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<210>  1 
<211>  658 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  1 
 
Met Asp Arg Gly Thr Leu Pro Leu Ala Val Ala Leu Leu Leu Ala Ser  
1               5                   10                  15       
 
 
Cys Ser Leu Ser Pro Thr Ser Leu Ala Glu Thr Val His Cys Asp Leu  
            20                  25                  30           
 
 
Gln Pro Val Gly Pro Glu Arg Gly Glu Val Thr Tyr Thr Thr Ser Gln  
        35                  40                  45               
 
 
Val Ser Lys Gly Cys Val Ala Gln Ala Pro Asn Ala Ile Leu Glu Val  
    50                  55                  60                   
 
 
His Val Leu Phe Leu Glu Phe Pro Thr Gly Pro Ser Gln Leu Glu Leu  
65                  70                  75                  80   
 
 
Thr Leu Gln Ala Ser Lys Gln Asn Gly Thr Trp Pro Arg Glu Val Leu  
                85                  90                  95       
 
 
Leu Val Leu Ser Val Asn Ser Ser Val Phe Leu His Leu Gln Ala Leu  
            100                 105                 110          
 
 
Gly Ile Pro Leu His Leu Ala Tyr Asn Ser Ser Leu Val Thr Phe Gln  
        115                 120                 125              
 
 
Glu Pro Pro Gly Val Asn Thr Thr Glu Leu Pro Ser Phe Pro Lys Thr  
    130                 135                 140                  
 
 
Gln Ile Leu Glu Trp Ala Ala Glu Arg Gly Pro Ile Thr Ser Ala Ala  
145                 150                 155                 160  
 



 
Glu Leu Asn Asp Pro Gln Ser Ile Leu Leu Arg Leu Gly Gln Ala Gln  
                165                 170                 175      
 
 
Gly Ser Leu Ser Phe Cys Met Leu Glu Ala Ser Gln Asp Met Gly Arg  
            180                 185                 190          
 
 
Thr Leu Glu Trp Arg Pro Arg Thr Pro Ala Leu Val Arg Gly Cys His  
        195                 200                 205              
 
 
Leu Glu Gly Val Ala Gly His Lys Glu Ala His Ile Leu Arg Val Leu  
    210                 215                 220                  
 
 
Pro Gly His Ser Ala Gly Pro Arg Thr Val Thr Val Lys Val Glu Leu  
225                 230                 235                 240  
 
 
Ser Cys Ala Pro Gly Asp Leu Asp Ala Val Leu Ile Leu Gln Gly Pro  
                245                 250                 255      
 
 
Pro Tyr Val Ser Trp Leu Ile Asp Ala Asn His Asn Met Gln Ile Trp  
            260                 265                 270          
 
 
Thr Thr Gly Glu Tyr Ser Phe Lys Ile Phe Pro Glu Lys Asn Ile Arg  
        275                 280                 285              
 
 
Gly Phe Lys Leu Pro Asp Thr Pro Gln Gly Leu Leu Gly Glu Ala Arg  
    290                 295                 300                  
 
 
Met Leu Asn Ala Ser Ile Val Ala Ser Phe Val Glu Leu Pro Leu Ala  
305                 310                 315                 320  
 
 
Ser Ile Val Ser Leu His Ala Ser Ser Cys Gly Gly Arg Leu Gln Thr  
                325                 330                 335      
 
 
Ser Pro Ala Pro Ile Gln Thr Thr Pro Pro Lys Asp Thr Cys Ser Pro  
            340                 345                 350          
 
 
Glu Leu Leu Met Ser Leu Ile Gln Thr Lys Cys Ala Asp Asp Ala Met  
        355                 360                 365              
 
 
Thr Leu Val Leu Lys Lys Glu Leu Val Ala His Leu Lys Cys Thr Ile  
    370                 375                 380                  
 
 
Thr Gly Leu Thr Phe Trp Asp Pro Ser Cys Glu Ala Glu Asp Arg Gly  
385                 390                 395                 400  
 
 
Asp Lys Phe Val Leu Arg Ser Ala Tyr Ser Ser Cys Gly Met Gln Val  
                405                 410                 415      
 



 
Ser Ala Ser Met Ile Ser Asn Glu Ala Val Val Asn Ile Leu Ser Ser  
            420                 425                 430          
 
 
Ser Ser Pro Gln Arg Lys Lys Val His Cys Leu Asn Met Asp Ser Leu  
        435                 440                 445              
 
 
Ser Phe Gln Leu Gly Leu Tyr Leu Ser Pro His Phe Leu Gln Ala Ser  
    450                 455                 460                  
 
 
Asn Thr Ile Glu Pro Gly Gln Gln Ser Phe Val Gln Val Arg Val Ser  
465                 470                 475                 480  
 
 
Pro Ser Val Ser Glu Phe Leu Leu Gln Leu Asp Ser Cys His Leu Asp  
                485                 490                 495      
 
 
Leu Gly Pro Glu Gly Gly Thr Val Glu Leu Ile Gln Gly Arg Ala Ala  
            500                 505                 510          
 
 
Lys Gly Asn Cys Val Ser Leu Leu Ser Pro Ser Pro Glu Gly Asp Pro  
        515                 520                 525              
 
 
Arg Phe Ser Phe Leu Leu His Phe Tyr Thr Val Pro Ile Pro Lys Thr  
    530                 535                 540                  
 
 
Gly Thr Leu Ser Cys Thr Val Ala Leu Arg Pro Lys Thr Gly Ser Gln  
545                 550                 555                 560  
 
 
Asp Gln Glu Val His Arg Thr Val Phe Met Arg Leu Asn Ile Ile Ser  
                565                 570                 575      
 
 
Pro Asp Leu Ser Gly Cys Thr Ser Lys Gly Leu Val Leu Pro Ala Val  
            580                 585                 590          
 
 
Leu Gly Ile Thr Phe Gly Ala Phe Leu Ile Gly Ala Leu Leu Thr Ala  
        595                 600                 605              
 
 
Ala Leu Trp Tyr Ile Tyr Ser His Thr Arg Ser Pro Ser Lys Arg Glu  
    610                 615                 620                  
 
 
Pro Val Val Ala Val Ala Ala Pro Ala Ser Ser Glu Ser Ser Ser Thr  
625                 630                 635                 640  
 
 
Asn His Ser Ile Gly Ser Thr Gln Ser Thr Pro Cys Ser Thr Ser Ser  
                645                 650                 655      
 
 
Met Ala  
         
 



 
<210>  2 
<211>  2030 
<212>  ДНК 
<213>  Homo sapiens 
 
<400>  2 
cctgccactg gacacaggat aaggcccagc gcacaggccc ccacgtggac agcatggacc       60 
 
gcggcacgct ccctctggct gttgccctgc tgctggccag ctgcagcctc agccccacaa      120 
 
gtcttgcaga aacagtccat tgtgaccttc agcctgtggg ccccgagagg ggcgaggtga      180 
 
catataccac tagccaggtc tcgaagggct gcgtggctca ggcccccaat gccatccttg      240 
 
aagtccatgt cctcttcctg gagttcccaa cgggcccgtc acagctggag ctgactctcc      300 
 
aggcatccaa gcaaaatggc acctggcccc gagaggtgct tctggtcctc agtgtaaaca      360 
 
gcagtgtctt cctgcatctc caggccctgg gaatcccact gcacttggcc tacaattcca      420 
 
gcctggtcac cttccaagag cccccggggg tcaacaccac agagctgcca tccttcccca      480 
 
agacccagat ccttgagtgg gcagctgaga ggggccccat cacctctgct gctgagctga      540 
 
atgaccccca gagcatcctc ctccgactgg gccaagccca ggggtcactg tccttctgca      600 
 
tgctggaagc cagccaggac atgggccgca cgctcgagtg gcggccgcgt actccagcct      660 
 
tggtccgggg ctgccacttg gaaggcgtgg ccggccacaa ggaggcgcac atcctgaggg      720 
 
tcctgccggg ccactcggcc gggccccgga cggtgacggt gaaggtggaa ctgagctgcg      780 
 
cacccgggga tctcgatgcc gtcctcatcc tgcagggtcc cccctacgtg tcctggctca      840 
 
tcgacgccaa ccacaacatg cagatctgga ccactggaga atactccttc aagatctttc      900 
 
cagagaaaaa cattcgtggc ttcaagctcc cagacacacc tcaaggcctc ctgggggagg      960 
 
cccggatgct caatgccagc attgtggcat ccttcgtgga gctaccgctg gccagcattg     1020 
 
tctcacttca tgcctccagc tgcggtggta ggctgcagac ctcacccgca ccgatccaga     1080 
 
ccactcctcc caaggacact tgtagcccgg agctgctcat gtccttgatc cagacaaagt     1140 
 
gtgccgacga cgccatgacc ctggtactaa agaaagagct tgttgcgcat ttgaagtgca     1200 
 
ccatcacggg cctgaccttc tgggacccca gctgtgaggc agaggacagg ggtgacaagt     1260 
 
ttgtcttgcg cagtgcttac tccagctgtg gcatgcaggt gtcagcaagt atgatcagca     1320 
 
atgaggcggt ggtcaatatc ctgtcgagct catcaccaca gcggaaaaag gtgcactgcc     1380 
 
tcaacatgga cagcctctct ttccagctgg gcctctacct cagcccacac ttcctccagg     1440 
 
cctccaacac catcgagccg gggcagcaga gctttgtgca ggtcagagtg tccccatccg     1500 
 
tctccgagtt cctgctccag ttagacagct gccacctgga cttggggcct gagggaggca     1560 
 
ccgtggaact catccagggc cgggcggcca agggcaactg tgtgagcctg ctgtccccaa     1620 
 
gccccgaggg tgacccgcgc ttcagcttcc tcctccactt ctacacagta cccataccca     1680 
 
aaaccggcac cctcagctgc acggtagccc tgcgtcccaa gaccgggtct caagaccagg     1740 



 
aagtccatag gactgtcttc atgcgcttga acatcatcag ccctgacctg tctggttgca     1800 
 
caagcaaagg cctcgtcctg cccgccgtgc tgggcatcac ctttggtgcc ttcctcatcg     1860 
 
gggccctgct cactgctgca ctctggtaca tctactcgca cacgcgttcc cccagcaagc     1920 
 
gggagcccgt ggtggcggtg gctgccccgg cctcctcgga gagcagcagc accaaccaca     1980 
 
gcatcgggag cacccagagc accccctgct ccaccagcag catggcatag                2030 
 
 
<210>  3 
<211>  625 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  3 
 
Met Asp Arg Gly Thr Leu Pro Leu Ala Val Ala Leu Leu Leu Ala Ser  
1               5                   10                  15       
 
 
Cys Ser Leu Ser Pro Thr Ser Leu Ala Glu Thr Val His Cys Asp Leu  
            20                  25                  30           
 
 
Gln Pro Val Gly Pro Glu Arg Gly Glu Val Thr Tyr Thr Thr Ser Gln  
        35                  40                  45               
 
 
Val Ser Lys Gly Cys Val Ala Gln Ala Pro Asn Ala Ile Leu Glu Val  
    50                  55                  60                   
 
 
His Val Leu Phe Leu Glu Phe Pro Thr Gly Pro Ser Gln Leu Glu Leu  
65                  70                  75                  80   
 
 
Thr Leu Gln Ala Ser Lys Gln Asn Gly Thr Trp Pro Arg Glu Val Leu  
                85                  90                  95       
 
 
Leu Val Leu Ser Val Asn Ser Ser Val Phe Leu His Leu Gln Ala Leu  
            100                 105                 110          
 
 
Gly Ile Pro Leu His Leu Ala Tyr Asn Ser Ser Leu Val Thr Phe Gln  
        115                 120                 125              
 
 
Glu Pro Pro Gly Val Asn Thr Thr Glu Leu Pro Ser Phe Pro Lys Thr  
    130                 135                 140                  
 
 
Gln Ile Leu Glu Trp Ala Ala Glu Arg Gly Pro Ile Thr Ser Ala Ala  
145                 150                 155                 160  
 
 
Glu Leu Asn Asp Pro Gln Ser Ile Leu Leu Arg Leu Gly Gln Ala Gln  
                165                 170                 175      
 
 
Gly Ser Leu Ser Phe Cys Met Leu Glu Ala Ser Gln Asp Met Gly Arg  



            180                 185                 190          
 
 
Thr Leu Glu Trp Arg Pro Arg Thr Pro Ala Leu Val Arg Gly Cys His  
        195                 200                 205              
 
 
Leu Glu Gly Val Ala Gly His Lys Glu Ala His Ile Leu Arg Val Leu  
    210                 215                 220                  
 
 
Pro Gly His Ser Ala Gly Pro Arg Thr Val Thr Val Lys Val Glu Leu  
225                 230                 235                 240  
 
 
Ser Cys Ala Pro Gly Asp Leu Asp Ala Val Leu Ile Leu Gln Gly Pro  
                245                 250                 255      
 
 
Pro Tyr Val Ser Trp Leu Ile Asp Ala Asn His Asn Met Gln Ile Trp  
            260                 265                 270          
 
 
Thr Thr Gly Glu Tyr Ser Phe Lys Ile Phe Pro Glu Lys Asn Ile Arg  
        275                 280                 285              
 
 
Gly Phe Lys Leu Pro Asp Thr Pro Gln Gly Leu Leu Gly Glu Ala Arg  
    290                 295                 300                  
 
 
Met Leu Asn Ala Ser Ile Val Ala Ser Phe Val Glu Leu Pro Leu Ala  
305                 310                 315                 320  
 
 
Ser Ile Val Ser Leu His Ala Ser Ser Cys Gly Gly Arg Leu Gln Thr  
                325                 330                 335      
 
 
Ser Pro Ala Pro Ile Gln Thr Thr Pro Pro Lys Asp Thr Cys Ser Pro  
            340                 345                 350          
 
 
Glu Leu Leu Met Ser Leu Ile Gln Thr Lys Cys Ala Asp Asp Ala Met  
        355                 360                 365              
 
 
Thr Leu Val Leu Lys Lys Glu Leu Val Ala His Leu Lys Cys Thr Ile  
    370                 375                 380                  
 
 
Thr Gly Leu Thr Phe Trp Asp Pro Ser Cys Glu Ala Glu Asp Arg Gly  
385                 390                 395                 400  
 
 
Asp Lys Phe Val Leu Arg Ser Ala Tyr Ser Ser Cys Gly Met Gln Val  
                405                 410                 415      
 
 
Ser Ala Ser Met Ile Ser Asn Glu Ala Val Val Asn Ile Leu Ser Ser  
            420                 425                 430          
 
 
Ser Ser Pro Gln Arg Lys Lys Val His Cys Leu Asn Met Asp Ser Leu  



        435                 440                 445              
 
 
Ser Phe Gln Leu Gly Leu Tyr Leu Ser Pro His Phe Leu Gln Ala Ser  
    450                 455                 460                  
 
 
Asn Thr Ile Glu Pro Gly Gln Gln Ser Phe Val Gln Val Arg Val Ser  
465                 470                 475                 480  
 
 
Pro Ser Val Ser Glu Phe Leu Leu Gln Leu Asp Ser Cys His Leu Asp  
                485                 490                 495      
 
 
Leu Gly Pro Glu Gly Gly Thr Val Glu Leu Ile Gln Gly Arg Ala Ala  
            500                 505                 510          
 
 
Lys Gly Asn Cys Val Ser Leu Leu Ser Pro Ser Pro Glu Gly Asp Pro  
        515                 520                 525              
 
 
Arg Phe Ser Phe Leu Leu His Phe Tyr Thr Val Pro Ile Pro Lys Thr  
    530                 535                 540                  
 
 
Gly Thr Leu Ser Cys Thr Val Ala Leu Arg Pro Lys Thr Gly Ser Gln  
545                 550                 555                 560  
 
 
Asp Gln Glu Val His Arg Thr Val Phe Met Arg Leu Asn Ile Ile Ser  
                565                 570                 575      
 
 
Pro Asp Leu Ser Gly Cys Thr Ser Lys Gly Leu Val Leu Pro Ala Val  
            580                 585                 590          
 
 
Leu Gly Ile Thr Phe Gly Ala Phe Leu Ile Gly Ala Leu Leu Thr Ala  
        595                 600                 605              
 
 
Ala Leu Trp Tyr Ile Tyr Ser His Thr Arg Glu Tyr Pro Arg Pro Pro  
    610                 615                 620                  
 
