 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_E05 
 
<400>  131 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggtcgg      120 
 
gaggtacaga agttctcgga ctggggtccg ctgtacatct acacagagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  132 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_E06 
 
<400>  132 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggcagg      120 
 
gaggttcaga agtactcgga cttgggtccg ttgtacatct accaagagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  133 
<211>  351 



<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_F04 
 
<400>  133 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggtagg      120 
 
gaggttcatc aatactctga ctggggtccg atgtacatct acaacgagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  134 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H01 
 
<400>  134 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcratatt accgcatcac ttacggtcgg      120 
 
gaggttcata agaactcaga ctggggtacg ctgtacatct acacagagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtrtgctg tcactggctc tggagagarc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa amcatcccag caccatcacc accaccactg a               351 
 
 
<210>  135 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H06 
 
<400>  135 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggacgg      120 
 
gaggttcaga agtattcaga cttgggtcca ctgtacatct acgcagagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 



<210>  136 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H07 
 
<400>  136 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacgggcgg      120 
 
gaggtccacc tgtactccga ctgggggccg atgtacatct acacagagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  137 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_A02 
 
<400>  137 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctaccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggtagg      120 
 
cacgttcaaa tgtactctga ccttggtccg ttgtacatct tcagtgagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  138 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_A11 
 
<400>  138 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggacgg      120 
 
gaggttcata tgtactctga cttcggtccg atgtacatat acacagagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 



 
 
<210>  139 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_D02 
 
<400>  139 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggtaga      120 
 
gaagttcaga aatactctga ctggggcccg ctctacatct acaatgagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  140 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_D10 
 
<400>  140 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggtcgg      120 
 
gaggttcaga tgtactcgga cttgggtccg ctctacatct acaacgagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  141 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_F04 
 
<400>  141 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggtaga      120 
 
gaggtccaga tgtactcaga cttggggccg ctgtacatct atacagagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttggtta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 



 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  142 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_G03 
 
<400>  142 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggacgg      120 
 
catgttcaga tctactccga cttgggtcct ctgtatatct acaatgagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  143 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_G10 
 
<400>  143 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggtcgg      120 
 
gaggttcaaa tatactctga ctggggtccg ctgtatatat acaacgagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  144 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_H03 
 
<400>  144 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccaccsc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcsatatt accgcatcac ttacggacgt      120 
 
gaagtrcaga aatactctga ctggggcccg ctgtacatct accaagagtt cactgtgcct      180 
 
gggagcragt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 



 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa amcatcccag caccatcacc accaccactg a               351 
 
 
<210>  145 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_B04 
 
<400>  145 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgtacc tgccgttaca gtgcgatatt accgcatcac ttacggcagg      120 
 
cacgtacatt tgtactcgga gttcggtccg atgtatatct acaacgagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  146 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_E03 
 
<400>  146 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggtagg      120 
 
gatgtccaca tgtactctga ctggggtccg atgtacatat accaagagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  147 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_G01 
 
<400>  147 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggtagg      120 
 
catgttcaga tatactcgga ctggggtccg ctgtacatct acaatgagtt cactgtgcct      180 



 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  148 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_G03 
 
<400>  148 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagccta       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggaagg      120 
 
tatgttcagc tatactctga ctggggtccg atgtacatct acacggagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  149 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_H09 
 
<400>  149 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggacgg      120 
 
caagtgcaag tgttctcaga cttgggtccg ctgtacatat acaacgagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  150 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2632_G01 
 
<400>  150 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggtaga      120 



 
caggtgcaga tctactctga ctggggaccg ctgtacatct acaatgagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  151 
<211>  351 
<212>  DNA 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 4079_A04 
 
<400>  151 
atgggagttt ctgatgtgcc gcgcgacctg gaagtggttg ctgccacccc caccagcctg       60 
 
ctgatcagct gggatgcacc tgccgtcaca gtgcgatatt accgcatcac ttacggtagg      120 
 
caggtacaga tgtactctga ctggggtcca ctttacatct acgccgagtt cactgtgcct      180 
 
gggagcaagt ccacagctac catcagcggc cttaaacctg gcgttgatta taccatcact      240 
 
gtgtatgctg tcactggctc tggagagagc cccgcaagca gcaagccaat ttccattaat      300 
 
taccgcacag aaattgacaa accatcccag caccatcacc accaccactg a               351 
 
 
<210>  152 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  152 
 
Pro Ser Thr Pro Pro Thr Pro Ser Pro Ser Thr Pro Pro Thr Pro Ser  
1               5                   10                  15       
 
 
Pro Ser  
         
 
 
<210>  153 
<211>  14 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  153 
 
Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser  
1               5                   10                   
 
 



<210>  154 
<211>  13 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  154 
 
Gly Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser  
1               5                   10               
 
 
<210>  155 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  155 
 
Gly Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly  
1               5                   10                  15       
 
 
<210>  156 
<211>  15 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  156 
 
Gly Ser Glu Gly Ser Glu Gly Ser Glu Gly Ser Glu Gly Ser Glu  
1               5                   10                  15   
 