 
Gln  
625  
 
 
<210>  4 
<211>  1931 
<212>  ДНК 
<213>  Homo sapiens 
 
<400>  4 
cctgccactg gacacaggat aaggcccagc gcacaggccc ccacgtggac agcatggacc       60 
 
gcggcacgct ccctctggct gttgccctgc tgctggccag ctgcagcctc agccccacaa      120 
 
gtcttgcaga aacagtccat tgtgaccttc agcctgtggg ccccgagagg ggcgaggtga      180 
 
catataccac tagccaggtc tcgaagggct gcgtggctca ggcccccaat gccatccttg      240 



 
aagtccatgt cctcttcctg gagttcccaa cgggcccgtc acagctggag ctgactctcc      300 
 
aggcatccaa gcaaaatggc acctggcccc gagaggtgct tctggtcctc agtgtaaaca      360 
 
gcagtgtctt cctgcatctc caggccctgg gaatcccact gcacttggcc tacaattcca      420 
 
gcctggtcac cttccaagag cccccggggg tcaacaccac agagctgcca tccttcccca      480 
 
agacccagat ccttgagtgg gcagctgaga ggggccccat cacctctgct gctgagctga      540 
 
atgaccccca gagcatcctc ctccgactgg gccaagccca ggggtcactg tccttctgca      600 
 
tgctggaagc cagccaggac atgggccgca cgctcgagtg gcggccgcgt actccagcct      660 
 
tggtccgggg ctgccacttg gaaggcgtgg ccggccacaa ggaggcgcac atcctgaggg      720 
 
tcctgccggg ccactcggcc gggccccgga cggtgacggt gaaggtggaa ctgagctgcg      780 
 
cacccgggga tctcgatgcc gtcctcatcc tgcagggtcc cccctacgtg tcctggctca      840 
 
tcgacgccaa ccacaacatg cagatctgga ccactggaga atactccttc aagatctttc      900 
 
cagagaaaaa cattcgtggc ttcaagctcc cagacacacc tcaaggcctc ctgggggagg      960 
 
cccggatgct caatgccagc attgtggcat ccttcgtgga gctaccgctg gccagcattg     1020 
 
tctcacttca tgcctccagc tgcggtggta ggctgcagac ctcacccgca ccgatccaga     1080 
 
ccactcctcc caaggacact tgtagcccgg agctgctcat gtccttgatc cagacaaagt     1140 
 
gtgccgacga cgccatgacc ctggtactaa agaaagagct tgttgcgcat ttgaagtgca     1200 
 
ccatcacggg cctgaccttc tgggacccca gctgtgaggc agaggacagg ggtgacaagt     1260 
 
ttgtcttgcg cagtgcttac tccagctgtg gcatgcaggt gtcagcaagt atgatcagca     1320 
 
atgaggcggt ggtcaatatc ctgtcgagct catcaccaca gcggaaaaag gtgcactgcc     1380 
 
tcaacatgga cagcctctct ttccagctgg gcctctacct cagcccacac ttcctccagg     1440 
 
cctccaacac catcgagccg gggcagcaga gctttgtgca ggtcagagtg tccccatccg     1500 
 
tctccgagtt cctgctccag ttagacagct gccacctgga cttggggcct gagggaggca     1560 
 
ccgtggaact catccagggc cgggcggcca agggcaactg tgtgagcctg ctgtccccaa     1620 
 
gccccgaggg tgacccgcgc ttcagcttcc tcctccactt ctacacagta cccataccca     1680 
 
aaaccggcac cctcagctgc acggtagccc tgcgtcccaa gaccgggtct caagaccagg     1740 
 
aagtccatag gactgtcttc atgcgcttga acatcatcag ccctgacctg tctggttgca     1800 
 
caagcaaagg cctcgtcctg cccgccgtgc tgggcatcac ctttggtgcc ttcctcatcg     1860 
 
gggccctgct cactgctgca ctctggtaca tctactcgca cacgcgtgag taccccaggc     1920 
 
ccccacagtg a                                                          1931 
 
 
<210>  5 
<211>  653 
<212>  PRT 
<213>  Mus musculus 



 
<400>  5 
 
Met Asp Arg Gly Val Leu Pro Leu Pro Ile Thr Leu Leu Phe Val Ile  
1               5                   10                  15       
 
 
Tyr Ser Phe Val Pro Thr Thr Gly Leu Ala Glu Arg Val Gly Cys Asp  
            20                  25                  30           
 
 
Leu Gln Pro Val Asp Pro Thr Arg Gly Glu Val Thr Phe Thr Thr Ser  
        35                  40                  45               
 
 
Gln Val Ser Glu Gly Cys Val Ala Gln Ala Ala Asn Ala Val Arg Glu  
    50                  55                  60                   
 
 
Val His Val Leu Phe Leu Asp Phe Pro Gly Met Leu Ser His Leu Glu  
65                  70                  75                  80   
 
 
Leu Thr Leu Gln Ala Ser Lys Gln Asn Gly Thr Glu Thr Gln Glu Val  
                85                  90                  95       
 
 
Phe Leu Val Leu Val Ser Asn Lys Asn Val Phe Val Lys Phe Gln Ala  
            100                 105                 110          
 
 
Pro Glu Ile Pro Leu His Leu Ala Tyr Asp Ser Ser Leu Val Ile Phe  
        115                 120                 125              
 
 
Gln Gly Gln Pro Arg Val Asn Ile Thr Val Leu Pro Ser Leu Thr Ser  
    130                 135                 140                  
 
 
Arg Lys Gln Ile Leu Asp Trp Ala Ala Thr Lys Gly Ala Ile Thr Ser  
145                 150                 155                 160  
 
 
Ile Ala Ala Leu Asp Asp Pro Gln Ser Ile Val Leu Gln Leu Gly Gln  
                165                 170                 175      
 
 
Asp Pro Lys Ala Pro Phe Leu Cys Leu Pro Glu Ala His Lys Asp Met  
            180                 185                 190          
 
 
Gly Ala Thr Leu Glu Trp Gln Pro Arg Ala Gln Thr Pro Val Gln Ser  
        195                 200                 205              
 
 
Cys Arg Leu Glu Gly Val Ser Gly His Lys Glu Ala Tyr Ile Leu Arg  
    210                 215                 220                  
 
 
Ile Leu Pro Gly Ser Glu Ala Gly Pro Arg Thr Val Thr Val Met Met  
225                 230                 235                 240  
 
 
Glu Leu Ser Cys Thr Ser Gly Asp Ala Ile Leu Ile Leu His Gly Pro  



                245                 250                 255      
 
 
Pro Tyr Val Ser Trp Phe Ile Asp Ile Asn His Ser Met Gln Ile Leu  
            260                 265                 270          
 
 
Thr Thr Gly Glu Tyr Ser Val Lys Ile Phe Pro Gly Ser Lys Val Lys  
        275                 280                 285              
 
 
Gly Val Glu Leu Pro Asp Thr Pro Gln Gly Leu Ile Ala Glu Ala Arg  
    290                 295                 300                  
 
 
Lys Leu Asn Ala Ser Ile Val Thr Ser Phe Val Glu Leu Pro Leu Val  
305                 310                 315                 320  
 
 
Ser Asn Val Ser Leu Arg Ala Ser Ser Cys Gly Gly Val Phe Gln Thr  
                325                 330                 335      
 
 
Thr Pro Ala Pro Val Val Thr Thr Pro Pro Lys Asp Thr Cys Ser Pro  
            340                 345                 350          
 
 
Val Leu Leu Met Ser Leu Ile Gln Pro Lys Cys Gly Asn Gln Val Met  
        355                 360                 365              
 
 
Thr Leu Ala Leu Asn Lys Lys His Val Gln Thr Leu Gln Cys Thr Ile  
    370                 375                 380                  
 
 
Thr Gly Leu Thr Phe Trp Asp Ser Ser Cys Gln Ala Glu Asp Thr Asp  
385                 390                 395                 400  
 
 
Asp His Leu Val Leu Ser Ser Ala Tyr Ser Ser Cys Gly Met Lys Val  
                405                 410                 415      
 
 
Thr Ala His Val Val Ser Asn Glu Val Ile Ile Ser Phe Pro Ser Gly  
            420                 425                 430          
 
 
Ser Pro Pro Leu Arg Lys Lys Val Gln Cys Ile Asp Met Asp Ser Leu  
        435                 440                 445              
 
 
Ser Phe Gln Leu Gly Leu Tyr Leu Ser Pro His Phe Leu Gln Ala Ser  
    450                 455                 460                  
 
 
Asn Thr Ile Glu Leu Gly Gln Gln Ala Phe Val Gln Val Ser Val Ser  
465                 470                 475                 480  
 
 
Pro Leu Thr Ser Glu Val Thr Val Gln Leu Asp Ser Cys His Leu Asp  
                485                 490                 495      
 
 
Leu Gly Pro Glu Gly Asp Met Val Glu Leu Ile Gln Ser Arg Thr Ala  



            500                 505                 510          
 
 
Lys Gly Ser Cys Val Thr Leu Leu Ser Pro Ser Pro Glu Gly Asp Pro  
        515                 520                 525              
 
 
Arg Phe Ser Phe Leu Leu Arg Val Tyr Met Val Pro Thr Pro Thr Ala  
    530                 535                 540                  
 
 
Gly Thr Leu Ser Cys Asn Leu Ala Leu Arg Pro Ser Thr Leu Ser Gln  
545                 550                 555                 560  
 
 
Glu Val Tyr Lys Thr Val Ser Met Arg Leu Asn Ile Val Ser Pro Asp  
                565                 570                 575      
 
 
Leu Ser Gly Lys Gly Leu Val Leu Pro Ser Val Leu Gly Ile Thr Phe  
            580                 585                 590          
 
 
Gly Ala Phe Leu Ile Gly Ala Leu Leu Thr Ala Ala Leu Trp Tyr Ile  
        595                 600                 605              
 
 
Tyr Ser His Thr Arg Gly Pro Ser Lys Arg Glu Pro Val Val Ala Val  
    610                 615                 620                  
 
 
Ala Ala Pro Ala Ser Ser Glu Ser Ser Ser Thr Asn His Ser Ile Gly  
625                 630                 635                 640  
 
 
Ser Thr Gln Ser Thr Pro Cys Ser Thr Ser Ser Met Ala  
                645                 650              
 
 
<210>  6 
<211>  1965 
<212>  ДНК 
<213>  Mus musculus 
 
<400>  6 
agcatggacc gtggcgtgct ccctctgccc attaccctgc tgtttgtcat ctatagcttt       60 
 
gtacccacaa caggtctcgc agaaagagtc ggctgtgatc tacagcctgt ggaccccaca      120 
 
aggggtgagg tgacgtttac caccagccag gtctccgagg gctgtgtagc tcaggctgcc      180 
 
aatgctgtgc gtgaagtcca cgttctcttc ctggattttc ccggaatgct gtcacatctg      240 
 
gagctgactc ttcaggcatc caagcaaaat ggcacggaga cccaggaggt gttcctggtc      300 
 
ctcgtttcga acaaaaatgt cttcgtgaag ttccaggccc cggaaatccc attgcacttg      360 
 
gcctacgact ccagcctggt catcttccaa ggacagccaa gagtcaacat cacagtgcta      420 
 
ccatccctta cctccaggaa acagatcctc gactgggcag ccaccaaggg cgccatcacc      480 
 
tcgatagcag cactggatga cccccaaagc atcgtcctcc agttgggcca agacccaaag      540 
 
gcaccattct tgtgcttgcc agaagctcac aaggacatgg gcgccacact tgaatggcaa      600 



 
ccacgagccc agaccccagt ccaaagctgt cgcttggaag gtgtgtctgg ccacaaggag      660 
 
gcctacatcc tgaggatcct gccaggttct gaggccgggc cccggacggt gaccgtaatg      720 
 
atggaactga gttgcacatc tggggacgcc attctcatcc tgcatggtcc tccatatgtc      780 
 
tcctggttca tcgacatcaa ccacagcatg cagatcttga ccacaggtga atactccgtc      840 
 
aagatctttc caggaagcaa ggtcaaaggc gtggagctcc cagacacacc ccaaggcctg      900 
 
atagcggagg cccgcaagct caatgccagc attgtcacct cctttgtaga gctccctctg      960 
 
gtcagcaatg tctccctgag ggcctccagc tgcggtggtg tgttccagac cacccctgca     1020 
 
cccgttgtga ccacacctcc caaggacaca tgcagccccg tgctactcat gtccctgatc     1080 
 
cagccaaagt gtggcaatca ggtcatgact ctggcactca ataaaaaaca cgtgcagact     1140 
 
ctccagtgca ccatcacagg cctgactttc tgggactcca gctgccaggc tgaagacact     1200 
 
gacgaccatc ttgtcctgag tagcgcctac tccagctgcg gcatgaaagt gacagcccat     1260 
 
gtggtcagca atgaggtgat catcagtttc ccgtcaggct caccaccact tcggaaaaag     1320 
 
gtacagtgca tcgacatgga cagcctctcc ttccagctgg gcctctacct cagcccgcac     1380 
 
ttcctccagg catccaacac catcgaacta ggccagcagg ccttcgtaca ggtgagcgtg     1440 
 
tctccattga cctctgaggt cacagtccag ctagatagct gccatctgga cttggggccc     1500 
 
gaaggggaca tggtggaact catccagagc cgaacagcca agggcagctg tgtgaccttg     1560 
 
ctgtctccaa gccctgaagg tgacccacgc ttcagcttcc tcctccgggt ctacatggtg     1620 
 
cccacaccca ccgctggcac cctcagttgc aacttagctc tgcgccctag caccttgtcc     1680 
 
caggaagtct acaagacagt ctccatgcgc ctgaacatcg tcagccctga cctgtctggt     1740 
 
aaaggccttg tcctgccctc tgtactgggt atcacctttg gtgccttcct gattggggcc     1800 
 
ctgctcacag ctgcactctg gtacatctat tctcacacac gtggccccag caagcgggag     1860 
 
cccgtggtgg cagtggctgc cccggcctcc tctgagagca gcagtaccaa ccacagcatc     1920 
 
gggagcaccc agagcacccc ctgctccacc agcagcatgg cgtag                     1965 
 
 
<210>  7 
<211>  641 
<212>  PRT 
<213>  Mus musculus 
 
<400>  7 
 
Met Asp Arg Gly Val Leu Pro Leu Pro Ile Thr Leu Leu Phe Val Ile  
1               5                   10                  15       
 
 
Tyr Ser Phe Val Pro Thr Thr Gly Leu Ala Glu Arg Val Gly Cys Asp  
            20                  25                  30           
 
 
Leu Gln Pro Val Asp Pro Thr Arg Gly Glu Val Thr Phe Thr Thr Ser  



        35                  40                  45               
 
 
Gln Val Ser Glu Gly Cys Val Ala Gln Ala Ala Asn Ala Val Arg Glu  
    50                  55                  60                   
 
 
Val His Val Leu Phe Leu Asp Phe Pro Gly Met Leu Ser His Leu Glu  
65                  70                  75                  80   
 
 
Leu Thr Leu Gln Ala Ser Lys Gln Asn Gly Thr Glu Thr Gln Glu Val  
                85                  90                  95       
 
 
Phe Leu Val Leu Val Ser Asn Lys Asn Val Phe Val Lys Phe Gln Ala  
            100                 105                 110          
 
 
Pro Glu Ile Pro Leu His Leu Ala Tyr Asp Ser Ser Leu Val Ile Phe  
        115                 120                 125              
 
 
Gln Gly Gln Pro Arg Val Asn Ile Thr Val Leu Pro Ser Leu Thr Ser  
    130                 135                 140                  
 
 
Arg Lys Gln Ile Leu Asp Trp Ala Ala Thr Lys Gly Ala Ile Thr Ser  
145                 150                 155                 160  
 
 
Ile Ala Ala Leu Asp Asp Pro Gln Ser Ile Val Leu Gln Leu Gly Gln  
                165                 170                 175      
 
 
Asp Pro Lys Ala Pro Phe Leu Cys Leu Pro Glu Ala His Lys Asp Met  
            180                 185                 190          
 
 
Gly Ala Thr Leu Glu Trp Gln Pro Arg Ala Gln Thr Pro Val Gln Ser  
        195                 200                 205              
 
 
Cys Arg Leu Glu Gly Val Ser Gly His Lys Glu Ala Tyr Ile Leu Arg  
    210                 215                 220                  
 
 
Ile Leu Pro Gly Ser Glu Ala Gly Pro Arg Thr Val Thr Val Met Met  
225                 230                 235                 240  
 
 
Glu Leu Ser Cys Thr Ser Gly Asp Ala Ile Leu Ile Leu His Gly Pro  
                245                 250                 255      
 
 
Pro Tyr Val Ser Trp Phe Ile Asp Ile Asn His Ser Met Gln Ile Leu  
            260                 265                 270          
 
 
Thr Thr Gly Glu Tyr Ser Val Lys Ile Phe Pro Gly Ser Lys Val Lys  
        275                 280                 285              
 
 
Gly Val Glu Leu Pro Asp Thr Pro Gln Gly Leu Ile Ala Glu Ala Arg  



    290                 295                 300                  
 
 
Lys Leu Asn Ala Ser Ile Val Thr Ser Phe Val Glu Leu Pro Leu Val  
305                 310                 315                 320  
 
 
Ser Asn Val Ser Leu Arg Ala Ser Ser Cys Gly Gly Val Phe Gln Thr  
                325                 330                 335      
 
 
Thr Pro Ala Pro Val Val Thr Thr Pro Pro Lys Asp Thr Cys Ser Pro  
            340                 345                 350          
 
 
Val Leu Leu Met Ser Leu Ile Gln Pro Lys Cys Gly Asn Gln Val Met  
        355                 360                 365              
 
 
Thr Leu Ala Leu Asn Lys Lys His Val Gln Thr Leu Gln Cys Thr Ile  
    370                 375                 380                  
 
 
Thr Gly Leu Thr Phe Trp Asp Ser Ser Cys Gln Ala Glu Asp Thr Asp  
385                 390                 395                 400  
 
 
Asp His Leu Val Leu Ser Ser Ala Tyr Ser Ser Cys Gly Met Lys Val  
                405                 410                 415      
 
 
Thr Ala His Val Val Ser Asn Glu Val Ile Ile Ser Phe Pro Ser Gly  
            420                 425                 430          
 
 
Ser Pro Pro Leu Arg Lys Lys Val Gln Cys Ile Asp Met Asp Ser Leu  
        435                 440                 445              
 
 
Ser Phe Gln Leu Gly Leu Tyr Leu Ser Pro His Phe Leu Gln Ala Ser  
    450                 455                 460                  
 
 
Asn Thr Ile Glu Leu Gly Gln Gln Ala Phe Val Gln Val Ser Val Ser  
465                 470                 475                 480  
 
 
Pro Leu Thr Ser Glu Val Thr Val Gln Leu Asp Ser Cys His Leu Asp  
                485                 490                 495      
 
 
Leu Gly Pro Glu Gly Asp Met Val Glu Leu Ile Gln Ser Arg Thr Ala  
            500                 505                 510          
 
 
Lys Gly Ser Cys Val Thr Leu Leu Ser Pro Ser Pro Glu Gly Asp Pro  
        515                 520                 525              
 
 
Arg Phe Ser Phe Leu Leu Arg Val Tyr Met Val Pro Thr Pro Thr Ala  
    530                 535                 540                  
 
 
Gly Thr Leu Ser Cys Asn Leu Ala Leu Arg Pro Ser Thr Leu Ser Gln  



545                 550                 555                 560  
 
 
Glu Val Tyr Lys Thr Val Ser Met Arg Leu Asn Ile Val Ser Pro Asp  
                565                 570                 575      
 
 
Leu Ser Gly Lys Gly Leu Val Leu Pro Ser Val Leu Gly Ile Thr Phe  
            580                 585                 590          
 
 
Gly Ala Phe Leu Ile Gly Ala Leu Leu Thr Ala Ala Leu Trp Tyr Ile  
        595                 600                 605              
 
 
Tyr Ser His Thr Arg Glu Tyr Pro Lys Pro Pro Pro His Ser His Ser  
    610                 615                 620                  
 
 
Lys Arg Ser Gly Pro Val His Thr Thr Pro Gly His Thr Gln Trp Ser  
625                 630                 635                 640  
 
 
Leu  
     
 
 
<210>  8 
<211>  1929 
<212>  ДНК 
<213>  Mus musculus 
 
<400>  8 
agcatggacc gtggcgtgct ccctctgccc attaccctgc tgtttgtcat ctatagcttt       60 
 
gtacccacaa caggtctcgc agaaagagtc ggctgtgatc tacagcctgt ggaccccaca      120 
 
aggggtgagg tgacgtttac caccagccag gtctccgagg gctgtgtagc tcaggctgcc      180 
 
aatgctgtgc gtgaagtcca cgttctcttc ctggattttc ccggaatgct gtcacatctg      240 
 
gagctgactc ttcaggcatc caagcaaaat ggcacggaga cccaggaggt gttcctggtc      300 
 
ctcgtttcga acaaaaatgt cttcgtgaag ttccaggccc cggaaatccc attgcacttg      360 
 
gcctacgact ccagcctggt catcttccaa ggacagccaa gagtcaacat cacagtgcta      420 
 
ccatccctta cctccaggaa acagatcctc gactgggcag ccaccaaggg cgccatcacc      480 
 
tcgatagcag cactggatga cccccaaagc atcgtcctcc agttgggcca agacccaaag      540 
 
gcaccattct tgtgcttgcc agaagctcac aaggacatgg gcgccacact tgaatggcaa      600 
 
ccacgagccc agaccccagt ccaaagctgt cgcttggaag gtgtgtctgg ccacaaggag      660 
 
gcctacatcc tgaggatcct gccaggttct gaggccgggc cccggacggt gaccgtaatg      720 
 
atggaactga gttgcacatc tggggacgcc attctcatcc tgcatggtcc tccatatgtc      780 
 
tcctggttca tcgacatcaa ccacagcatg cagatcttga ccacaggtga atactccgtc      840 
 
aagatctttc caggaagcaa ggtcaaaggc gtggagctcc cagacacacc ccaaggcctg      900 
 
atagcggagg cccgcaagct caatgccagc attgtcacct cctttgtaga gctccctctg      960 



 
gtcagcaatg tctccctgag ggcctccagc tgcggtggtg tgttccagac cacccctgca     1020 
 
cccgttgtga ccacacctcc caaggacaca tgcagccccg tgctactcat gtccctgatc     1080 
 
cagccaaagt gtggcaatca ggtcatgact ctggcactca ataaaaaaca cgtgcagact     1140 
 
ctccagtgca ccatcacagg cctgactttc tgggactcca gctgccaggc tgaagacact     1200 
 
gacgaccatc ttgtcctgag tagcgcctac tccagctgcg gcatgaaagt gacagcccat     1260 
 
gtggtcagca atgaggtgat catcagtttc ccgtcaggct caccaccact tcggaaaaag     1320 
 
gtacagtgca tcgacatgga cagcctctcc ttccagctgg gcctctacct cagcccgcac     1380 
 
ttcctccagg catccaacac catcgaacta ggccagcagg ccttcgtaca ggtgagcgtg     1440 
 
tctccattga cctctgaggt cacagtccag ctagatagct gccatctgga cttggggccc     1500 
 
gaaggggaca tggtggaact catccagagc cgaacagcca agggcagctg tgtgaccttg     1560 
 
ctgtctccaa gccctgaagg tgacccacgc ttcagcttcc tcctccgggt ctacatggtg     1620 
 
cccacaccca ccgctggcac cctcagttgc aacttagctc tgcgccctag caccttgtcc     1680 
 
caggaagtct acaagacagt ctccatgcgc ctgaacatcg tcagccctga cctgtctggt     1740 
 
aaaggccttg tcctgccctc tgtactgggt atcacctttg gtgccttcct gattggggcc     1800 
 
ctgctcacag ctgcactctg gtacatctat tctcacacac gtgagtatcc caagcctcca     1860 
 
ccccattccc acagcaagcg ctcagggccc gtccacacca ccccggggca cacccagtgg     1920 
 
agcctctga                                                             1929 
 
 
<210>  9 
<211>  561 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  9 
 
Glu Thr Val His Cys Asp Leu Gln Pro Val Gly Pro Glu Arg Gly Glu  
1               5                   10                  15       
 
 
Val Thr Tyr Thr Thr Ser Gln Val Ser Lys Gly Cys Val Ala Gln Ala  
            20                  25                  30           
 
 
Pro Asn Ala Ile Leu Glu Val His Val Leu Phe Leu Glu Phe Pro Thr  
        35                  40                  45               
 
 
Gly Pro Ser Gln Leu Glu Leu Thr Leu Gln Ala Ser Lys Gln Asn Gly  
    50                  55                  60                   
 
 
Thr Trp Pro Arg Glu Val Leu Leu Val Leu Ser Val Asn Ser Ser Val  
65                  70                  75                  80   
 
 
Phe Leu His Leu Gln Ala Leu Gly Ile Pro Leu His Leu Ala Tyr Asn  



                85                  90                  95       
 
 
Ser Ser Leu Val Thr Phe Gln Glu Pro Pro Gly Val Asn Thr Thr Glu  
            100                 105                 110          
 
 
Leu Pro Ser Phe Pro Lys Thr Gln Ile Leu Glu Trp Ala Ala Glu Arg  
        115                 120                 125              
 
 
Gly Pro Ile Thr Ser Ala Ala Glu Leu Asn Asp Pro Gln Ser Ile Leu  
    130                 135                 140                  
 
 
Leu Arg Leu Gly Gln Ala Gln Gly Ser Leu Ser Phe Cys Met Leu Glu  
145                 150                 155                 160  
 
 
Ala Ser Gln Asp Met Gly Arg Thr Leu Glu Trp Arg Pro Arg Thr Pro  
                165                 170                 175      
 
 
Ala Leu Val Arg Gly Cys His Leu Glu Gly Val Ala Gly His Lys Glu  
            180                 185                 190          
 
 
Ala His Ile Leu Arg Val Leu Pro Gly His Ser Ala Gly Pro Arg Thr  
        195                 200                 205              
 
 
Val Thr Val Lys Val Glu Leu Ser Cys Ala Pro Gly Asp Leu Asp Ala  
    210                 215                 220                  
 
 
Val Leu Ile Leu Gln Gly Pro Pro Tyr Val Ser Trp Leu Ile Asp Ala  
225                 230                 235                 240  
 
 
Asn His Asn Met Gln Ile Trp Thr Thr Gly Glu Tyr Ser Phe Lys Ile  
                245                 250                 255      
 
 
Phe Pro Glu Lys Asn Ile Arg Gly Phe Lys Leu Pro Asp Thr Pro Gln  
            260                 265                 270          
 
 
Gly Leu Leu Gly Glu Ala Arg Met Leu Asn Ala Ser Ile Val Ala Ser  
        275                 280                 285              
 
 
Phe Val Glu Leu Pro Leu Ala Ser Ile Val Ser Leu His Ala Ser Ser  
    290                 295                 300                  
 
 
Cys Gly Gly Arg Leu Gln Thr Ser Pro Ala Pro Ile Gln Thr Thr Pro  
305                 310                 315                 320  
 
 
Pro Lys Asp Thr Cys Ser Pro Glu Leu Leu Met Ser Leu Ile Gln Thr  
                325                 330                 335      
 
 
Lys Cys Ala Asp Asp Ala Met Thr Leu Val Leu Lys Lys Glu Leu Val  



            340                 345                 350          
 
 
Ala His Leu Lys Cys Thr Ile Thr Gly Leu Thr Phe Trp Asp Pro Ser  
        355                 360                 365              
 
 
Cys Glu Ala Glu Asp Arg Gly Asp Lys Phe Val Leu Arg Ser Ala Tyr  
    370                 375                 380                  
 
 
Ser Ser Cys Gly Met Gln Val Ser Ala Ser Met Ile Ser Asn Glu Ala  
385                 390                 395                 400  
 
 
Val Val Asn Ile Leu Ser Ser Ser Ser Pro Gln Arg Lys Lys Val His  
                405                 410                 415      
 
 
Cys Leu Asn Met Asp Ser Leu Ser Phe Gln Leu Gly Leu Tyr Leu Ser  
            420                 425                 430          
 
 
Pro His Phe Leu Gln Ala Ser Asn Thr Ile Glu Pro Gly Gln Gln Ser  
        435                 440                 445              
 
 
Phe Val Gln Val Arg Val Ser Pro Ser Val Ser Glu Phe Leu Leu Gln  
    450                 455                 460                  
 
 
Leu Asp Ser Cys His Leu Asp Leu Gly Pro Glu Gly Gly Thr Val Glu  
465                 470                 475                 480  
 
 
Leu Ile Gln Gly Arg Ala Ala Lys Gly Asn Cys Val Ser Leu Leu Ser  
                485                 490                 495      
 
 
Pro Ser Pro Glu Gly Asp Pro Arg Phe Ser Phe Leu Leu His Phe Tyr  
            500                 505                 510          
 
 
Thr Val Pro Ile Pro Lys Thr Gly Thr Leu Ser Cys Thr Val Ala Leu  
        515                 520                 525              
 
 
Arg Pro Lys Thr Gly Ser Gln Asp Gln Glu Val His Arg Thr Val Phe  
    530                 535                 540                  
 
 
Met Arg Leu Asn Ile Ile Ser Pro Asp Leu Ser Gly Cys Thr Ser Lys  
545                 550                 555                 560  
 
 
Gly  
     
 
 
<210>  10 
<211>  555 
<212>  PRT 
<213>  Mus musculus 
 



<400>  10 
 
Glu Arg Val Gly Cys Asp Leu Gln Pro Val Asp Pro Thr Arg Gly Glu  
1               5                   10                  15       
 
 
Val Thr Phe Thr Thr Ser Gln Val Ser Glu Gly Cys Val Ala Gln Ala  
            20                  25                  30           
 
 
Ala Asn Ala Val Arg Glu Val His Val Leu Phe Leu Asp Phe Pro Gly  
        35                  40                  45               
 
 
Met Leu Ser His Leu Glu Leu Thr Leu Gln Ala Ser Lys Gln Asn Gly  
    50                  55                  60                   
 
 
Thr Glu Thr Arg Glu Val Phe Leu Val Leu Val Ser Asn Lys Asn Val  
65                  70                  75                  80   
 
 
Phe Val Lys Phe Gln Ala Pro Glu Ile Pro Leu His Leu Ala Tyr Asp  
                85                  90                  95       
 
 
Ser Ser Leu Val Ile Phe Gln Gly Gln Pro Arg Val Asn Ile Thr Val  
            100                 105                 110          
 
 
Leu Pro Ser Leu Thr Ser Arg Lys Gln Ile Leu Asp Trp Ala Ala Thr  
        115                 120                 125              
 
 
Lys Gly Ala Ile Thr Ser Ile Ala Ala Leu Asp Asp Pro Gln Ser Ile  
    130                 135                 140                  
 
 
Val Leu Gln Leu Gly Gln Asp Pro Lys Ala Pro Phe Leu Cys Leu Pro  
145                 150                 155                 160  
 
 
Glu Ala His Lys Asp Met Gly Ala Thr Leu Glu Trp Gln Pro Arg Ala  
                165                 170                 175      
 
 
Gln Thr Pro Val Gln Ser Cys Arg Leu Glu Gly Val Ser Gly His Lys  
            180                 185                 190          
 
 
Glu Ala Tyr Ile Leu Arg Ile Leu Pro Gly Ser Glu Ala Gly Pro Arg  
        195                 200                 205              
 
 
Thr Val Thr Val Met Met Glu Leu Ser Cys Thr Ser Gly Asp Ala Ile  
    210                 215                 220                  
 
 
Leu Ile Leu His Gly Pro Pro Tyr Val Ser Trp Phe Ile Asp Ile Asn  
225                 230                 235                 240  
 
 
His Ser Met Gln Ile Leu Thr Thr Gly Glu Tyr Ser Val Lys Ile Phe  
                245                 250                 255      



 
 
Pro Gly Ser Lys Val Lys Gly Val Glu Leu Pro Asp Thr Pro Gln Gly  
            260                 265                 270          
 
 
Leu Ile Ala Glu Ala Arg Lys Leu Asn Ala Ser Ile Val Thr Ser Phe  
        275                 280                 285              
 
 
Val Glu Leu Pro Leu Val Ser Asn Val Ser Leu Arg Ala Ser Ser Cys  
    290                 295                 300                  
 
 
Gly Gly Val Phe Gln Thr Thr Pro Ala Pro Val Val Thr Thr Pro Pro  
305                 310                 315                 320  
 
 
Lys Asp Thr Cys Ser Pro Val Leu Leu Met Ser Leu Ile Gln Pro Lys  
                325                 330                 335      
 
 
Cys Gly Asn Gln Val Met Thr Leu Ala Leu Asn Lys Lys His Val Gln  
            340                 345                 350          
 
 
Thr Leu Gln Cys Thr Ile Thr Gly Leu Thr Phe Trp Asp Ser Ser Cys  
        355                 360                 365              
 
 
Gln Ala Glu Asp Thr Asp Asp His Leu Val Leu Ser Ser Ala Tyr Ser  
    370                 375                 380                  
 
 
Ser Cys Gly Met Lys Val Thr Ala His Val Val Ser Asn Glu Val Ile  
385                 390                 395                 400  
 
 
Ile Ser Phe Pro Ser Gly Ser Pro Pro Leu Arg Lys Lys Val Gln Cys  
                405                 410                 415      
 
 
Ile Asp Met Asp Ser Leu Ser Phe Gln Leu Gly Leu Tyr Leu Ser Pro  
            420                 425                 430          
 
 
His Phe Leu Gln Ala Ser Asn Thr Ile Glu Leu Gly Gln Gln Ala Phe  
        435                 440                 445              
 
 
Val Gln Val Ser Val Ser Pro Leu Thr Ser Glu Val Thr Val Gln Leu  
    450                 455                 460                  
 
 
Asp Ser Cys His Leu Asp Leu Gly Pro Glu Gly Asp Met Val Glu Leu  
465                 470                 475                 480  
 
 
Ile Gln Ser Arg Thr Ala Lys Gly Ser Cys Val Thr Leu Leu Ser Pro  
                485                 490                 495      
 
 
Ser Pro Glu Gly Asp Pro Arg Phe Ser Phe Leu Leu Arg Val Tyr Met  
            500                 505                 510          



 
 
Val Pro Thr Pro Thr Ala Gly Thr Leu Ser Cys Asn Leu Ala Leu Arg  
        515                 520                 525              
 
 
Pro Ser Thr Leu Ser Gln Glu Val Tyr Lys Thr Val Ser Met Arg Leu  
    530                 535                 540                  
 
 
Asn Val Val Ser Pro Asp Leu Ser Gly Lys Gly  
545                 550                 555  
 
 
<210>  11 
<211>  233 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  11 
 
Gly Gly Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro  
1               5                   10                  15       
 
 
Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys  
            20                  25                  30           
 
 
Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val  
        35                  40                  45               
 
 
Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr  
    50                  55                  60                   
 
 
Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu  
65                  70                  75                  80   
 
 
Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His  
                85                  90                  95       
 
 
Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys  
            100                 105                 110          
 
 
Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln  
        115                 120                 125              
 
 
Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met  
    130                 135                 140                  
 
 
Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro  
145                 150                 155                 160  
 
 
Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn  
                165                 170                 175      
 



 
Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu  
            180                 185                 190          
 
 
Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val  
        195                 200                 205              
 
 
Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln  
    210                 215                 220                  
 