 
<210>  157 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  157 
 
Gly Gly Ser Glu Gly Gly Ser Glu  
1               5                
 
 
<210>  158 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 



<400>  158 
 
Gly Ser Gly Ser Gly Ser Gly Ser  
1               5                
 
 
<210>  159 
<211>  35 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  159 
 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
            20                  25                  30           
 
 
Gly Gly Ser  
        35   
 
 
<210>  160 
<211>  25 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  160 
 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser  
            20                  25   
 
 
<210>  161 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  161 
 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
1               5                   10                  15       
 
 
<210>  162 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 



 
<220> 
<223>  Synthetic: Linker 
 
<400>  162 
 
Gly Pro Gly Pro Gly Pro Gly  
1               5            
 
 
<210>  163 
<211>  11 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  163 
 
Gly Pro Gly Pro Gly Pro Gly Pro Gly Pro Gly  
1               5                   10       
 
 
<210>  164 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  164 
 
Pro Ala Pro Ala Pro Ala  
1               5        
 
 
<210>  165 
<211>  12 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  165 
 
Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala  
1               5                   10           
 
 
<210>  166 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  166 
 
Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala  
1               5                   10                  15       



 
 
Pro Ala  
         
 
 
<210>  167 
<211>  97 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PCSK9 10Fn3 domain 
 
<400>  167 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Glu Gly Tyr Gly  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln  
        35                  40                  45               
 
 
Glu Phe Thr Val Pro Val Ser Lys Gly Thr Ala Thr Ile Ser Gly Leu  
    50                  55                  60                   
 
 
Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Glu Phe Asp  
65                  70                  75                  80   
 
 
Phe Pro Gly Ala Gly Tyr Tyr His Arg Pro Ile Ser Ile Asn Tyr Arg  
                85                  90                  95       
 
 
Thr  
     
 
 
<210>  168 
<211>  219 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PCSK9-PKE2 tandem Adnectin w/o his tag  5190_E01  
       (ATI-1676) 
 
<400>  168 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Glu Gly Tyr Gly  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln  



        35                  40                  45               
 
 
Glu Phe Thr Val Pro Val Ser Lys Gly Thr Ala Thr Ile Ser Gly Leu  
    50                  55                  60                   
 
 
Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Glu Phe Asp  
65                  70                  75                  80   
 
 
Phe Pro Gly Ala Gly Tyr Tyr His Arg Pro Ile Ser Ile Asn Tyr Arg  
                85                  90                  95       
 
 
Thr Glu Pro Ser Thr Pro Pro Thr Pro Ser Pro Ser Thr Pro Pro Thr  
            100                 105                 110          
 
 
Pro Ser Pro Ser Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val  
        115                 120                 125              
 
 
Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val  
    130                 135                 140                  
 
 
Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr  
145                 150                 155                 160  
 
 
Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Gln Glu Phe Thr Val Pro Gly  
                165                 170                 175      
 
 
Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr  
            180                 185                 190          
 
 
Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser  
        195                 200                 205              
 
 
Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
    210                 215                  
 
 
<210>  169 
<211>  225 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PCSK9-PKE2 tandem Adnectin w/ his tag  4472_C06  
       (ATI-1574) 
 
<400>  169 
 
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Glu Gly Tyr Gly  
            20                  25                  30           



 
 
Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln  
        35                  40                  45               
 
 
Glu Phe Thr Val Pro Val Ser Lys Gly Thr Ala Thr Ile Ser Gly Leu  
    50                  55                  60                   
 
 
Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Glu Phe Asp  
65                  70                  75                  80   
 
 
Phe Pro Gly Ala Gly Tyr Tyr His Arg Pro Ile Ser Ile Asn Tyr Arg  
                85                  90                  95       
 
 
Thr Glu Pro Ser Thr Pro Pro Thr Pro Ser Pro Ser Thr Pro Pro Thr  
            100                 105                 110          
 
 
Pro Ser Pro Ser Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val  
        115                 120                 125              
 
 
Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val  
    130                 135                 140                  
 
 
Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr  
145                 150                 155                 160  
 
 
Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Gln Glu Phe Thr Val Pro Gly  
                165                 170                 175      
 
 
Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr  
            180                 185                 190          
 
 
Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser  
        195                 200                 205              
 
 
Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Glu His His His His His  
    210                 215                 220                  
 
 
His  
225  
 
 
<210>  170 
<211>  18 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: CD loop consensus 
 