 
Lys Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230              
 
 
<210>  12 
<211>  225 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  12 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
1               5                   10                  15       
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
            20                  25                  30           
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
        35                  40                  45               
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
    50                  55                  60                   
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
65                  70                  75                  80   
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
                85                  90                  95       
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
            100                 105                 110          
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
        115                 120                 125              
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
    130                 135                 140                  
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
145                 150                 155                 160  
 
 



Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
                165                 170                 175      
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
            180                 185                 190          
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
        195                 200                 205              
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
    210                 215                 220                  
 
 
Lys  
225  
 
 
<210>  13 
<211>  21 
<212>  PRT 
<213>  Apis mellifera 
 
<400>  13 
 
Met Lys Phe Leu Val Asn Val Ala Leu Val Phe Met Val Val Tyr Ile  
1               5                   10                  15       
 
 
Ser Tyr Ile Tyr Ala  
            20       
 
 
<210>  14 
<211>  22 
<212>  PRT 
<213>  Искусственная последовательность 
 
<220> 
<223>  Синтетический полипептид 
 
 
<400>  14 
 
Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly  
1               5                   10                  15       
 
 
Ala Val Phe Val Ser Pro  
            20           
 
 
<210>  15 
<211>  25 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  15 
 
Met Asp Arg Gly Thr Leu Pro Leu Ala Val Ala Leu Leu Leu Ala Ser  
1               5                   10                  15       
 



 
Cys Ser Leu Ser Pro Thr Ser Leu Ala  
            20                  25   
 
 
<210>  16 
<211>  820 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  16 
 
Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly  
1               5                   10                  15       
 
 
Ala Val Phe Val Ser Pro Gly Ala Glu Thr Val His Cys Asp Leu Gln  
            20                  25                  30           
 
 
Pro Val Gly Pro Glu Arg Asp Glu Val Thr Tyr Thr Thr Ser Gln Val  
        35                  40                  45               
 
 
Ser Lys Gly Cys Val Ala Gln Ala Pro Asn Ala Ile Leu Glu Val His  
    50                  55                  60                   
 
 
Val Leu Phe Leu Glu Phe Pro Thr Gly Pro Ser Gln Leu Glu Leu Thr  
65                  70                  75                  80   
 
 
Leu Gln Ala Ser Lys Gln Asn Gly Thr Trp Pro Arg Glu Val Leu Leu  
                85                  90                  95       
 
 
Val Leu Ser Val Asn Ser Ser Val Phe Leu His Leu Gln Ala Leu Gly  
            100                 105                 110          
 
 
Ile Pro Leu His Leu Ala Tyr Asn Ser Ser Leu Val Thr Phe Gln Glu  
        115                 120                 125              
 
 
Pro Pro Gly Val Asn Thr Thr Glu Leu Pro Ser Phe Pro Lys Thr Gln  
    130                 135                 140                  
 
 
Ile Leu Glu Trp Ala Ala Glu Arg Gly Pro Ile Thr Ser Ala Ala Glu  
145                 150                 155                 160  
 
 
Leu Asn Asp Pro Gln Ser Ile Leu Leu Arg Leu Gly Gln Ala Gln Gly  
                165                 170                 175      
 
 
Ser Leu Ser Phe Cys Met Leu Glu Ala Ser Gln Asp Met Gly Arg Thr  
            180                 185                 190          
 
 
Leu Glu Trp Arg Pro Arg Thr Pro Ala Leu Val Arg Gly Cys His Leu  
        195                 200                 205              
 
 



Glu Gly Val Ala Gly His Lys Glu Ala His Ile Leu Arg Val Leu Pro  
    210                 215                 220                  
 
 
Gly His Ser Ala Gly Pro Arg Thr Val Thr Val Lys Val Glu Leu Ser  
225                 230                 235                 240  
 
 
Cys Ala Pro Gly Asp Leu Asp Ala Val Leu Ile Leu Gln Gly Pro Pro  
                245                 250                 255      
 
 
Tyr Val Ser Trp Leu Ile Asp Ala Asn His Asn Met Gln Ile Trp Thr  
            260                 265                 270          
 
 
Thr Gly Glu Tyr Ser Phe Lys Ile Phe Pro Glu Lys Asn Ile Arg Gly  
        275                 280                 285              
 
 
Phe Lys Leu Pro Asp Thr Pro Gln Gly Leu Leu Gly Glu Ala Arg Met  
    290                 295                 300                  
 
 
Leu Asn Ala Ser Ile Val Ala Ser Phe Val Glu Leu Pro Leu Ala Ser  
305                 310                 315                 320  
 
 
Ile Val Ser Leu His Ala Ser Ser Cys Gly Gly Arg Leu Gln Thr Ser  
                325                 330                 335      
 
 
Pro Ala Pro Ile Gln Thr Thr Pro Pro Lys Asp Thr Cys Ser Pro Glu  
            340                 345                 350          
 
 
Leu Leu Met Ser Leu Ile Gln Thr Lys Cys Ala Asp Asp Ala Met Thr  
        355                 360                 365              
 
 
Leu Val Leu Lys Lys Glu Leu Val Ala His Leu Lys Cys Thr Ile Thr  
    370                 375                 380                  
 
 
Gly Leu Thr Phe Trp Asp Pro Ser Cys Glu Ala Glu Asp Arg Gly Asp  
385                 390                 395                 400  
 
 
Lys Phe Val Leu Arg Ser Ala Tyr Ser Ser Cys Gly Met Gln Val Ser  
                405                 410                 415      
 
 
Ala Ser Met Ile Ser Asn Glu Ala Val Val Asn Ile Leu Ser Ser Ser  
            420                 425                 430          
 
 
Ser Pro Gln Arg Lys Lys Val His Cys Leu Asn Met Asp Ser Leu Ser  
        435                 440                 445              
 
 
Phe Gln Leu Gly Leu Tyr Leu Ser Pro His Phe Leu Gln Ala Ser Asn  
    450                 455                 460                  
 
 



Thr Ile Glu Pro Gly Gln Gln Ser Phe Val Gln Val Arg Val Ser Pro  
465                 470                 475                 480  
 
 
Ser Val Ser Glu Phe Leu Leu Gln Leu Asp Ser Cys His Leu Asp Leu  
                485                 490                 495      
 
 
Gly Pro Glu Gly Gly Thr Val Glu Leu Ile Gln Gly Arg Ala Ala Lys  
            500                 505                 510          
 
 
Gly Asn Cys Val Ser Leu Leu Ser Pro Ser Pro Glu Gly Asp Pro Arg  
        515                 520                 525              
 
 
Phe Ser Phe Leu Leu His Phe Tyr Thr Val Pro Ile Pro Lys Thr Gly  
    530                 535                 540                  
 
 
Thr Leu Ser Cys Thr Val Ala Leu Arg Pro Lys Thr Gly Ser Gln Asp  
545                 550                 555                 560  
 
 
Gln Glu Val His Arg Thr Val Phe Met Arg Leu Asn Ile Ile Ser Pro  
                565                 570                 575      
 
 
Asp Leu Ser Gly Cys Thr Ser Lys Gly Thr Gly Gly Gly Pro Lys Ser  
            580                 585                 590          
 
 
Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu  
        595                 600                 605              
 
 
Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  
    610                 615                 620                  
 
 
Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  
625                 630                 635                 640  
 
 
His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu  
                645                 650                 655      
 
 
Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr  
            660                 665                 670          
 
 
Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  
        675                 680                 685              
 
 
Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro  
    690                 695                 700                  
 
 
Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  
705                 710                 715                 720  
 
 



Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val  
                725                 730                 735      
 
 
Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  
            740                 745                 750          
 
 
Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  
        755                 760                 765              
 
 
Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr  
    770                 775                 780                  
 
 
Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val  
785                 790                 795                 800  
 
 
Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  
                805                 810                 815      
 
 
Ser Pro Gly Lys  
            820  
 
 
<210>  17 
<211>  2463 
<212>  ДНК 
<213>  Homo sapiens 
 
<400>  17 
atggatgcaa tgaagagagg gctctgctgt gtgctgctgc tgtgtggagc agtcttcgtt       60 
 
tcgcccggcg ccgaaacagt ccattgtgac cttcagcctg tgggccccga gagggacgag      120 
 
gtgacatata ccactagcca ggtctcgaag ggctgcgtgg ctcaggcccc caatgccatc      180 
 
cttgaagtcc atgtcctctt cctggagttc ccaacgggcc cgtcacagct ggagctgact      240 
 
ctccaggcat ccaagcaaaa tggcacctgg ccccgagagg tgcttctggt cctcagtgta      300 
 
aacagcagtg tcttcctgca tctccaggcc ctgggaatcc cactgcactt ggcctacaat      360 
 
tccagcctgg tcaccttcca agagcccccg ggggtcaaca ccacagagct gccatccttc      420 
 
cccaagaccc agatccttga gtgggcagct gagaggggcc ccatcacctc tgctgctgag      480 
 
ctgaatgacc cccagagcat cctcctccga ctgggccaag cccaggggtc actgtccttc      540 
 
tgcatgctgg aagccagcca ggacatgggc cgcacgctcg agtggcggcc gcgtactcca      600 
 
gccttggtcc ggggctgcca cttggaaggc gtggccggcc acaaggaggc gcacatcctg      660 
 
agggtcctgc cgggccactc ggccgggccc cggacggtga cggtgaaggt ggaactgagc      720 
 
tgcgcacccg gggatctcga tgccgtcctc atcctgcagg gtccccccta cgtgtcctgg      780 
 
ctcatcgacg ccaaccacaa catgcagatc tggaccactg gagaatactc cttcaagatc      840 
 
tttccagaga aaaacattcg tggcttcaag ctcccagaca cacctcaagg cctcctgggg      900 
 



gaggcccgga tgctcaatgc cagcattgtg gcatccttcg tggagctacc gctggccagc      960 
 
attgtctcac ttcatgcctc cagctgcggt ggtaggctgc agacctcacc cgcaccgatc     1020 
 
cagaccactc ctcccaagga cacttgtagc ccggagctgc tcatgtcctt gatccagaca     1080 
 
aagtgtgccg acgacgccat gaccctggta ctaaagaaag agcttgttgc gcatttgaag     1140 
 
tgcaccatca cgggcctgac cttctgggac cccagctgtg aggcagagga caggggtgac     1200 
 
aagtttgtct tgcgcagtgc ttactccagc tgtggcatgc aggtgtcagc aagtatgatc     1260 
 
agcaatgagg cggtggtcaa tatcctgtcg agctcatcac cacagcggaa aaaggtgcac     1320 
 
tgcctcaaca tggacagcct ctctttccag ctgggcctct acctcagccc acacttcctc     1380 
 
caggcctcca acaccatcga gccggggcag cagagctttg tgcaggtcag agtgtcccca     1440 
 
tccgtctccg agttcctgct ccagttagac agctgccacc tggacttggg gcctgaggga     1500 
 
ggcaccgtgg aactcatcca gggccgggcg gccaagggca actgtgtgag cctgctgtcc     1560 
 
ccaagccccg agggtgaccc gcgcttcagc ttcctcctcc acttctacac agtacccata     1620 
 
cccaaaaccg gcaccctcag ctgcacggta gccctgcgtc ccaagaccgg gtctcaagac     1680 
 
caggaagtcc ataggactgt cttcatgcgc ttgaacatca tcagccctga cctgtctggt     1740 
 
tgcacaagca aaggcaccgg tggtggaccc aaatcttgtg acaaaactca cacatgccca     1800 
 
ccgtgcccag cacctgaact cctgggggga ccgtcagtct tcctcttccc cccaaaaccc     1860 
 
aaggacaccc tcatgatctc ccggacccct gaggtcacat gcgtggtggt ggacgtgagc     1920 
 
cacgaagacc ctgaggtcaa gttcaactgg tacgtggacg gcgtggaggt gcataatgcc     1980 
 
aagacaaagc cgcgggagga gcagtacaac agcacgtacc gtgtggtcag cgtcctcacc     2040 
 
gtcctgcacc aggactggct gaatggcaag gagtacaagt gcaaggtctc caacaaagcc     2100 
 
ctcccagccc ccatcgagaa aaccatctcc aaagccaaag ggcagccccg agaaccacag     2160 
 
gtgtacaccc tgcccccatc ccgggaggag atgaccaaga accaggtcag cctgacctgc     2220 
 
ctggtcaaag gcttctatcc cagcgacatc gccgtggagt gggagagcaa tgggcagccg     2280 
 
gagaacaact acaagaccac gcctcccgtg ctggactccg acggctcctt cttcctctat     2340 
 
agcaagctca ccgtggacaa gagcaggtgg cagcagggga acgtcttctc atgctccgtg     2400 
 
atgcatgagg ctctgcacaa ccactacacg cagaagagcc tctccctgtc cccgggtaaa     2460 
 
tga                                                                   2463 
 
 
<210>  18 
<211>  814 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  18 
 
Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly  
1               5                   10                  15       



 
 
Ala Val Phe Val Ser Pro Gly Ala Glu Thr Val His Cys Asp Leu Gln  
            20                  25                  30           
 
 
Pro Val Gly Pro Glu Arg Asp Glu Val Thr Tyr Thr Thr Ser Gln Val  
        35                  40                  45               
 
 
Ser Lys Gly Cys Val Ala Gln Ala Pro Asn Ala Ile Leu Glu Val His  
    50                  55                  60                   
 
 
Val Leu Phe Leu Glu Phe Pro Thr Gly Pro Ser Gln Leu Glu Leu Thr  
65                  70                  75                  80   
 
 
Leu Gln Ala Ser Lys Gln Asn Gly Thr Trp Pro Arg Glu Val Leu Leu  
                85                  90                  95       
 
 
Val Leu Ser Val Asn Ser Ser Val Phe Leu His Leu Gln Ala Leu Gly  
            100                 105                 110          
 
 
Ile Pro Leu His Leu Ala Tyr Asn Ser Ser Leu Val Thr Phe Gln Glu  
        115                 120                 125              
 
 
Pro Pro Gly Val Asn Thr Thr Glu Leu Pro Ser Phe Pro Lys Thr Gln  
    130                 135                 140                  
 
 
Ile Leu Glu Trp Ala Ala Glu Arg Gly Pro Ile Thr Ser Ala Ala Glu  
145                 150                 155                 160  
 
 
Leu Asn Asp Pro Gln Ser Ile Leu Leu Arg Leu Gly Gln Ala Gln Gly  
                165                 170                 175      
 
 
Ser Leu Ser Phe Cys Met Leu Glu Ala Ser Gln Asp Met Gly Arg Thr  
            180                 185                 190          
 
 
Leu Glu Trp Arg Pro Arg Thr Pro Ala Leu Val Arg Gly Cys His Leu  
        195                 200                 205              
 
 
Glu Gly Val Ala Gly His Lys Glu Ala His Ile Leu Arg Val Leu Pro  
    210                 215                 220                  
 
 
Gly His Ser Ala Gly Pro Arg Thr Val Thr Val Lys Val Glu Leu Ser  
225                 230                 235                 240  
 
 
Cys Ala Pro Gly Asp Leu Asp Ala Val Leu Ile Leu Gln Gly Pro Pro  
                245                 250                 255      
 
 
Tyr Val Ser Trp Leu Ile Asp Ala Asn His Asn Met Gln Ile Trp Thr  
            260                 265                 270          



 
 
Thr Gly Glu Tyr Ser Phe Lys Ile Phe Pro Glu Lys Asn Ile Arg Gly  
        275                 280                 285              
 
 
Phe Lys Leu Pro Asp Thr Pro Gln Gly Leu Leu Gly Glu Ala Arg Met  
    290                 295                 300                  
 
 
Leu Asn Ala Ser Ile Val Ala Ser Phe Val Glu Leu Pro Leu Ala Ser  
305                 310                 315                 320  
 
 
Ile Val Ser Leu His Ala Ser Ser Cys Gly Gly Arg Leu Gln Thr Ser  
                325                 330                 335      
 
 
Pro Ala Pro Ile Gln Thr Thr Pro Pro Lys Asp Thr Cys Ser Pro Glu  
            340                 345                 350          
 
 
Leu Leu Met Ser Leu Ile Gln Thr Lys Cys Ala Asp Asp Ala Met Thr  
        355                 360                 365              
 
 
Leu Val Leu Lys Lys Glu Leu Val Ala His Leu Lys Cys Thr Ile Thr  
    370                 375                 380                  
 
 
Gly Leu Thr Phe Trp Asp Pro Ser Cys Glu Ala Glu Asp Arg Gly Asp  
385                 390                 395                 400  
 
 
Lys Phe Val Leu Arg Ser Ala Tyr Ser Ser Cys Gly Met Gln Val Ser  
                405                 410                 415      
 
 
Ala Ser Met Ile Ser Asn Glu Ala Val Val Asn Ile Leu Ser Ser Ser  
            420                 425                 430          
 
 
Ser Pro Gln Arg Lys Lys Val His Cys Leu Asn Met Asp Ser Leu Ser  
        435                 440                 445              
 
 
Phe Gln Leu Gly Leu Tyr Leu Ser Pro His Phe Leu Gln Ala Ser Asn  
    450                 455                 460                  
 
 
Thr Ile Glu Pro Gly Gln Gln Ser Phe Val Gln Val Arg Val Ser Pro  
465                 470                 475                 480  
 
 
Ser Val Ser Glu Phe Leu Leu Gln Leu Asp Ser Cys His Leu Asp Leu  
                485                 490                 495      
 
 
Gly Pro Glu Gly Gly Thr Val Glu Leu Ile Gln Gly Arg Ala Ala Lys  
            500                 505                 510          
 
 
Gly Asn Cys Val Ser Leu Leu Ser Pro Ser Pro Glu Gly Asp Pro Arg  
        515                 520                 525              



 
 
Phe Ser Phe Leu Leu His Phe Tyr Thr Val Pro Ile Pro Lys Thr Gly  
    530                 535                 540                  
 
 
Thr Leu Ser Cys Thr Val Ala Leu Arg Pro Lys Thr Gly Ser Gln Asp  
545                 550                 555                 560  
 
 
Gln Glu Val His Arg Thr Val Phe Met Arg Leu Asn Ile Ile Ser Pro  
                565                 570                 575      
 
 
Asp Leu Ser Gly Cys Thr Ser Lys Gly Thr Gly Gly Gly Thr His Thr  
            580                 585                 590          
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
        595                 600                 605              
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
    610                 615                 620                  
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
625                 630                 635                 640  
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
                645                 650                 655      
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
            660                 665                 670          
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
        675                 680                 685              
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
    690                 695                 700                  
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
705                 710                 715                 720  
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
                725                 730                 735      
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
            740                 745                 750          
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
        755                 760                 765              
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
    770                 775                 780                  



 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
785                 790                 795                 800  
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                805                 810                  
 
 
<210>  19 
<211>  821 
<212>  PRT 
<213>  Mus musculus 
 
<400>  19 
 
Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly  
1               5                   10                  15       
 
 
Ala Val Phe Val Ser Pro Gly Gly Glu Arg Val Gly Cys Asp Leu Gln  
            20                  25                  30           
 
 
Pro Val Asp Pro Thr Arg Gly Glu Val Thr Phe Thr Thr Ser Gln Val  
        35                  40                  45               
 
 
Ser Glu Gly Cys Val Ala Gln Ala Ala Asn Ala Val Arg Glu Val His  
    50                  55                  60                   
 
 
Val Leu Phe Leu Asp Phe Pro Gly Met Leu Ser His Leu Glu Leu Thr  
65                  70                  75                  80   
 
 
Leu Gln Ala Ser Lys Gln Asn Gly Thr Glu Thr Gln Glu Val Phe Leu  
                85                  90                  95       
 
 
Val Leu Val Ser Asn Lys Asn Val Phe Val Lys Phe Gln Ala Pro Glu  
            100                 105                 110          
 
 
Ile Pro Leu His Leu Ala Tyr Asp Ser Ser Leu Val Ile Phe Gln Gly  
        115                 120                 125              
 
 
Gln Pro Arg Val Asn Ile Thr Val Leu Pro Ser Leu Thr Ser Arg Lys  
    130                 135                 140                  
 
 
Gln Ile Leu Asp Trp Ala Ala Thr Lys Gly Ala Ile Thr Ser Ile Ala  
145                 150                 155                 160  
 
 
Ala Leu Asp Asp Pro Gln Ser Ile Val Leu Gln Leu Gly Gln Asp Pro  
                165                 170                 175      
 
 
Lys Ala Pro Phe Leu Cys Leu Pro Glu Ala His Lys Asp Met Gly Ala  
            180                 185                 190          
 



 
Thr Leu Glu Trp Gln Pro Arg Ala Gln Thr Pro Val Gln Ser Cys Arg  
        195                 200                 205              
 
 
Leu Glu Gly Val Ser Gly His Lys Glu Ala Tyr Ile Leu Arg Ile Leu  
    210                 215                 220                  
 
 
Pro Gly Ser Glu Ala Gly Pro Arg Thr Val Thr Val Met Met Glu Leu  
225                 230                 235                 240  
 
 
Ser Cys Thr Ser Gly Asp Ala Ile Leu Ile Leu His Gly Pro Pro Tyr  
                245                 250                 255      
 
 
Val Ser Trp Phe Ile Asp Ile Asn His Ser Met Gln Ile Leu Thr Thr  
            260                 265                 270          
 
 
Gly Glu Tyr Ser Val Lys Ile Phe Pro Gly Ser Lys Val Lys Gly Val  
        275                 280                 285              
 
 
Glu Leu Pro Asp Thr Pro Gln Gly Leu Ile Ala Glu Ala Arg Lys Leu  
    290                 295                 300                  
 
 
Asn Ala Ser Ile Val Thr Ser Phe Val Glu Leu Pro Leu Val Ser Asn  
305                 310                 315                 320  
 
 
Val Ser Leu Arg Ala Ser Ser Cys Gly Gly Val Phe Gln Thr Thr Pro  
                325                 330                 335      
 
 
Ala Pro Val Val Thr Thr Pro Pro Lys Asp Thr Cys Ser Pro Val Leu  
            340                 345                 350          
 
 
Leu Met Ser Leu Ile Gln Pro Lys Cys Gly Asn Gln Val Met Thr Leu  
        355                 360                 365              
 
 
Ala Leu Asn Lys Lys His Val Gln Thr Leu Gln Cys Thr Ile Thr Gly  
    370                 375                 380                  
 
 
Leu Thr Phe Trp Asp Ser Ser Cys Gln Ala Glu Asp Thr Asp Asp His  
385                 390                 395                 400  
 
 
Leu Val Leu Ser Ser Ala Tyr Ser Ser Cys Gly Met Lys Val Thr Ala  
                405                 410                 415      
 
 
His Val Val Ser Asn Glu Val Ile Ile Ser Phe Pro Ser Gly Ser Pro  
            420                 425                 430          
 
 
Pro Leu Arg Lys Lys Val Gln Cys Ile Asp Met Asp Ser Leu Ser Phe  
        435                 440                 445              
 



 
Gln Leu Gly Leu Tyr Leu Ser Pro His Phe Leu Gln Ala Ser Asn Thr  
    450                 455                 460                  
 
 
Ile Glu Leu Gly Gln Gln Ala Phe Val Gln Val Ser Val Ser Pro Leu  
465                 470                 475                 480  
 
 
Thr Ser Glu Val Thr Val Gln Leu Asp Ser Cys His Leu Asp Leu Gly  
                485                 490                 495      
 
 
Pro Glu Gly Asp Met Val Glu Leu Ile Gln Ser Arg Thr Ala Lys Gly  
            500                 505                 510          
 
 
Ser Cys Val Thr Leu Leu Ser Pro Ser Pro Glu Gly Asp Pro Arg Phe  
        515                 520                 525              
 
 
Ser Phe Leu Leu Arg Val Tyr Met Val Pro Thr Pro Thr Ala Gly Thr  
    530                 535                 540                  
 
 
Leu Ser Cys Asn Leu Ala Leu Arg Pro Ser Thr Leu Ser Gln Glu Val  
545                 550                 555                 560  
 
 
Tyr Lys Thr Val Ser Met Arg Leu Asn Ile Val Ser Pro Asp Leu Ser  
                565                 570                 575      
 
 
Gly Lys Gly Thr Gly Gly Gly Glu Pro Arg Val Pro Ile Thr Gln Asn  
            580                 585                 590          
 
 
Pro Cys Pro Pro Leu Lys Glu Cys Pro Pro Cys Ala Ala Pro Asp Leu  
        595                 600                 605              
 
 
Leu Gly Gly Pro Ser Val Phe Ile Phe Pro Pro Lys Ile Lys Asp Val  
    610                 615                 620                  
 
 
Leu Met Ile Ser Leu Ser Pro Met Val Thr Cys Val Val Val Asp Val  
625                 630                 635                 640  
 
 
Ser Glu Asp Asp Pro Asp Val Gln Ile Ser Trp Phe Val Asn Asn Val  
                645                 650                 655      
 
 
Glu Val His Thr Ala Gln Thr Gln Thr His Arg Glu Asp Tyr Asn Ser  
            660                 665                 670          
 
 
Thr Leu Arg Val Val Ser Ala Leu Pro Ile Gln His Gln Asp Trp Met  
        675                 680                 685              
 
 
Ser Gly Lys Glu Phe Lys Cys Lys Val Asn Asn Arg Ala Leu Pro Ser  
    690                 695                 700                  
 



 
Pro Ile Glu Lys Thr Ile Ser Lys Pro Arg Gly Pro Val Arg Ala Pro  
705                 710                 715                 720  
 
 
Gln Val Tyr Val Leu Pro Pro Pro Ala Glu Glu Met Thr Lys Lys Glu  
                725                 730                 735      
 
 
Phe Ser Leu Thr Cys Met Ile Thr Gly Phe Leu Pro Ala Glu Ile Ala  
            740                 745                 750          
 
 
Val Asp Trp Thr Ser Asn Gly Arg Thr Glu Gln Asn Tyr Lys Asn Thr  
        755                 760                 765              
 
 
Ala Thr Val Leu Asp Ser Asp Gly Ser Tyr Phe Met Tyr Ser Lys Leu  
    770                 775                 780                  
 
 
Arg Val Gln Lys Ser Thr Trp Glu Arg Gly Ser Leu Phe Ala Cys Ser  
785                 790                 795                 800  
 
 
Val Val His Glu Gly Leu His Asn His Leu Thr Thr Lys Thr Ile Ser  
                805                 810                 815      
 
 
Arg Ser Leu Gly Lys  
            820      
 
 
<210>  20 
<211>  2466 
<212>  ДНК 
<213>  Mus musculus 
 
<400>  20 
atggatgcaa tgaagagagg gctctgctgt gtgctgctgc tgtgtggagc agtcttcgtt       60 
 
tcgcccggcg gggaaagagt cggctgtgat ctacagcctg tggaccccac aaggggtgag      120 
 
gtgacgttta ccaccagcca ggtctccgag ggctgtgtag ctcaggctgc caatgctgtg      180 
 
cgtgaagtcc acgttctctt cctggatttt cccggaatgc tgtcacatct ggagctgact      240 
 
cttcaggcat ccaagcaaaa tggcacggag acccaggagg tgttcctggt cctcgtttcg      300 
 
aacaaaaatg tcttcgtgaa gttccaggcc ccggaaatcc cattgcactt ggcctacgac      360 
 
tccagcctgg tcatcttcca aggacagcca agagtcaaca tcacagtgct accatccctt      420 
 
acctccagga aacagatcct cgactgggca gccaccaagg gcgccatcac ctcgatagca      480 
 
gcactggatg acccccaaag catcgtcctc cagttgggcc aagacccaaa ggcaccattc      540 
 
ttgtgcttgc cagaagctca caaggacatg ggcgccacac ttgaatggca accacgagcc      600 
 
cagaccccag tccaaagctg tcgcttggaa ggtgtgtctg gccacaagga ggcctacatc      660 
 
ctgaggatcc tgccaggttc tgaggccggg ccccggacgg tgaccgtaat gatggaactg      720 
 
agttgcacat ctggggacgc cattctcatc ctgcatggtc ctccatatgt ctcctggttc      780 



 
atcgacatca accacagcat gcagatcttg accacaggtg aatactccgt caagatcttt      840 
 
ccaggaagca aggtcaaagg cgtggagctc ccagacacac cccaaggcct gatagcggag      900 
 
gcccgcaagc tcaatgccag cattgtcacc tcctttgtag agctccctct ggtcagcaat      960 
 
gtctccctga gggcctccag ctgcggtggt gtgttccaga ccacccctgc acccgttgtg     1020 
 
accacacctc ccaaggacac atgcagcccc gtgctactca tgtccctgat ccagccaaag     1080 
 
tgtggcaatc aggtcatgac tctggcactc aataaaaaac acgtgcagac tctccagtgc     1140 
 
accatcacag gcctgacttt ctgggactcc agctgccagg ctgaagacac tgacgaccat     1200 
 
cttgtcctga gtagcgccta ctccagctgc ggcatgaaag tgacagccca tgtggtcagc     1260 
 
aatgaggtga tcatcagttt cccgtcaggc tcaccaccac ttcggaaaaa ggtacagtgc     1320 
 
atcgacatgg acagcctctc cttccagctg ggcctctacc tcagcccgca cttcctccag     1380 
 
gcatccaaca ccatcgaact aggccagcag gccttcgtac aggtgagcgt gtctccattg     1440 
 
acctctgagg tcacagtcca gctagatagc tgccatctgg acttggggcc cgaaggggac     1500 
 
atggtggaac tcatccagag ccgaacagcc aagggcagct gtgtgacctt gctgtctcca     1560 
 
agccctgaag gtgacccacg cttcagcttc ctcctccggg tctacatggt gcccacaccc     1620 
 
accgctggca ccctcagttg caacttagct ctgcgcccta gcaccttgtc ccaggaagtc     1680 
 
tacaagacag tctccatgcg cctgaacatc gtcagccctg acctgtctgg taaaggcacc     1740 
 
ggtgggggtg agcccagagt gcccataaca cagaacccct gtcctccact caaagagtgt     1800 
 
cccccatgcg cagctccaga cctcttgggt ggaccatccg tcttcatctt ccctccaaag     1860 
 
atcaaggatg tactcatgat ctccctgagc cccatggtca catgtgtggt ggtggatgtg     1920 
 
agcgaggatg acccagacgt ccagatcagc tggtttgtga acaacgtgga agtacacaca     1980 
 
gctcagacac aaacccatag agaggattac aacagtactc tccgggtggt cagtgccctc     2040 
 
cccatccagc accaggactg gatgagtggc aaggagttca aatgcaaggt caacaacaga     2100 
 
gccctcccat cccccatcga gaaaaccatc tcaaaaccca gagggccagt aagagctcca     2160 
 
caggtatatg tcttgcctcc accagcagaa gagatgacta agaaagagtt cagtctgacc     2220 
 
tgcatgatca caggcttctt acctgccgaa attgctgtgg actggaccag caatgggcgt     2280 
 
acagagcaaa actacaagaa caccgcaaca gtcctggact ctgatggttc ttacttcatg     2340 
 
tacagcaagc tcagagtaca aaagagcact tgggaaagag gaagtctttt cgcctgctca     2400 
 
gtggtccacg agggtctgca caatcacctt acgactaaga ccatctcccg gtctctgggt     2460 
 
aaatga                                                                2466 
 
 
<210>  21 
<211>  671 
<212>  PRT 
<213>  Homo sapiens 



 
<400>  21 
 
Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly  
1               5                   10                  15       
 
 
Ala Val Phe Val Ser Pro Gly Ala Glu Thr Val His Cys Asp Leu Gln  
            20                  25                  30           
 
 
Pro Val Gly Pro Glu Arg Asp Glu Val Thr Tyr Thr Thr Ser Gln Val  
        35                  40                  45               
 
 
Ser Lys Gly Cys Val Ala Gln Ala Pro Asn Ala Ile Leu Glu Val His  
    50                  55                  60                   
 
 
Val Leu Phe Leu Glu Phe Pro Thr Gly Pro Ser Gln Leu Glu Leu Thr  
65                  70                  75                  80   
 
 
Leu Gln Ala Ser Lys Gln Asn Gly Thr Trp Pro Arg Glu Val Leu Leu  
                85                  90                  95       
 
 
Val Leu Ser Val Asn Ser Ser Val Phe Leu His Leu Gln Ala Leu Gly  
            100                 105                 110          
 
 
Ile Pro Leu His Leu Ala Tyr Asn Ser Ser Leu Val Thr Phe Gln Glu  
        115                 120                 125              
 
 
Pro Pro Gly Val Asn Thr Thr Glu Leu Pro Ser Phe Pro Lys Thr Gln  
    130                 135                 140                  
 
 
Ile Leu Glu Trp Ala Ala Glu Arg Gly Pro Ile Thr Ser Ala Ala Glu  
145                 150                 155                 160  
 
 
Leu Asn Asp Pro Gln Ser Ile Leu Leu Arg Leu Gly Gln Ala Gln Gly  
                165                 170                 175      
 
 
Ser Leu Ser Phe Cys Met Leu Glu Ala Ser Gln Asp Met Gly Arg Thr  
            180                 185                 190          
 
 
Leu Glu Trp Arg Pro Arg Thr Pro Ala Leu Val Arg Gly Cys His Leu  
        195                 200                 205              
 
 
Glu Gly Val Ala Gly His Lys Glu Ala His Ile Leu Arg Val Leu Pro  
    210                 215                 220                  
 
 
Gly His Ser Ala Gly Pro Arg Thr Val Thr Val Lys Val Glu Leu Ser  
225                 230                 235                 240  
 
 
Cys Ala Pro Gly Asp Leu Asp Ala Val Leu Ile Leu Gln Gly Pro Pro  



                245                 250                 255      
 
 
Tyr Val Ser Trp Leu Ile Asp Ala Asn His Asn Met Gln Ile Trp Thr  
            260                 265                 270          
 
 
Thr Gly Glu Tyr Ser Phe Lys Ile Phe Pro Glu Lys Asn Ile Arg Gly  
        275                 280                 285              
 
 
Phe Lys Leu Pro Asp Thr Pro Gln Gly Leu Leu Gly Glu Ala Arg Met  
    290                 295                 300                  
 
 
Leu Asn Ala Ser Ile Val Ala Ser Phe Val Glu Leu Pro Leu Ala Ser  
305                 310                 315                 320  
 
 
Ile Val Ser Leu His Ala Ser Ser Cys Gly Gly Arg Leu Gln Thr Ser  
                325                 330                 335      
 
 
Pro Ala Pro Ile Gln Thr Thr Pro Pro Lys Asp Thr Cys Ser Pro Glu  
            340                 345                 350          
 