 
<220> 



<221>  misc_feature 
<222>  (2)..(2) 
<223>  Xaa is R or W 
 
<220> 
<221>  misc_feature 
<222>  (3)..(3) 
<223>  Xaa is H, E, D, Y, or Q 
 
<220> 
<221>  misc_feature 
<222>  (5)..(5) 
<223>  Xaa is Q or H 
 
<220> 
<221>  misc_feature 
<222>  (6)..(6) 
<223>  Xaa is I, K, M, Q, L, or V 
 
<220> 
<221>  misc_feature 
<222>  (7)..(7) 
<223>  Xaa is Y, F, or N 
 
<220> 
<221>  misc_feature 
<222>  (9)..(9) 
<223>  Xaa is D, V, or E 
 
<220> 
<221>  misc_feature 
<222>  (10)..(10) 
<223>  Xaa is L, W, or F 
 
<220> 
<221>  misc_feature 
<222>  (12)..(12) 
<223>  Xaa is P or T 
 
<220> 
<221>  misc_feature 
<222>  (13)..(13) 
<223>  Xaa is L or M 
 
<220> 
<221>  misc_feature 
<222>  (15)..(15) 
<223>  Xaa is I or V 
 
<220> 
<221>  misc_feature 
<222>  (16)..(16) 
<223>  Xaa is Y or F 
 
<220> 
<221>  misc_feature 
<222>  (17)..(17) 
<223>  Xaa is T, S, Q, N, or A 
 
<400>  170 
 
Gly Xaa Xaa Val Xaa Xaa Xaa Ser Xaa Xaa Gly Xaa Xaa Tyr Xaa Xaa  
1               5                   10                  15       
 



 
Xaa Glu  
         
 
 
<210>  171 
<211>  342 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 3852_F10 
 
<400>  171 
 
Ala Thr Gly Gly Gly Ala Gly Thr Thr Thr Cys Thr Gly Ala Thr Gly  
1               5                   10                  15       
 
 
Thr Gly Cys Cys Gly Cys Gly Cys Gly Ala Cys Cys Thr Gly Gly Ala  
            20                  25                  30           
 
 
Ala Gly Thr Gly Gly Thr Thr Gly Cys Thr Gly Cys Cys Ala Cys Cys  
        35                  40                  45               
 
 
Cys Cys Cys Ala Cys Cys Ala Gly Cys Cys Thr Gly Cys Thr Gly Ala  
    50                  55                  60                   
 
 
Thr Cys Ala Gly Cys Thr Gly Gly Gly Ala Cys Gly Cys Thr Cys Cys  
65                  70                  75                  80   
 
 
Gly Gly Cys Thr Gly Thr Thr Gly Ala Cys Gly Gly Thr Cys Gly Ala  
                85                  90                  95       
 
 
Thr Ala Thr Thr Ala Cys Cys Gly Cys Ala Thr Cys Ala Cys Thr Thr  
            100                 105                 110          
 
 
Ala Cys Gly Gly Cys Gly Ala Ala Ala Cys Ala Gly Gly Ala Gly Gly  
        115                 120                 125              
 
 
Cys Ala Ala Thr Ala Gly Cys Cys Cys Thr Gly Thr Cys Cys Ala Gly  
    130                 135                 140                  
 
 
Gly Ala Gly Thr Thr Cys Ala Cys Thr Gly Thr Gly Cys Cys Thr Gly  
145                 150                 155                 160  
 
 
Gly Thr Thr Cys Thr Ala Ala Ala Thr Cys Thr Ala Cys Ala Gly Cys  
                165                 170                 175      
 
 
Thr Ala Cys Cys Ala Thr Cys Ala Gly Cys Gly Gly Cys Cys Thr Thr  
            180                 185                 190          
 
 
Ala Ala Ala Cys Cys Thr Gly Gly Cys Gly Thr Thr Gly Ala Thr Thr  



        195                 200                 205              
 
 
Ala Thr Ala Cys Cys Ala Thr Cys Ala Cys Thr Gly Thr Gly Thr Ala  
    210                 215                 220                  
 
 
Thr Gly Cys Thr Gly Thr Cys Ala Cys Thr Cys Cys Gly Thr Ala Cys  
225                 230                 235                 240  
 
 
Gly Ala Ala Thr Thr Cys Cys Ala Thr Thr Thr Cys Cys Cys Gly Thr  
                245                 250                 255      
 
 
Ala Cys Ala Cys Thr Cys Ala Thr Thr Ala Cys Thr Cys Thr Thr Cys  
            260                 265                 270          
 
 
Thr Ala Ala Ala Cys Cys Ala Ala Thr Thr Thr Cys Cys Ala Thr Thr  
        275                 280                 285              
 
 
Ala Ala Thr Thr Ala Cys Cys Gly Cys Ala Cys Ala Gly Ala Ala Ala  
    290                 295                 300                  
 
 
Thr Thr Gly Ala Cys Ala Ala Ala Cys Cys Ala Thr Cys Cys Cys Ala  
305                 310                 315                 320  
 
 
Gly Cys Ala Cys Cys Ala Thr Cys Ala Cys Cys Ala Cys Cys Ala Cys  
                325                 330                 335      
 
 
Cys Ala Cys Thr Gly Ala  
            340          
 
 
<210>  172 
<211>  660 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PCSK9-PKE2 tandem Adnectin nucleic acid sequence   
       5190_E01 (ATI-1676) 
 
<400>  172 
 
Ala Thr Gly Gly Gly Ala Gly Thr Thr Thr Cys Thr Gly Ala Thr Gly  
1               5                   10                  15       
 
 
Thr Gly Cys Cys Gly Cys Gly Cys Gly Ala Cys Cys Thr Gly Gly Ala  
            20                  25                  30           
 
 
Ala Gly Thr Gly Gly Thr Thr Gly Cys Thr Gly Cys Cys Ala Cys Cys  
        35                  40                  45               
 
 
Cys Cys Cys Ala Cys Cys Ala Gly Cys Cys Thr Gly Cys Thr Gly Ala  
    50                  55                  60                   



 
 
Thr Cys Ala Gly Cys Thr Gly Gly Gly Ala Cys Gly Cys Thr Cys Cys  
65                  70                  75                  80   
 
 
Gly Gly Cys Thr Gly Ala Ala Gly Gly Gly Thr Ala Cys Gly Gly Thr  
                85                  90                  95       
 
 
Thr Ala Thr Thr Ala Cys Cys Gly Cys Ala Thr Cys Ala Cys Thr Thr  
            100                 105                 110          
 
 
Ala Cys Gly Gly Cys Gly Ala Ala Ala Cys Ala Gly Gly Ala Gly Gly  
        115                 120                 125              
 
 
Cys Ala Ala Thr Ala Gly Cys Cys Cys Thr Gly Thr Cys Cys Ala Gly  
    130                 135                 140                  
 
 
Gly Ala Gly Thr Thr Cys Ala Cys Thr Gly Thr Gly Cys Cys Thr Gly  
145                 150                 155                 160  
 
 
Thr Thr Thr Cys Thr Ala Ala Ala Gly Gly Thr Ala Cys Ala Gly Cys  
                165                 170                 175      
 
 
Thr Ala Cys Cys Ala Thr Cys Ala Gly Cys Gly Gly Cys Cys Thr Thr  
            180                 185                 190          
 
 
Ala Ala Ala Cys Cys Thr Gly Gly Cys Gly Thr Thr Gly Ala Thr Thr  
        195                 200                 205              
 
 
Ala Thr Ala Cys Cys Ala Thr Cys Ala Cys Thr Gly Thr Gly Thr Ala  
    210                 215                 220                  
 
 
Thr Gly Cys Thr Gly Thr Cys Gly Ala Ala Thr Thr Cys Gly Ala Cys  
225                 230                 235                 240  
 
 
Thr Thr Cys Cys Cys Cys Gly Gly Cys Gly Cys Cys Gly Gly Thr Thr  
                245                 250                 255      
 
 
Ala Cys Thr Ala Cys Cys Ala Thr Cys Gly Thr Cys Cys Ala Ala Thr  
            260                 265                 270          
 
 
Thr Thr Cys Cys Ala Thr Thr Ala Ala Thr Thr Ala Cys Cys Gly Gly  
        275                 280                 285              
 
 
Ala Cys Cys Gly Ala Ala Cys Cys Gly Ala Gly Cys Ala Cys Ala Cys  
    290                 295                 300                  
 
 
Cys Thr Cys Cys Gly Ala Cys Cys Cys Cys Gly Ala Gly Thr Cys Cys  
305                 310                 315                 320  



 
 
Gly Thr Cys Ala Ala Cys Ala Cys Cys Ala Cys Cys Gly Ala Cys Ala  
                325                 330                 335      
 
 
Cys Cys Gly Thr Cys Ala Cys Cys Gly Ala Gly Cys Gly Gly Ala Gly  
            340                 345                 350          
 
 
Thr Thr Thr Cys Thr Gly Ala Cys Gly Thr Cys Cys Cys Gly Cys Gly  
        355                 360                 365              
 
 
Cys Gly Ala Cys Cys Thr Gly Gly Ala Ala Gly Thr Gly Gly Thr Thr  
    370                 375                 380                  
 
 
Gly Cys Thr Gly Cys Cys Ala Cys Cys Cys Cys Cys Ala Cys Cys Ala  
385                 390                 395                 400  
 
 
Gly Cys Cys Thr Gly Cys Thr Gly Ala Thr Cys Ala Gly Cys Thr Gly  
                405                 410                 415      
 
 
Gly Gly Ala Thr Gly Cys Ala Cys Cys Thr Gly Cys Cys Gly Thr Cys  
            420                 425                 430          
 
 
Ala Cys Ala Gly Thr Gly Cys Gly Ala Thr Ala Thr Thr Ala Cys Cys  
        435                 440                 445              
 
 
Gly Cys Ala Thr Cys Ala Cys Thr Thr Ala Cys Gly Gly Cys Ala Gly  
    450                 455                 460                  
 
 
Gly Gly Ala Gly Gly Thr Thr Cys Ala Gly Ala Ala Gly Thr Ala Cys  
465                 470                 475                 480  
 
 
Thr Cys Gly Gly Ala Cys Thr Thr Gly Gly Gly Thr Cys Cys Gly Thr  
                485                 490                 495      
 
 
Thr Gly Thr Ala Cys Ala Thr Cys Thr Ala Cys Cys Ala Ala Gly Ala  
            500                 505                 510          
 
 
Gly Thr Thr Cys Ala Cys Thr Gly Thr Gly Cys Cys Thr Gly Gly Gly  
        515                 520                 525              
 