 
Leu Leu Met Ser Leu Ile Gln Thr Lys Cys Ala Asp Asp Ala Met Thr  
        355                 360                 365              
 
 
Leu Val Leu Lys Lys Glu Leu Val Ala His Leu Lys Cys Thr Ile Thr  
    370                 375                 380                  
 
 
Gly Leu Thr Phe Trp Asp Pro Ser Cys Glu Ala Glu Asp Arg Gly Asp  
385                 390                 395                 400  
 
 
Lys Phe Val Leu Arg Ser Ala Tyr Ser Ser Cys Gly Met Gln Val Ser  
                405                 410                 415      
 
 
Ala Ser Met Ile Ser Asn Glu Ala Val Val Asn Ile Leu Ser Ser Ser  
            420                 425                 430          
 
 
Ser Pro Gln Arg Thr Gly Gly Gly Pro Lys Ser Cys Asp Lys Thr His  
        435                 440                 445              
 
 
Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val  
    450                 455                 460                  
 
 
Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr  
465                 470                 475                 480  
 
 
Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu  
                485                 490                 495      
 
 
Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys  



            500                 505                 510          
 
 
Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser  
        515                 520                 525              
 
 
Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys  
    530                 535                 540                  
 
 
Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile  
545                 550                 555                 560  
 
 
Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro  
                565                 570                 575      
 
 
Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu  
            580                 585                 590          
 
 
Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn  
        595                 600                 605              
 
 
Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser  
    610                 615                 620                  
 
 
Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg  
625                 630                 635                 640  
 
 
Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu  
                645                 650                 655      
 
 
His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
            660                 665                 670      
 
 
<210>  22 
<211>  2016 
<212>  ДНК 
<213>  Homo sapiens 
 
<400>  22 
atggatgcaa tgaagagagg gctctgctgt gtgctgctgc tgtgtggagc agtcttcgtt       60 
 
tcgcccggcg ccgaaacagt ccattgtgac cttcagcctg tgggccccga gagggacgag      120 
 
gtgacatata ccactagcca ggtctcgaag ggctgcgtgg ctcaggcccc caatgccatc      180 
 
cttgaagtcc atgtcctctt cctggagttc ccaacgggcc cgtcacagct ggagctgact      240 
 
ctccaggcat ccaagcaaaa tggcacctgg ccccgagagg tgcttctggt cctcagtgta      300 
 
aacagcagtg tcttcctgca tctccaggcc ctgggaatcc cactgcactt ggcctacaat      360 
 
tccagcctgg tcaccttcca agagcccccg ggggtcaaca ccacagagct gccatccttc      420 
 
cccaagaccc agatccttga gtgggcagct gagaggggcc ccatcacctc tgctgctgag      480 



 
ctgaatgacc cccagagcat cctcctccga ctgggccaag cccaggggtc actgtccttc      540 
 
tgcatgctgg aagccagcca ggacatgggc cgcacgctcg agtggcggcc gcgtactcca      600 
 
gccttggtcc ggggctgcca cttggaaggc gtggccggcc acaaggaggc gcacatcctg      660 
 
agggtcctgc cgggccactc ggccgggccc cggacggtga cggtgaaggt ggaactgagc      720 
 
tgcgcacccg gggatctcga tgccgtcctc atcctgcagg gtccccccta cgtgtcctgg      780 
 
ctcatcgacg ccaaccacaa catgcagatc tggaccactg gagaatactc cttcaagatc      840 
 
tttccagaga aaaacattcg tggcttcaag ctcccagaca cacctcaagg cctcctgggg      900 
 
gaggcccgga tgctcaatgc cagcattgtg gcatccttcg tggagctacc gctggccagc      960 
 
attgtctcac ttcatgcctc cagctgcggt ggtaggctgc agacctcacc cgcaccgatc     1020 
 
cagaccactc ctcccaagga cacttgtagc ccggagctgc tcatgtcctt gatccagaca     1080 
 
aagtgtgccg acgacgccat gaccctggta ctaaagaaag agcttgttgc gcatttgaag     1140 
 
tgcaccatca cgggcctgac cttctgggac cccagctgtg aggcagagga caggggtgac     1200 
 
aagtttgtct tgcgcagtgc ttactccagc tgtggcatgc aggtgtcagc aagtatgatc     1260 
 
agcaatgagg cggtggtcaa tatcctgtcg agctcatcac cacagcggac cggtggtgga     1320 
 
cccaaatctt gtgacaaaac tcacacatgc ccaccgtgcc cagcacctga actcctgggg     1380 
 
ggaccgtcag tcttcctctt ccccccaaaa cccaaggaca ccctcatgat ctcccggacc     1440 
 
cctgaggtca catgcgtggt ggtggacgtg agccacgaag accctgaggt caagttcaac     1500 
 
tggtacgtgg acggcgtgga ggtgcataat gccaagacaa agccgcggga ggagcagtac     1560 
 
aacagcacgt accgtgtggt cagcgtcctc accgtcctgc accaggactg gctgaatggc     1620 
 
aaggagtaca agtgcaaggt ctccaacaaa gccctcccag cccccatcga gaaaaccatc     1680 
 
tccaaagcca aagggcagcc ccgagaacca caggtgtaca ccctgccccc atcccgggag     1740 
 
gagatgacca agaaccaggt cagcctgacc tgcctggtca aaggcttcta tcccagcgac     1800 
 
atcgccgtgg agtgggagag caatgggcag ccggagaaca actacaagac cacgcctccc     1860 
 
gtgctggact ccgacggctc cttcttcctc tatagcaagc tcaccgtgga caagagcagg     1920 
 
tggcagcagg ggaacgtctt ctcatgctcc gtgatgcatg aggctctgca caaccactac     1980 
 
acgcagaaga gcctctccct gtccccgggt aaatga                               2016 
 
 
<210>  23 
<211>  606 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  23 
 
Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly  
1               5                   10                  15       
 



 
Ala Val Phe Val Ser Pro Gly Ala Glu Thr Val His Cys Asp Leu Gln  
            20                  25                  30           
 
 
Pro Val Gly Pro Glu Arg Asp Glu Val Thr Tyr Thr Thr Ser Gln Val  
        35                  40                  45               
 
 
Ser Lys Gly Cys Val Ala Gln Ala Pro Asn Ala Ile Leu Glu Val His  
    50                  55                  60                   
 
 
Val Leu Phe Leu Glu Phe Pro Thr Gly Pro Ser Gln Leu Glu Leu Thr  
65                  70                  75                  80   
 
 
Leu Gln Ala Ser Lys Gln Asn Gly Thr Trp Pro Arg Glu Val Leu Leu  
                85                  90                  95       
 
 
Val Leu Ser Val Asn Ser Ser Val Phe Leu His Leu Gln Ala Leu Gly  
            100                 105                 110          
 
 
Ile Pro Leu His Leu Ala Tyr Asn Ser Ser Leu Val Thr Phe Gln Glu  
        115                 120                 125              
 
 
Pro Pro Gly Val Asn Thr Thr Glu Leu Pro Ser Phe Pro Lys Thr Gln  
    130                 135                 140                  
 
 
Ile Leu Glu Trp Ala Ala Glu Arg Gly Pro Ile Thr Ser Ala Ala Glu  
145                 150                 155                 160  
 
 
Leu Asn Asp Pro Gln Ser Ile Leu Leu Arg Leu Gly Gln Ala Gln Gly  
                165                 170                 175      
 
 
Ser Leu Ser Phe Cys Met Leu Glu Ala Ser Gln Asp Met Gly Arg Thr  
            180                 185                 190          
 
 
Leu Glu Trp Arg Pro Arg Thr Pro Ala Leu Val Arg Gly Cys His Leu  
        195                 200                 205              
 
 
Glu Gly Val Ala Gly His Lys Glu Ala His Ile Leu Arg Val Leu Pro  
    210                 215                 220                  
 
 
Gly His Ser Ala Gly Pro Arg Thr Val Thr Val Lys Val Glu Leu Ser  
225                 230                 235                 240  
 
 
Cys Ala Pro Gly Asp Leu Asp Ala Val Leu Ile Leu Gln Gly Pro Pro  
                245                 250                 255      
 
 
Tyr Val Ser Trp Leu Ile Asp Ala Asn His Asn Met Gln Ile Trp Thr  
            260                 265                 270          
 



 
Thr Gly Glu Tyr Ser Phe Lys Ile Phe Pro Glu Lys Asn Ile Arg Gly  
        275                 280                 285              
 
 
Phe Lys Leu Pro Asp Thr Pro Gln Gly Leu Leu Gly Glu Ala Arg Met  
    290                 295                 300                  
 
 
Leu Asn Ala Ser Ile Val Ala Ser Phe Val Glu Leu Pro Leu Ala Ser  
305                 310                 315                 320  
 
 
Ile Val Ser Leu His Ala Ser Ser Cys Gly Gly Arg Leu Gln Thr Ser  
                325                 330                 335      
 
 
Pro Ala Pro Ile Gln Thr Thr Pro Pro Lys Asp Thr Cys Ser Pro Glu  
            340                 345                 350          
 
 
Leu Leu Met Ser Leu Ile Gln Thr Lys Cys Ala Asp Asp Ala Met Thr  
        355                 360                 365              
 
 
Leu Val Leu Lys Lys Glu Leu Val Ala Thr Gly Gly Gly Thr His Thr  
    370                 375                 380                  
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
385                 390                 395                 400  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
                405                 410                 415      
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
            420                 425                 430          
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
        435                 440                 445              
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
    450                 455                 460                  
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
465                 470                 475                 480  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
                485                 490                 495      
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
            500                 505                 510          
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
        515                 520                 525              
 



 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
    530                 535                 540                  
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
545                 550                 555                 560  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
                565                 570                 575      
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
            580                 585                 590          
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        595                 600                 605      
 
 
<210>  24 
<211>  1821 
<212>  ДНК 
<213>  Homo sapiens 
 
<400>  24 
atggatgcaa tgaagagagg gctctgctgt gtgctgctgc tgtgtggagc agtcttcgtt       60 
 
tcgcccggcg ccgaaacagt ccattgtgac cttcagcctg tgggccccga gagggacgag      120 
 
gtgacatata ccactagcca ggtctcgaag ggctgcgtgg ctcaggcccc caatgccatc      180 
 
cttgaagtcc atgtcctctt cctggagttc ccaacgggcc cgtcacagct ggagctgact      240 
 
ctccaggcat ccaagcaaaa tggcacctgg ccccgagagg tgcttctggt cctcagtgta      300 
 
aacagcagtg tcttcctgca tctccaggcc ctgggaatcc cactgcactt ggcctacaat      360 
 
tccagcctgg tcaccttcca agagcccccg ggggtcaaca ccacagagct gccatccttc      420 
 
cccaagaccc agatccttga gtgggcagct gagaggggcc ccatcacctc tgctgctgag      480 
 
ctgaatgacc cccagagcat cctcctccga ctgggccaag cccaggggtc actgtccttc      540 
 
tgcatgctgg aagccagcca ggacatgggc cgcacgctcg agtggcggcc gcgtactcca      600 
 
gccttggtcc ggggctgcca cttggaaggc gtggccggcc acaaggaggc gcacatcctg      660 
 
agggtcctgc cgggccactc ggccgggccc cggacggtga cggtgaaggt ggaactgagc      720 
 
tgcgcacccg gggatctcga tgccgtcctc atcctgcagg gtccccccta cgtgtcctgg      780 
 
ctcatcgacg ccaaccacaa catgcagatc tggaccactg gagaatactc cttcaagatc      840 
 
tttccagaga aaaacattcg tggcttcaag ctcccagaca cacctcaagg cctcctgggg      900 
 
gaggcccgga tgctcaatgc cagcattgtg gcatccttcg tggagctacc gctggccagc      960 
 
attgtctcac ttcatgcctc cagctgcggt ggtaggctgc agacctcacc cgcaccgatc     1020 
 
cagaccactc ctcccaagga cacttgtagc ccggagctgc tcatgtcctt gatccagaca     1080 
 
aagtgtgccg acgacgccat gaccctggta ctaaagaaag agcttgttgc gaccggtggt     1140 



 
ggaactcaca catgcccacc gtgcccagca cctgaactcc tggggggacc gtcagtcttc     1200 
 
ctcttccccc caaaacccaa ggacaccctc atgatctccc ggacccctga ggtcacatgc     1260 
 
gtggtggtgg acgtgagcca cgaagaccct gaggtcaagt tcaactggta cgtggacggc     1320 
 
gtggaggtgc ataatgccaa gacaaagccg cgggaggagc agtacaacag cacgtaccgt     1380 
 
gtggtcagcg tcctcaccgt cctgcaccag gactggctga atggcaagga gtacaagtgc     1440 
 
aaggtctcca acaaagccct cccagccccc atcgagaaaa ccatctccaa agccaaaggg     1500 
 
cagccccgag aaccacaggt gtacaccctg cccccatccc gggaggagat gaccaagaac     1560 
 
caggtcagcc tgacctgcct ggtcaaaggc ttctatccca gcgacatcgc cgtggagtgg     1620 
 
gagagcaatg ggcagccgga gaacaactac aagaccacgc ctcccgtgct ggactccgac     1680 
 
ggctccttct tcctctatag caagctcacc gtggacaaga gcaggtggca gcaggggaac     1740 
 
gtcttctcat gctccgtgat gcatgaggct ctgcacaacc actacacgca gaagagcctc     1800 
 
tccctgtccc cgggtaaatg a                                               1821 
 
 
<210>  25 
<211>  593 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  25 
 
Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly  
1               5                   10                  15       
 
 
Ala Val Phe Val Ser Pro Gly Ala Glu Thr Val His Cys Asp Leu Gln  
            20                  25                  30           
 
 
Pro Val Gly Pro Glu Arg Asp Glu Val Thr Tyr Thr Thr Ser Gln Val  
        35                  40                  45               
 
 
Ser Lys Gly Cys Val Ala Gln Ala Pro Asn Ala Ile Leu Glu Val His  
    50                  55                  60                   
 
 
Val Leu Phe Leu Glu Phe Pro Thr Gly Pro Ser Gln Leu Glu Leu Thr  
65                  70                  75                  80   
 
 
Leu Gln Ala Ser Lys Gln Asn Gly Thr Trp Pro Arg Glu Val Leu Leu  
                85                  90                  95       
 
 
Val Leu Ser Val Asn Ser Ser Val Phe Leu His Leu Gln Ala Leu Gly  
            100                 105                 110          
 
 
Ile Pro Leu His Leu Ala Tyr Asn Ser Ser Leu Val Thr Phe Gln Glu  
        115                 120                 125              
 



 
Pro Pro Gly Val Asn Thr Thr Glu Leu Pro Ser Phe Pro Lys Thr Gln  
    130                 135                 140                  
 
 
Ile Leu Glu Trp Ala Ala Glu Arg Gly Pro Ile Thr Ser Ala Ala Glu  
145                 150                 155                 160  
 
 
Leu Asn Asp Pro Gln Ser Ile Leu Leu Arg Leu Gly Gln Ala Gln Gly  
                165                 170                 175      
 
 
Ser Leu Ser Phe Cys Met Leu Glu Ala Ser Gln Asp Met Gly Arg Thr  
            180                 185                 190          
 
 
Leu Glu Trp Arg Pro Arg Thr Pro Ala Leu Val Arg Gly Cys His Leu  
        195                 200                 205              
 
 
Glu Gly Val Ala Gly His Lys Glu Ala His Ile Leu Arg Val Leu Pro  
    210                 215                 220                  
 
 
Gly His Ser Ala Gly Pro Arg Thr Val Thr Val Lys Val Glu Leu Ser  
225                 230                 235                 240  
 
 
Cys Ala Pro Gly Asp Leu Asp Ala Val Leu Ile Leu Gln Gly Pro Pro  
                245                 250                 255      
 
 
Tyr Val Ser Trp Leu Ile Asp Ala Asn His Asn Met Gln Ile Trp Thr  
            260                 265                 270          
 
 
Thr Gly Glu Tyr Ser Phe Lys Ile Phe Pro Glu Lys Asn Ile Arg Gly  
        275                 280                 285              
 
 
Phe Lys Leu Pro Asp Thr Pro Gln Gly Leu Leu Gly Glu Ala Arg Met  
    290                 295                 300                  
 
 
Leu Asn Ala Ser Ile Val Ala Ser Phe Val Glu Leu Pro Leu Ala Ser  
305                 310                 315                 320  
 
 
Ile Val Ser Leu His Ala Ser Ser Cys Gly Gly Arg Leu Gln Thr Ser  
                325                 330                 335      
 
 
Pro Ala Pro Ile Gln Thr Thr Pro Pro Lys Asp Thr Cys Ser Pro Glu  
            340                 345                 350          
 
 
Leu Leu Met Ser Leu Ile Thr Gly Gly Gly Pro Lys Ser Cys Asp Lys  
        355                 360                 365              
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
    370                 375                 380                  
 



 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
385                 390                 395                 400  
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
                405                 410                 415      
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
            420                 425                 430          
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
        435                 440                 445              
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
    450                 455                 460                  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
465                 470                 475                 480  
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
                485                 490                 495      
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
            500                 505                 510          
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
        515                 520                 525              
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
    530                 535                 540                  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
545                 550                 555                 560  
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
                565                 570                 575      
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
            580                 585                 590          
 
 
Lys  
     
 
 