 
Ala Gly Cys Ala Ala Gly Thr Cys Cys Ala Cys Ala Gly Cys Thr Ala  
    530                 535                 540                  
 
 
Cys Cys Ala Thr Cys Ala Gly Cys Gly Gly Cys Cys Thr Thr Ala Ala  
545                 550                 555                 560  
 
 
Ala Cys Cys Thr Gly Gly Cys Gly Thr Thr Gly Ala Thr Thr Ala Thr  
                565                 570                 575      



 
 
Ala Cys Cys Ala Thr Cys Ala Cys Thr Gly Thr Gly Thr Ala Thr Gly  
            580                 585                 590          
 
 
Cys Thr Gly Thr Cys Ala Cys Thr Gly Gly Cys Thr Cys Thr Gly Gly  
        595                 600                 605              
 
 
Ala Gly Ala Gly Ala Gly Cys Cys Cys Cys Gly Cys Ala Ala Gly Cys  
    610                 615                 620                  
 
 
Ala Gly Cys Ala Ala Gly Cys Cys Ala Ala Thr Thr Thr Cys Cys Ala  
625                 630                 635                 640  
 
 
Thr Thr Ala Ala Thr Thr Ala Cys Cys Gly Cys Ala Cys Ala Cys Cys  
                645                 650                 655      
 
 
Gly Thr Gly Ala  
            660  
 
 
<210>  173 
<211>  10 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  173 
 
Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro  
1               5                   10   
 
 
<210>  174 
<211>  20 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  174 
 
Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro Pro Ser Pro Glu Pro Pro  
1               5                   10                  15       
 
 
Thr Pro Glu Pro  
            20   
 
 
<210>  175 
<211>  30 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 



<223>  Synthetic: Linker 
 
<400>  175 
 
Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro Pro Ser Pro Glu Pro Pro  
1               5                   10                  15       
 
 
Thr Pro Glu Pro Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro  
            20                  25                  30   
 
 
<210>  176 
<211>  40 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  176 
 
Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro Pro Ser Pro Glu Pro Pro  
1               5                   10                  15       
 
 
Thr Pro Glu Pro Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro Pro Ser  
            20                  25                  30           
 
 
Pro Glu Pro Pro Thr Pro Glu Pro  
        35                  40   
 
 
<210>  177 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  177 
 
Glu Glu Glu Glu Asp Glu  
1               5        
 
 
<210>  178 
<211>  11 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  178 
 
Glu Glu Glu Glu Asp Glu Glu Glu Glu Asp Glu  
1               5                   10       
 
 
<210>  179 
<211>  21 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  179 
 
Glu Glu Glu Glu Asp Glu Glu Glu Glu Asp Glu Glu Glu Glu Asp Glu  
1               5                   10                  15       
 
 
Glu Glu Glu Asp Glu  
            20       
 
 
<210>  180 
<211>  31 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  180 
 
Glu Glu Glu Glu Asp Glu Glu Glu Glu Asp Glu Glu Glu Glu Asp Glu  
1               5                   10                  15       
 
 
Glu Glu Glu Asp Glu Glu Glu Glu Asp Glu Glu Glu Glu Asp Glu  
            20                  25                  30       
 
 
<210>  181 
<211>  23 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Linker 
 
<400>  181 
 
Arg Gly Gly Glu Glu Lys Lys Lys Glu Lys Glu Lys Glu Glu Gln Glu  
1               5                   10                  15       
 
 
Glu Arg Glu Thr Lys Thr Pro  
            20               
 
 
<210>  182 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Exemplary use of linker 
 
<400>  182 
 
Asn Tyr Arg Thr Pro Gly Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro  
1               5                   10                  15       



 
 
<210>  183 
<211>  15 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Exemplary use of linker 
 
<400>  183 
 
Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro Gly Val Ser Asp Val  
1               5                   10                  15   
 
 
<210>  184 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2270_C01 core  with C-terminal proline 
 
<400>  184 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Trp Gln Val  
            20                  25                  30           
 
 
Gln Met Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Lys Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  185 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_A09 core  with C-terminal proline 
 
<400>  185 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 



Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val  
            20                  25                  30           
 
 
Gln Ile Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  186 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_A11 core  with C-terminal proline 
 
<400>  186 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val  
            20                  25                  30           
 
 
His Ile Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  187 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_C10 core  with C-terminal proline 
 
<400>  187 
 



Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Lys Tyr Ser Val Leu Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  188 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_D09 core  with C-terminal proline 
 
<400>  188 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Met Tyr Ser Asp Leu Gly Pro Leu Tyr Val Tyr Ser Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  189 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 



<223>  Synthetic: 2629_E05 core  with C-terminal proline 
 
<400>  189 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Lys Phe Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  190 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_E06 core  with C-terminal proline 
 
<400>  190 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Lys Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Gln Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  191 
<211>  94 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_F04 core  with C-terminal proline 
 
<400>  191 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
His Gln Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  192 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H01 core  with C-terminal proline 
 
 
<220> 
<221>  misc_feature 
<222>  (22)..(22) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (72)..(72) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (80)..(80) 
<223>  Xaa can be any naturally occurring amino acid 
 
<400>  192 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Xaa Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           



 
 
His Lys Asn Ser Asp Trp Gly Thr Leu Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Xaa Ala Val Thr Gly Ser Gly Glu Xaa  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  193 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H06 core  with C-terminal proline 
 
<400>  193 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Lys Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Ala Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  194 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H07 core  with C-terminal proline 
 
<400>  194 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       



 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
His Leu Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  195 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_A02 core  with C-terminal proline 
 
<400>  195 
 
Glu Val Val Ala Thr Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val  
            20                  25                  30           
 
 
Gln Met Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Phe Ser Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  196 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_A11 core  with C-terminal proline 
 



<400>  196 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
His Met Tyr Ser Asp Phe Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  197 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_D02 core  with C-terminal proline 
 
<400>  197 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Lys Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  198 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 



 
<220> 
<223>  Synthetic: 2630_D10 core  with C-terminal proline 
 
<400>  198 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Met Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  199 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_F04 core  with C-terminal proline 
 
<400>  199 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Met Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Gly Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 



<210>  200 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_G03 core  with C-terminal proline 
 
<400>  200 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val  
            20                  25                  30           
 
 
Gln Ile Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  201 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_G10 core  with C-terminal proline 
 
<400>  201 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Ile Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 



Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  202 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_H03 core  with C-terminal proline 
 
 
<220> 
<221>  misc_feature 
<222>  (7)..(7) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (22)..(22) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (53)..(53) 
<223>  Xaa can be any naturally occurring amino acid 
 
<400>  202 
 
Glu Val Val Ala Ala Thr Xaa Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Xaa Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val  
            20                  25                  30           
 
 
Gln Lys Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Gln Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Xaa Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  203 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_B04 core  with C-terminal proline 
 
<400>  203 
 



Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Val  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val  
            20                  25                  30           
 
 
His Leu Tyr Ser Glu Phe Gly Pro Met Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  204 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_E03 core  with C-terminal proline 
 
<400>  204 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Asp Val  
            20                  25                  30           
 
 
His Met Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr Gln Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  205 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 



<223>  Synthetic: 2631_G01 core  with C-terminal proline 
 
<400>  205 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg His Val  
            20                  25                  30           
 
 
Gln Ile Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  206 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_G03 core  with C-terminal proline 
 
<400>  206 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Tyr Val  
            20                  25                  30           
 
 
Gln Leu Tyr Ser Asp Trp Gly Pro Met Tyr Ile Tyr Thr Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  207 
<211>  94 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_H09 core  with C-terminal proline 
 
<400>  207 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Gln Val  
            20                  25                  30           
 
 
Gln Val Phe Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  208 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2632_G01 core  with C-terminal proline 
 
<400>  208 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Gln Val  
            20                  25                  30           
 
 
Gln Ile Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Asn Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   



 
 
<210>  209 
<211>  94 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 4079_A04 core  with C-terminal proline 
 
<400>  209 
 
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala  
1               5                   10                  15       
 
 
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Gln Val  
            20                  25                  30           
 
 
Gln Met Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Ala Glu Phe Thr  
        35                  40                  45               
 
 
Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly  
    50                  55                  60                   
 
 
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser  
65                  70                  75                  80   
 
 
Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
                85                  90                   
 
 
<210>  210 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  210 
 
Glu Ile Glu Pro Lys Ser Ser  
1               5            
 
 
<210>  211 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  211 
 
Glu Ile Asp Lys Pro Cys  
1               5        
 
 



<210>  212 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  212 
 
Glu Ile Asp Lys Pro  
1               5    
 
 
<210>  213 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  213 
 
Glu Ile Asp Lys Pro Ser  
1               5        
 
 
<210>  214 
<211>  9 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  214 
 
Glu Ile Asp Lys Pro Ser Gln Leu Glu  
1               5                    
 
 
<210>  215 
<211>  12 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  215 
 
Glu Ile Glu Asp Glu Asp Glu Asp Glu Asp Glu Asp  
1               5                   10           
 
 
<210>  216 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 



<400>  216 
 
Glu Gly Ser Gly Ser  
1               5    
 
 
<210>  217 
<211>  9 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  217 
 
Glu Ile Asp Lys Pro Cys Gln Leu Glu  
1               5                    
 
 
<210>  218 
<211>  13 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  218 
 
Glu Ile Asp Lys Pro Ser Gln His His His His His His  
1               5                   10               
 
 
<210>  219 
<211>  10 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  219 
 
Gly Ser Gly Cys His His His His His His  
1               5                   10   
 
 
<210>  220 
<211>  11 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  220 
 
Glu Gly Ser Gly Cys His His His His His His  
1               5                   10       
 