<210>  26 
<211>  1782 
<212>  ДНК 
<213>  Homo sapiens 
 
<400>  26 
atggatgcaa tgaagagagg gctctgctgt gtgctgctgc tgtgtggagc agtcttcgtt       60 



 
tcgcccggcg ccgaaacagt ccattgtgac cttcagcctg tgggccccga gagggacgag      120 
 
gtgacatata ccactagcca ggtctcgaag ggctgcgtgg ctcaggcccc caatgccatc      180 
 
cttgaagtcc atgtcctctt cctggagttc ccaacgggcc cgtcacagct ggagctgact      240 
 
ctccaggcat ccaagcaaaa tggcacctgg ccccgagagg tgcttctggt cctcagtgta      300 
 
aacagcagtg tcttcctgca tctccaggcc ctgggaatcc cactgcactt ggcctacaat      360 
 
tccagcctgg tcaccttcca agagcccccg ggggtcaaca ccacagagct gccatccttc      420 
 
cccaagaccc agatccttga gtgggcagct gagaggggcc ccatcacctc tgctgctgag      480 
 
ctgaatgacc cccagagcat cctcctccga ctgggccaag cccaggggtc actgtccttc      540 
 
tgcatgctgg aagccagcca ggacatgggc cgcacgctcg agtggcggcc gcgtactcca      600 
 
gccttggtcc ggggctgcca cttggaaggc gtggccggcc acaaggaggc gcacatcctg      660 
 
agggtcctgc cgggccactc ggccgggccc cggacggtga cggtgaaggt ggaactgagc      720 
 
tgcgcacccg gggatctcga tgccgtcctc atcctgcagg gtccccccta cgtgtcctgg      780 
 
ctcatcgacg ccaaccacaa catgcagatc tggaccactg gagaatactc cttcaagatc      840 
 
tttccagaga aaaacattcg tggcttcaag ctcccagaca cacctcaagg cctcctgggg      900 
 
gaggcccgga tgctcaatgc cagcattgtg gcatccttcg tggagctacc gctggccagc      960 
 
attgtctcac ttcatgcctc cagctgcggt ggtaggctgc agacctcacc cgcaccgatc     1020 
 
cagaccactc ctcccaagga cacttgtagc ccggagctgc tcatgtcctt gatcaccggt     1080 
 
ggtggaccca aatcttgtga caaaactcac acatgcccac cgtgcccagc acctgaactc     1140 
 
ctggggggac cgtcagtctt cctcttcccc ccaaaaccca aggacaccct catgatctcc     1200 
 
cggacccctg aggtcacatg cgtggtggtg gacgtgagcc acgaagaccc tgaggtcaag     1260 
 
ttcaactggt acgtggacgg cgtggaggtg cataatgcca agacaaagcc gcgggaggag     1320 
 
cagtacaaca gcacgtaccg tgtggtcagc gtcctcaccg tcctgcacca ggactggctg     1380 
 
aatggcaagg agtacaagtg caaggtctcc aacaaagccc tcccagcccc catcgagaaa     1440 
 
accatctcca aagccaaagg gcagccccga gaaccacagg tgtacaccct gcccccatcc     1500 
 
cgggaggaga tgaccaagaa ccaggtcagc ctgacctgcc tggtcaaagg cttctatccc     1560 
 
agcgacatcg ccgtggagtg ggagagcaat gggcagccgg agaacaacta caagaccacg     1620 
 
cctcccgtgc tggactccga cggctccttc ttcctctata gcaagctcac cgtggacaag     1680 
 
agcaggtggc agcaggggaa cgtcttctca tgctccgtga tgcatgaggc tctgcacaac     1740 
 
cactacacgc agaagagcct ctccctgtcc ccgggtaaat ga                        1782 
 
 
<210>  27 
<211>  587 
<212>  PRT 
<213>  Homo sapiens 



 
<400>  27 
 
Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly  
1               5                   10                  15       
 
 
Ala Val Phe Val Ser Pro Gly Ala Glu Thr Val His Cys Asp Leu Gln  
            20                  25                  30           
 
 
Pro Val Gly Pro Glu Arg Asp Glu Val Thr Tyr Thr Thr Ser Gln Val  
        35                  40                  45               
 
 
Ser Lys Gly Cys Val Ala Gln Ala Pro Asn Ala Ile Leu Glu Val His  
    50                  55                  60                   
 
 
Val Leu Phe Leu Glu Phe Pro Thr Gly Pro Ser Gln Leu Glu Leu Thr  
65                  70                  75                  80   
 
 
Leu Gln Ala Ser Lys Gln Asn Gly Thr Trp Pro Arg Glu Val Leu Leu  
                85                  90                  95       
 
 
Val Leu Ser Val Asn Ser Ser Val Phe Leu His Leu Gln Ala Leu Gly  
            100                 105                 110          
 
 
Ile Pro Leu His Leu Ala Tyr Asn Ser Ser Leu Val Thr Phe Gln Glu  
        115                 120                 125              
 
 
Pro Pro Gly Val Asn Thr Thr Glu Leu Pro Ser Phe Pro Lys Thr Gln  
    130                 135                 140                  
 
 
Ile Leu Glu Trp Ala Ala Glu Arg Gly Pro Ile Thr Ser Ala Ala Glu  
145                 150                 155                 160  
 
 
Leu Asn Asp Pro Gln Ser Ile Leu Leu Arg Leu Gly Gln Ala Gln Gly  
                165                 170                 175      
 
 
Ser Leu Ser Phe Cys Met Leu Glu Ala Ser Gln Asp Met Gly Arg Thr  
            180                 185                 190          
 
 
Leu Glu Trp Arg Pro Arg Thr Pro Ala Leu Val Arg Gly Cys His Leu  
        195                 200                 205              
 
 
Glu Gly Val Ala Gly His Lys Glu Ala His Ile Leu Arg Val Leu Pro  
    210                 215                 220                  
 
 
Gly His Ser Ala Gly Pro Arg Thr Val Thr Val Lys Val Glu Leu Ser  
225                 230                 235                 240  
 
 
Cys Ala Pro Gly Asp Leu Asp Ala Val Leu Ile Leu Gln Gly Pro Pro  



                245                 250                 255      
 
 
Tyr Val Ser Trp Leu Ile Asp Ala Asn His Asn Met Gln Ile Trp Thr  
            260                 265                 270          
 
 
Thr Gly Glu Tyr Ser Phe Lys Ile Phe Pro Glu Lys Asn Ile Arg Gly  
        275                 280                 285              
 
 
Phe Lys Leu Pro Asp Thr Pro Gln Gly Leu Leu Gly Glu Ala Arg Met  
    290                 295                 300                  
 
 
Leu Asn Ala Ser Ile Val Ala Ser Phe Val Glu Leu Pro Leu Ala Ser  
305                 310                 315                 320  
 
 
Ile Val Ser Leu His Ala Ser Ser Cys Gly Gly Arg Leu Gln Thr Ser  
                325                 330                 335      
 
 
Pro Ala Pro Ile Gln Thr Thr Pro Pro Lys Asp Thr Cys Ser Pro Glu  
            340                 345                 350          
 
 
Leu Leu Met Ser Leu Ile Thr Gly Gly Gly Thr His Thr Cys Pro Pro  
        355                 360                 365              
 
 
Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro  
    370                 375                 380                  
 
 
Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr  
385                 390                 395                 400  
 
 
Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn  
                405                 410                 415      
 
 
Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg  
            420                 425                 430          
 
 
Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val  
        435                 440                 445              
 
 
Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser  
    450                 455                 460                  
 
 
Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys  
465                 470                 475                 480  
 
 
Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu  
                485                 490                 495      
 
 
Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe  



            500                 505                 510          
 
 
Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu  
        515                 520                 525              
 
 
Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe  
    530                 535                 540                  
 
 
Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly  
545                 550                 555                 560  
 
 
Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr  
                565                 570                 575      
 
 
Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
            580                 585          
 
 
<210>  28 
<211>  1764 
<212>  ДНК 
<213>  Homo sapiens 
 
<400>  28 
atggatgcaa tgaagagagg gctctgctgt gtgctgctgc tgtgtggagc agtcttcgtt       60 
 
tcgcccggcg ccgaaacagt ccattgtgac cttcagcctg tgggccccga gagggacgag      120 
 
gtgacatata ccactagcca ggtctcgaag ggctgcgtgg ctcaggcccc caatgccatc      180 
 
cttgaagtcc atgtcctctt cctggagttc ccaacgggcc cgtcacagct ggagctgact      240 
 
ctccaggcat ccaagcaaaa tggcacctgg ccccgagagg tgcttctggt cctcagtgta      300 
 
aacagcagtg tcttcctgca tctccaggcc ctgggaatcc cactgcactt ggcctacaat      360 
 
tccagcctgg tcaccttcca agagcccccg ggggtcaaca ccacagagct gccatccttc      420 
 
cccaagaccc agatccttga gtgggcagct gagaggggcc ccatcacctc tgctgctgag      480 
 
ctgaatgacc cccagagcat cctcctccga ctgggccaag cccaggggtc actgtccttc      540 
 
tgcatgctgg aagccagcca ggacatgggc cgcacgctcg agtggcggcc gcgtactcca      600 
 
gccttggtcc ggggctgcca cttggaaggc gtggccggcc acaaggaggc gcacatcctg      660 
 
agggtcctgc cgggccactc ggccgggccc cggacggtga cggtgaaggt ggaactgagc      720 
 
tgcgcacccg gggatctcga tgccgtcctc atcctgcagg gtccccccta cgtgtcctgg      780 
 
ctcatcgacg ccaaccacaa catgcagatc tggaccactg gagaatactc cttcaagatc      840 
 
tttccagaga aaaacattcg tggcttcaag ctcccagaca cacctcaagg cctcctgggg      900 
 
gaggcccgga tgctcaatgc cagcattgtg gcatccttcg tggagctacc gctggccagc      960 
 
attgtctcac ttcatgcctc cagctgcggt ggtaggctgc agacctcacc cgcaccgatc     1020 
 
cagaccactc ctcccaagga cacttgtagc ccggagctgc tcatgtcctt gatcaccggt     1080 



 
ggtggaactc acacatgccc accgtgccca gcacctgaac tcctgggggg accgtcagtc     1140 
 
ttcctcttcc ccccaaaacc caaggacacc ctcatgatct cccggacccc tgaggtcaca     1200 
 
tgcgtggtgg tggacgtgag ccacgaagac cctgaggtca agttcaactg gtacgtggac     1260 
 
ggcgtggagg tgcataatgc caagacaaag ccgcgggagg agcagtacaa cagcacgtac     1320 
 
cgtgtggtca gcgtcctcac cgtcctgcac caggactggc tgaatggcaa ggagtacaag     1380 
 
tgcaaggtct ccaacaaagc cctcccagcc cccatcgaga aaaccatctc caaagccaaa     1440 
 
gggcagcccc gagaaccaca ggtgtacacc ctgcccccat cccgggagga gatgaccaag     1500 
 
aaccaggtca gcctgacctg cctggtcaaa ggcttctatc ccagcgacat cgccgtggag     1560 
 
tgggagagca atgggcagcc ggagaacaac tacaagacca cgcctcccgt gctggactcc     1620 
 
gacggctcct tcttcctcta tagcaagctc accgtggaca agagcaggtg gcagcagggg     1680 
 
aacgtcttct catgctccgt gatgcatgag gctctgcaca accactacac gcagaagagc     1740 
 
ctctccctgt ccccgggtaa atga                                            1764 
 
 
<210>  29 
<211>  574 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  29 
 
Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly  
1               5                   10                  15       
 
 
Ala Val Phe Val Ser Pro Gly Ala Glu Thr Val His Cys Asp Leu Gln  
            20                  25                  30           
 
 
Pro Val Gly Pro Glu Arg Asp Glu Val Thr Tyr Thr Thr Ser Gln Val  
        35                  40                  45               
 
 
Ser Lys Gly Cys Val Ala Gln Ala Pro Asn Ala Ile Leu Glu Val His  
    50                  55                  60                   
 
 
Val Leu Phe Leu Glu Phe Pro Thr Gly Pro Ser Gln Leu Glu Leu Thr  
65                  70                  75                  80   
 
 
Leu Gln Ala Ser Lys Gln Asn Gly Thr Trp Pro Arg Glu Val Leu Leu  
                85                  90                  95       
 
 
Val Leu Ser Val Asn Ser Ser Val Phe Leu His Leu Gln Ala Leu Gly  
            100                 105                 110          
 
 
Ile Pro Leu His Leu Ala Tyr Asn Ser Ser Leu Val Thr Phe Gln Glu  
        115                 120                 125              
 



 
Pro Pro Gly Val Asn Thr Thr Glu Leu Pro Ser Phe Pro Lys Thr Gln  
    130                 135                 140                  
 
 
Ile Leu Glu Trp Ala Ala Glu Arg Gly Pro Ile Thr Ser Ala Ala Glu  
145                 150                 155                 160  
 
 
Leu Asn Asp Pro Gln Ser Ile Leu Leu Arg Leu Gly Gln Ala Gln Gly  
                165                 170                 175      
 
 
Ser Leu Ser Phe Cys Met Leu Glu Ala Ser Gln Asp Met Gly Arg Thr  
            180                 185                 190          
 
 
Leu Glu Trp Arg Pro Arg Thr Pro Ala Leu Val Arg Gly Cys His Leu  
        195                 200                 205              
 
 
Glu Gly Val Ala Gly His Lys Glu Ala His Ile Leu Arg Val Leu Pro  
    210                 215                 220                  
 
 
Gly His Ser Ala Gly Pro Arg Thr Val Thr Val Lys Val Glu Leu Ser  
225                 230                 235                 240  
 
 
Cys Ala Pro Gly Asp Leu Asp Ala Val Leu Ile Leu Gln Gly Pro Pro  
                245                 250                 255      
 
 
Tyr Val Ser Trp Leu Ile Asp Ala Asn His Asn Met Gln Ile Trp Thr  
            260                 265                 270          
 
 
Thr Gly Glu Tyr Ser Phe Lys Ile Phe Pro Glu Lys Asn Ile Arg Gly  
        275                 280                 285              
 
 
Phe Lys Leu Pro Asp Thr Pro Gln Gly Leu Leu Gly Glu Ala Arg Met  
    290                 295                 300                  
 
 
Leu Asn Ala Ser Ile Val Ala Ser Phe Val Glu Leu Pro Leu Ala Ser  
305                 310                 315                 320  
 
 
Ile Val Ser Leu His Ala Ser Ser Cys Gly Gly Arg Leu Gln Thr Ser  
                325                 330                 335      
 
 
Pro Ala Pro Ile Gln Thr Thr Pro Pro Thr Gly Gly Gly Thr His Thr  
            340                 345                 350          
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
        355                 360                 365              
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
    370                 375                 380                  
 



 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
385                 390                 395                 400  
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
                405                 410                 415      
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
            420                 425                 430          
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
        435                 440                 445              
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
    450                 455                 460                  
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
465                 470                 475                 480  
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
                485                 490                 495      
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
            500                 505                 510          
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
        515                 520                 525              
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
    530                 535                 540                  
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
545                 550                 555                 560  
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                565                 570                  
 
 
<210>  30 
<211>  1725 
<212>  ДНК 
<213>  Homo sapiens 
 
<400>  30 
atggatgcaa tgaagagagg gctctgctgt gtgctgctgc tgtgtggagc agtcttcgtt       60 
 
tcgcccggcg ccgaaacagt ccattgtgac cttcagcctg tgggccccga gagggacgag      120 
 
gtgacatata ccactagcca ggtctcgaag ggctgcgtgg ctcaggcccc caatgccatc      180 
 
cttgaagtcc atgtcctctt cctggagttc ccaacgggcc cgtcacagct ggagctgact      240 
 
ctccaggcat ccaagcaaaa tggcacctgg ccccgagagg tgcttctggt cctcagtgta      300 



 
aacagcagtg tcttcctgca tctccaggcc ctgggaatcc cactgcactt ggcctacaat      360 
 
tccagcctgg tcaccttcca agagcccccg ggggtcaaca ccacagagct gccatccttc      420 
 
cccaagaccc agatccttga gtgggcagct gagaggggcc ccatcacctc tgctgctgag      480 
 
ctgaatgacc cccagagcat cctcctccga ctgggccaag cccaggggtc actgtccttc      540 
 
tgcatgctgg aagccagcca ggacatgggc cgcacgctcg agtggcggcc gcgtactcca      600 
 
gccttggtcc ggggctgcca cttggaaggc gtggccggcc acaaggaggc gcacatcctg      660 
 
agggtcctgc cgggccactc ggccgggccc cggacggtga cggtgaaggt ggaactgagc      720 
 
tgcgcacccg gggatctcga tgccgtcctc atcctgcagg gtccccccta cgtgtcctgg      780 
 
ctcatcgacg ccaaccacaa catgcagatc tggaccactg gagaatactc cttcaagatc      840 
 
tttccagaga aaaacattcg tggcttcaag ctcccagaca cacctcaagg cctcctgggg      900 
 
gaggcccgga tgctcaatgc cagcattgtg gcatccttcg tggagctacc gctggccagc      960 
 
attgtctcac ttcatgcctc cagctgcggt ggtaggctgc agacctcacc cgcaccgatc     1020 
 
cagaccactc ctcccaccgg tggtggaact cacacatgcc caccgtgccc agcacctgaa     1080 
 
ctcctggggg gaccgtcagt cttcctcttc cccccaaaac ccaaggacac cctcatgatc     1140 
 
tcccggaccc ctgaggtcac atgcgtggtg gtggacgtga gccacgaaga ccctgaggtc     1200 
 
aagttcaact ggtacgtgga cggcgtggag gtgcataatg ccaagacaaa gccgcgggag     1260 
 
gagcagtaca acagcacgta ccgtgtggtc agcgtcctca ccgtcctgca ccaggactgg     1320 
 
ctgaatggca aggagtacaa gtgcaaggtc tccaacaaag ccctcccagc ccccatcgag     1380 
 
aaaaccatct ccaaagccaa agggcagccc cgagaaccac aggtgtacac cctgccccca     1440 
 
tcccgggagg agatgaccaa gaaccaggtc agcctgacct gcctggtcaa aggcttctat     1500 
 
cccagcgaca tcgccgtgga gtgggagagc aatgggcagc cggagaacaa ctacaagacc     1560 
 
acgcctcccg tgctggactc cgacggctcc ttcttcctct atagcaagct caccgtggac     1620 
 
aagagcaggt ggcagcaggg gaacgtcttc tcatgctccg tgatgcatga ggctctgcac     1680 
 
aaccactaca cgcagaagag cctctccctg tccccgggta aatga                     1725 
 
 
<210>  31 
<211>  4 
<212>  PRT 
<213>  Искусственная последовательность 
 
<220> 
<223>  Синтетический полипептид 
 
 
<400>  31 
 
Thr Gly Gly Gly  
1                
 



 
<210>  32 
<211>  3 
<212>  PRT 
<213>  Искусственная последовательность 
 
<220> 
<223>  Синтетический полипептид 
 
 
<400>  32 
 
Gly Gly Gly  
1  
 
 
<210>  33 
<211>  582 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  33 
 
Glu Thr Val His Cys Asp Leu Gln Pro Val Gly Pro Glu Arg Asp Glu  
1               5                   10                  15       
 
 
Val Thr Tyr Thr Thr Ser Gln Val Ser Lys Gly Cys Val Ala Gln Ala  
            20                  25                  30           
 
 
Pro Asn Ala Ile Leu Glu Val His Val Leu Phe Leu Glu Phe Pro Thr  
        35                  40                  45               
 
 
Gly Pro Ser Gln Leu Glu Leu Thr Leu Gln Ala Ser Lys Gln Asn Gly  
    50                  55                  60                   
 
 
Thr Trp Pro Arg Glu Val Leu Leu Val Leu Ser Val Asn Ser Ser Val  
65                  70                  75                  80   
 
 
Phe Leu His Leu Gln Ala Leu Gly Ile Pro Leu His Leu Ala Tyr Asn  
                85                  90                  95       
 
 
Ser Ser Leu Val Thr Phe Gln Glu Pro Pro Gly Val Asn Thr Thr Glu  
            100                 105                 110          
 
 
Leu Pro Ser Phe Pro Lys Thr Gln Ile Leu Glu Trp Ala Ala Glu Arg  
        115                 120                 125              
 
 
Gly Pro Ile Thr Ser Ala Ala Glu Leu Asn Asp Pro Gln Ser Ile Leu  
    130                 135                 140                  
 
 
Leu Arg Leu Gly Gln Ala Gln Gly Ser Leu Ser Phe Cys Met Leu Glu  
145                 150                 155                 160  
 
 
Ala Ser Gln Asp Met Gly Arg Thr Leu Glu Trp Arg Pro Arg Thr Pro  



                165                 170                 175      
 
 
Ala Leu Val Arg Gly Cys His Leu Glu Gly Val Ala Gly His Lys Glu  
            180                 185                 190          
 
 
Ala His Ile Leu Arg Val Leu Pro Gly His Ser Ala Gly Pro Arg Thr  
        195                 200                 205              
 
 
Val Thr Val Lys Val Glu Leu Ser Cys Ala Pro Gly Asp Leu Asp Ala  
    210                 215                 220                  
 
 
Val Leu Ile Leu Gln Gly Pro Pro Tyr Val Ser Trp Leu Ile Asp Ala  
225                 230                 235                 240  
 
 
Asn His Asn Met Gln Ile Trp Thr Thr Gly Glu Tyr Ser Phe Lys Ile  
                245                 250                 255      
 
 
Phe Pro Glu Lys Asn Ile Arg Gly Phe Lys Leu Pro Asp Thr Pro Gln  
            260                 265                 270          
 
 
Gly Leu Leu Gly Glu Ala Arg Met Leu Asn Ala Ser Ile Val Ala Ser  
        275                 280                 285              
 
 
Phe Val Glu Leu Pro Leu Ala Ser Ile Val Ser Leu His Ala Ser Ser  
    290                 295                 300                  
 
 
Cys Gly Gly Arg Leu Gln Thr Ser Pro Ala Pro Ile Gln Thr Thr Pro  
305                 310                 315                 320  
 
 
Pro Lys Asp Thr Cys Ser Pro Glu Leu Leu Met Ser Leu Ile Gln Thr  
                325                 330                 335      
 
 
Lys Cys Ala Asp Asp Ala Met Thr Leu Val Leu Lys Lys Glu Leu Val  
            340                 345                 350          
 
 
Ala Thr Gly Gly Gly Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu  
        355                 360                 365              
 
 
Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp  
    370                 375                 380                  
 
 
Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp  
385                 390                 395                 400  
 
 
Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly  
                405                 410                 415      
 
 
Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn  



            420                 425                 430          
 
 
Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp  
        435                 440                 445              
 
 
Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro  
    450                 455                 460                  
 
 
Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu  
465                 470                 475                 480  
 
 
Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn  
                485                 490                 495      
 
 
Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile  
            500                 505                 510          
 
 
Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr  
        515                 520                 525              
 
 
Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys  
    530                 535                 540                  
 
 
Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys  
545                 550                 555                 560  
 
 
Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu  
                565                 570                 575      
 
 
Ser Leu Ser Pro Gly Lys  
            580          
 
 
<210>  34 
<211>  569 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  34 
 
Glu Thr Val His Cys Asp Leu Gln Pro Val Gly Pro Glu Arg Asp Glu  
1               5                   10                  15       
 
 
Val Thr Tyr Thr Thr Ser Gln Val Ser Lys Gly Cys Val Ala Gln Ala  
            20                  25                  30           
 
 
Pro Asn Ala Ile Leu Glu Val His Val Leu Phe Leu Glu Phe Pro Thr  
        35                  40                  45               
 
 
Gly Pro Ser Gln Leu Glu Leu Thr Leu Gln Ala Ser Lys Gln Asn Gly  
    50                  55                  60                   



 
 
Thr Trp Pro Arg Glu Val Leu Leu Val Leu Ser Val Asn Ser Ser Val  
65                  70                  75                  80   
 
 
Phe Leu His Leu Gln Ala Leu Gly Ile Pro Leu His Leu Ala Tyr Asn  
                85                  90                  95       
 
 
Ser Ser Leu Val Thr Phe Gln Glu Pro Pro Gly Val Asn Thr Thr Glu  
            100                 105                 110          
 
 
Leu Pro Ser Phe Pro Lys Thr Gln Ile Leu Glu Trp Ala Ala Glu Arg  
        115                 120                 125              
 
 
Gly Pro Ile Thr Ser Ala Ala Glu Leu Asn Asp Pro Gln Ser Ile Leu  
    130                 135                 140                  
 
 
Leu Arg Leu Gly Gln Ala Gln Gly Ser Leu Ser Phe Cys Met Leu Glu  
145                 150                 155                 160  
 
 
Ala Ser Gln Asp Met Gly Arg Thr Leu Glu Trp Arg Pro Arg Thr Pro  
                165                 170                 175      
 
 
Ala Leu Val Arg Gly Cys His Leu Glu Gly Val Ala Gly His Lys Glu  
            180                 185                 190          
 
 
Ala His Ile Leu Arg Val Leu Pro Gly His Ser Ala Gly Pro Arg Thr  
        195                 200                 205              
 
 
Val Thr Val Lys Val Glu Leu Ser Cys Ala Pro Gly Asp Leu Asp Ala  
    210                 215                 220                  
 
 
Val Leu Ile Leu Gln Gly Pro Pro Tyr Val Ser Trp Leu Ile Asp Ala  
225                 230                 235                 240  
 
 
Asn His Asn Met Gln Ile Trp Thr Thr Gly Glu Tyr Ser Phe Lys Ile  
                245                 250                 255      
 
 
Phe Pro Glu Lys Asn Ile Arg Gly Phe Lys Leu Pro Asp Thr Pro Gln  
            260                 265                 270          
 
 
Gly Leu Leu Gly Glu Ala Arg Met Leu Asn Ala Ser Ile Val Ala Ser  
        275                 280                 285              
 
 
Phe Val Glu Leu Pro Leu Ala Ser Ile Val Ser Leu His Ala Ser Ser  
    290                 295                 300                  
 
 
Cys Gly Gly Arg Leu Gln Thr Ser Pro Ala Pro Ile Gln Thr Thr Pro  
305                 310                 315                 320  



 
 
Pro Lys Asp Thr Cys Ser Pro Glu Leu Leu Met Ser Leu Ile Thr Gly  
                325                 330                 335      
 
 
Gly Gly Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro  
            340                 345                 350          
 
 
Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys  
        355                 360                 365              
 
 
Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val  
    370                 375                 380                  
 
 
Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr  
385                 390                 395                 400  
 
 
Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu  
                405                 410                 415      
 
 
Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His  
            420                 425                 430          
 
 
Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys  
        435                 440                 445              
 
 
Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln  
    450                 455                 460                  
 
 
Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met  
465                 470                 475                 480  
 
 
Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro  
                485                 490                 495      
 
 
Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn  
            500                 505                 510          
 
 
Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu  
        515                 520                 525              
 
 
Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val  
    530                 535                 540                  
 
 
Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln  
545                 550                 555                 560  
 
 
Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                565                  



 
 
<210>  35 
<211>  563 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  35 
 
Glu Thr Val His Cys Asp Leu Gln Pro Val Gly Pro Glu Arg Asp Glu  
1               5                   10                  15       
 
 
Val Thr Tyr Thr Thr Ser Gln Val Ser Lys Gly Cys Val Ala Gln Ala  
            20                  25                  30           
 
 
Pro Asn Ala Ile Leu Glu Val His Val Leu Phe Leu Glu Phe Pro Thr  
        35                  40                  45               
 
 
Gly Pro Ser Gln Leu Glu Leu Thr Leu Gln Ala Ser Lys Gln Asn Gly  
    50                  55                  60                   
 
 
Thr Trp Pro Arg Glu Val Leu Leu Val Leu Ser Val Asn Ser Ser Val  
65                  70                  75                  80   
 
 
Phe Leu His Leu Gln Ala Leu Gly Ile Pro Leu His Leu Ala Tyr Asn  
                85                  90                  95       
 
 
Ser Ser Leu Val Thr Phe Gln Glu Pro Pro Gly Val Asn Thr Thr Glu  
            100                 105                 110          
 
 
Leu Pro Ser Phe Pro Lys Thr Gln Ile Leu Glu Trp Ala Ala Glu Arg  
        115                 120                 125              
 
 
Gly Pro Ile Thr Ser Ala Ala Glu Leu Asn Asp Pro Gln Ser Ile Leu  
    130                 135                 140                  
 
 
Leu Arg Leu Gly Gln Ala Gln Gly Ser Leu Ser Phe Cys Met Leu Glu  
145                 150                 155                 160  
 
 
Ala Ser Gln Asp Met Gly Arg Thr Leu Glu Trp Arg Pro Arg Thr Pro  
                165                 170                 175      
 
 
Ala Leu Val Arg Gly Cys His Leu Glu Gly Val Ala Gly His Lys Glu  
            180                 185                 190          
 
 
Ala His Ile Leu Arg Val Leu Pro Gly His Ser Ala Gly Pro Arg Thr  
        195                 200                 205              
 
 
Val Thr Val Lys Val Glu Leu Ser Cys Ala Pro Gly Asp Leu Asp Ala  
    210                 215                 220                  
 



 
Val Leu Ile Leu Gln Gly Pro Pro Tyr Val Ser Trp Leu Ile Asp Ala  
225                 230                 235                 240  
 
 
Asn His Asn Met Gln Ile Trp Thr Thr Gly Glu Tyr Ser Phe Lys Ile  
                245                 250                 255      
 
 
Phe Pro Glu Lys Asn Ile Arg Gly Phe Lys Leu Pro Asp Thr Pro Gln  
            260                 265                 270          
 
 
Gly Leu Leu Gly Glu Ala Arg Met Leu Asn Ala Ser Ile Val Ala Ser  
        275                 280                 285              
 
 
Phe Val Glu Leu Pro Leu Ala Ser Ile Val Ser Leu His Ala Ser Ser  
    290                 295                 300                  
 
 
Cys Gly Gly Arg Leu Gln Thr Ser Pro Ala Pro Ile Gln Thr Thr Pro  
305                 310                 315                 320  
 
 
Pro Lys Asp Thr Cys Ser Pro Glu Leu Leu Met Ser Leu Ile Thr Gly  
                325                 330                 335      
 
 
Gly Gly Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  
            340                 345                 350          
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
        355                 360                 365              
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
    370                 375                 380                  
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
385                 390                 395                 400  
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
                405                 410                 415      
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
            420                 425                 430          
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
        435                 440                 445              
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
    450                 455                 460                  
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
465                 470                 475                 480  
 



 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
                485                 490                 495      
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
            500                 505                 510          
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
        515                 520                 525              
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
    530                 535                 540                  
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
545                 550                 555                 560  
 
 
Pro Gly Lys  
             
 
 
<210>  36 
<211>  550 
<212>  PRT 
<213>  Homo sapiens 
 
<400>  36 
 
Glu Thr Val His Cys Asp Leu Gln Pro Val Gly Pro Glu Arg Asp Glu  
1               5                   10                  15       
 
 
Val Thr Tyr Thr Thr Ser Gln Val Ser Lys Gly Cys Val Ala Gln Ala  
            20                  25                  30           
 
 
Pro Asn Ala Ile Leu Glu Val His Val Leu Phe Leu Glu Phe Pro Thr  
        35                  40                  45               
 
 
Gly Pro Ser Gln Leu Glu Leu Thr Leu Gln Ala Ser Lys Gln Asn Gly  
    50                  55                  60                   
 
 
Thr Trp Pro Arg Glu Val Leu Leu Val Leu Ser Val Asn Ser Ser Val  
65                  70                  75                  80   
 
 
Phe Leu His Leu Gln Ala Leu Gly Ile Pro Leu His Leu Ala Tyr Asn  
                85                  90                  95       
 
 
Ser Ser Leu Val Thr Phe Gln Glu Pro Pro Gly Val Asn Thr Thr Glu  
            100                 105                 110          
 
 
Leu Pro Ser Phe Pro Lys Thr Gln Ile Leu Glu Trp Ala Ala Glu Arg  
        115                 120                 125              
 
 



Gly Pro Ile Thr Ser Ala Ala Glu Leu Asn Asp Pro Gln Ser Ile Leu  
    130                 135                 140                  
 
 
Leu Arg Leu Gly Gln Ala Gln Gly Ser Leu Ser Phe Cys Met Leu Glu  
145                 150                 155                 160  
 
 
Ala Ser Gln Asp Met Gly Arg Thr Leu Glu Trp Arg Pro Arg Thr Pro  
                165                 170                 175      
 
 
Ala Leu Val Arg Gly Cys His Leu Glu Gly Val Ala Gly His Lys Glu  
            180                 185                 190          
 
 
Ala His Ile Leu Arg Val Leu Pro Gly His Ser Ala Gly Pro Arg Thr  
        195                 200                 205              
 
 
Val Thr Val Lys Val Glu Leu Ser Cys Ala Pro Gly Asp Leu Asp Ala  
    210                 215                 220                  
 
 
Val Leu Ile Leu Gln Gly Pro Pro Tyr Val Ser Trp Leu Ile Asp Ala  
225                 230                 235                 240  
 
 
Asn His Asn Met Gln Ile Trp Thr Thr Gly Glu Tyr Ser Phe Lys Ile  
                245                 250                 255      
 
 
Phe Pro Glu Lys Asn Ile Arg Gly Phe Lys Leu Pro Asp Thr Pro Gln  
            260                 265                 270          
 
 
Gly Leu Leu Gly Glu Ala Arg Met Leu Asn Ala Ser Ile Val Ala Ser  
        275                 280                 285              
 
 
Phe Val Glu Leu Pro Leu Ala Ser Ile Val Ser Leu His Ala Ser Ser  
    290                 295                 300                  
 
 
Cys Gly Gly Arg Leu Gln Thr Ser Pro Ala Pro Ile Gln Thr Thr Pro  
305                 310                 315                 320  
 
 
Pro Thr Gly Gly Gly Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu  
                325                 330                 335      
 
 
Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp  
            340                 345                 350          
 
 
Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp  
        355                 360                 365              
 
 
Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly  
    370                 375                 380                  
 
 



Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn  
385                 390                 395                 400  
 
 
Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp  
                405                 410                 415      
 
 
Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro  
            420                 425                 430          
 
 
Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu  
        435                 440                 445              
 
 
Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn  
    450                 455                 460                  
 
 
Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile  
465                 470                 475                 480  
 
 
Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr  
                485                 490                 495      
 
 
Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys  
            500                 505                 510          
 
 
Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys  
        515                 520                 525              
 
 
Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu  
    530                 535                 540                  
 
 
Ser Leu Ser Pro Gly Lys  
545                 550  
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