 
<210>  221 
<211>  4 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  221 
 
Pro Ile Asp Lys  
1                
 
 
<210>  222 
<211>  4 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  222 
 
Pro Ile Glu Lys  
1                
 
 
<210>  223 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  223 
 
Pro Ile Asp Lys Pro  
1               5    
 
 
<210>  224 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  224 
 
Pro Ile Glu Lys Pro  
1               5    
 
 
<210>  225 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  225 
 



Pro Ile Asp Lys Pro Ser  
1               5        
 
 
<210>  226 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  226 
 
Pro Ile Glu Lys Pro Ser  
1               5        
 
 
<210>  227 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  227 
 
Pro Ile Asp Lys Pro Cys  
1               5        
 
 
<210>  228 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  228 
 
Pro Ile Glu Lys Pro Cys  
1               5        
 
 
<210>  229 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  229 
 
Pro Ile Asp Lys Pro Ser Gln  
1               5            
 
 
<210>  230 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 



 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  230 
 
Pro Ile Glu Lys Pro Ser Gln  
1               5            
 
 
<210>  231 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  231 
 
Pro Ile Asp Lys Pro Cys Gln  
1               5            
 
 
<210>  232 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  232 
 
Pro Ile Glu Lys Pro Cys Gln  
1               5            
 
 
<210>  233 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  233 
 
Pro His His His His His His  
1               5            
 
 
<210>  234 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: C-terminal tail 
 
<400>  234 
 
Pro Cys His His His His His His  
1               5                



 
 
<210>  235 
<211>  111 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2270_C01 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  235 
 
Ala Ser Thr Ser Gly Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr  
1               5                   10                  15       
 
 
Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg  
            20                  25                  30           
 
 
Tyr Tyr Arg Ile Thr Tyr Gly Trp Gln Val Gln Met Tyr Ser Asp Trp  
        35                  40                  45               
 
 
Gly Pro Leu Tyr Ile Tyr Lys Glu Phe Thr Val Pro Gly Ser Lys Ser  
    50                  55                  60                   
 
 
Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr  
65                  70                  75                  80   
 
 
Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro  
                85                  90                  95       
 
 
Ile Ser Ile Asn Tyr Arg Thr Glu Gly Asp Lys Pro Ser Gln Pro  
            100                 105                 110      
 
 
<210>  236 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_A09 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  236 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg His Val Gln Ile Tyr Ser Asp Leu Gly  
        35                  40                  45               
 
 



Pro Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  237 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_A11 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  237 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg His Val His Ile Tyr Ser Asp Trp Gly  
        35                  40                  45               
 
 
Pro Met Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  238 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_C10 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 



<400>  238 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Val Leu Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  239 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_D09 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  239 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Met Tyr Ser Asp Leu Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Val Tyr Ser Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 



 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  240 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_E05 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  240 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Phe Ser Asp Trp Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  241 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_E06 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  241 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Asp Leu Gly  



        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Gln Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  242 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_F04 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  242 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val His Gln Tyr Ser Asp Trp Gly  
        35                  40                  45               
 
 
Pro Met Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  243 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 



<223>  Synthetic: 2629_H01 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
 
<220> 
<221>  misc_feature 
<222>  (31)..(31) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (81)..(81) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (89)..(89) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (107)..(107) 
<223>  Xaa can be any naturally occurring amino acid 
 
<400>  243 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Xaa Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val His Lys Asn Ser Asp Trp Gly  
        35                  40                  45               
 
 
Thr Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Xaa Ala Val Thr Gly Ser Gly Glu Xaa Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Xaa Ser Gln Pro  
            100                 105                 110  
 
 
<210>  244 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H06 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  244 



 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Asp Leu Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Ala Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  245 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2629_H07 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  245 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val His Leu Tyr Ser Asp Trp Gly  
        35                  40                  45               
 
 
Pro Met Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 



Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  246 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_A02 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  246 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Thr Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg His Val Gln Met Tyr Ser Asp Leu Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Phe Ser Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  247 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_A11 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  247 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val His Met Tyr Ser Asp Phe Gly  
        35                  40                  45               



 
 
Pro Met Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  248 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_D02 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  248 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Asp Trp Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  249 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_D10 w/o his tag and N-terminal methionine and w/  



       C-terminal proline 
 
<400>  249 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Met Tyr Ser Asp Leu Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  250 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_F04 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  250 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Met Tyr Ser Asp Leu Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Gly Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  



                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  251 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_G03 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  251 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg His Val Gln Ile Tyr Ser Asp Leu Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  252 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_G10 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  252 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 



 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Ile Tyr Ser Asp Trp Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  253 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2630_H03 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
 
<220> 
<221>  misc_feature 
<222>  (16)..(16) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (31)..(31) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (62)..(62) 
<223>  Xaa can be any naturally occurring amino acid 
 
<220> 
<221>  misc_feature 
<222>  (107)..(107) 
<223>  Xaa can be any naturally occurring amino acid 
 
<400>  253 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Xaa  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Xaa Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser Asp Trp Gly  
        35                  40                  45               
 



 
Pro Leu Tyr Ile Tyr Gln Glu Phe Thr Val Pro Gly Ser Xaa Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Xaa Ser Gln Pro  
            100                 105                 110  
 
 
<210>  254 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_B04 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  254 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Val Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg His Val His Leu Tyr Ser Glu Phe Gly  
        35                  40                  45               
 
 
Pro Met Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  255 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_E03 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 



 
<400>  255 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Asp Val His Met Tyr Ser Asp Trp Gly  
        35                  40                  45               
 
 
Pro Met Tyr Ile Tyr Gln Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  256 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_G01 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  256 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg His Val Gln Ile Tyr Ser Asp Trp Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       



 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  257 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_G03 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  257 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Tyr Val Gln Leu Tyr Ser Asp Trp Gly  
        35                  40                  45               
 
 
Pro Met Tyr Ile Tyr Thr Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  258 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2631_H09 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  258 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 



Tyr Arg Ile Thr Tyr Gly Arg Gln Val Gln Val Phe Ser Asp Leu Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  259 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: 2632_G01 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  259 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Gln Val Gln Ile Tyr Ser Asp Trp Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Asn Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  260 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 



<220> 
<223>  Synthetic: 4079_A04 w/o his tag and N-terminal methionine and w/  
       C-terminal proline 
 
<400>  260 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Arg Gln Val Gln Met Tyr Ser Asp Trp Gly  
        35                  40                  45               
 
 
Pro Leu Tyr Ile Tyr Ala Glu Phe Thr Val Pro Gly Ser Lys Ser Thr  
    50                  55                  60                   
 
 
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val  
65                  70                  75                  80   
 
 
Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser Lys Pro Ile  
                85                  90                  95       
 
 
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln Pro  
            100                 105                 110  
 
 
<210>  261 
<211>  218 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: PCSK9-PKE2 tandem Adnectin w/o his tag and N-terminal  
       methionine 5190_E01 (ATI-1676) 
 
<400>  261 
 
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro  
1               5                   10                  15       
 
 
Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Glu Gly Tyr Gly Tyr  
            20                  25                  30           
 
 
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu  
        35                  40                  45               
 
 
Phe Thr Val Pro Val Ser Lys Gly Thr Ala Thr Ile Ser Gly Leu Lys  
    50                  55                  60                   
 
 
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Glu Phe Asp Phe  
65                  70                  75                  80   
 



 
Pro Gly Ala Gly Tyr Tyr His Arg Pro Ile Ser Ile Asn Tyr Arg Thr  
                85                  90                  95       
 
 
Glu Pro Ser Thr Pro Pro Thr Pro Ser Pro Ser Thr Pro Pro Thr Pro  
            100                 105                 110          
 
 
Ser Pro Ser Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala  
        115                 120                 125              
 
 
Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr  
    130                 135                 140                  
 
 
Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Arg Glu Val Gln Lys Tyr Ser  
145                 150                 155                 160  
 
 
Asp Leu Gly Pro Leu Tyr Ile Tyr Gln Glu Phe Thr Val Pro Gly Ser  
                165                 170                 175      
 
 
Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr  
            180                 185                 190          
 
 
Ile Thr Val Tyr Ala Val Thr Gly Ser Gly Glu Ser Pro Ala Ser Ser  
        195                 200                 205              
 
 
Lys Pro Ile Ser Ile Asn Tyr Arg Thr Pro  
    210                 215              
 
 
<210>  262 
<211>  100 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Exemplary linker 
 
 
<220> 
<221>  misc_feature 
<222>  (11)..(100) 
<223>  any Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro may or may not be  
       present 
 
<400>  262 
 
Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro Pro Ser Pro Glu Pro Pro  
1               5                   10                  15       
 
 
Thr Pro Glu Pro Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro Pro Ser  
            20                  25                  30           
 
 
Pro Glu Pro Pro Thr Pro Glu Pro Pro Ser Pro Glu Pro Pro Thr Pro  
        35                  40                  45               



 
 
Glu Pro Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro Pro Ser Pro Glu  
    50                  55                  60                   
 
 
Pro Pro Thr Pro Glu Pro Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro  
65                  70                  75                  80   
 
 
Pro Ser Pro Glu Pro Pro Thr Pro Glu Pro Pro Ser Pro Glu Pro Pro  
                85                  90                  95       
 
 
Thr Pro Glu Pro  
            100  
 
 
<210>  263 
<211>  61 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic: Exemplary linker 
 
 
<220> 
<221>  misc_feature 
<222>  (7)..(60) 
<223>  any Glu Glu Glu Glu Asp Glu may or may not be present 
 
<400>  263 
 
Glu Glu Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu Glu Glu Glu Glu  
1               5                   10                  15       
 
 
Asp Glu Glu Glu Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu Glu Glu  
            20                  25                  30           
 
 
Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu  
        35                  40                  45               
 
 
Glu Glu Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu Glu  
    50                  55                  60       
 
 
<210>  264 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic 
 
<400>  264 
 
Trp Gln Val Gln Met Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Lys  
1               5                   10                  15       
 
 



<210>  265 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic 
 
<400>  265 
 
Arg Glu Val Gln Lys Tyr Ser Asp Leu Gly Pro Leu Tyr Ile Tyr Gln  
1               5                   10                  15       
 
 
<210>  266 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Synthetic 
 
<400>  266 
 
Arg Glu Val Gln Lys Tyr Ser Asp Trp Gly Pro Leu Tyr Ile Tyr Asn  
1               5                   10                  15       
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