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(57) Предусматриваются конъюгаты компонента
IL-2 и одного или нескольких непептидных во-
дорастворимых полимеров. Как правило, непеп-
тидный водорастворимый полимер представляет
собой поли(этиленгликоль) или его производное.
Также, среди прочего, предусматриваются ком-
позиции, содержащие конъюгаты, способы полу-
чения конъюгатов, способы введения компози-
ций индивидууму, последовательности нуклеино-
вых кислот, системы экспрессии, клетки-хозяева и
способы получения IL-компонентов.





































































































































































                               SEQUENCE LISTING  
 
<110> NEKTAR THERAPEUTICS 
  
<120> CONJUGATES OF AN IL-2 MOIETY AND A POLYMER 
 
<130> SHE0326.PCT 
 
<140> PCT/US2011/060408 
<141> 2011-11-11 
 
<150> 61/413,236 
<151> 2010-11-12 
 
<160> 6      
 
<170> PatentIn version 3.5 
 
<210> 1 
<211> 153 
<212> PRT 
<213> Homo sapiens 
 
 
<220> 
<221> SIGNAL 
<222> (1)..(20) 
 
<220> 
<221> mat_peptide 
<222> (21)..(153) 
 
<400> 1 
Met Tyr Arg Met Gln Leu Leu Ser Cys Ile Ala Leu Ser Leu Ala Leu  
-20                 -15                 -10                 -5   
 
 
Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gln Leu  
            -1  1               5                   10           
 
 
Gln Leu Glu His Leu Leu Leu Asp Leu Gln Met Ile Leu Asn Gly Ile  
        15                  20                  25               
 
 
Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe  
    30                  35                  40                   
 
 
Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gln Cys Leu Glu  
45                  50                  55                  60   
 
 
Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gln Ser Lys  
                65                  70                  75       
 
 
Asn Phe His Leu Arg Pro Arg Asp Leu Ile Ser Asn Ile Asn Val Ile  
            80                  85                  90           
 
 



Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala  
        95                  100                 105              
 
 
Asp Glu Thr Ala Thr Ile Val Glu Phe Leu Asn Arg Trp Ile Thr Phe  
    110                 115                 120                  
 
 
Cys Gln Ser Ile Ile Ser Thr Leu Thr  
125                 130              
 
 
<210> 2 
<211> 133 
<212> PRT 
<213> Homo sapiens 
 
<400> 2 
Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gln Leu Gln Leu Glu His  
1               5                   10                  15       
 
 
Leu Leu Leu Asp Leu Gln Met Ile Leu Asn Gly Ile Asn Asn Tyr Lys  
            20                  25                  30           
 
 
Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe Tyr Met Pro Lys  
        35                  40                  45               
 
 
Lys Ala Thr Glu Leu Lys His Leu Gln Cys Leu Glu Glu Glu Leu Lys  
    50                  55                  60                   
 
 
Pro Leu Glu Glu Val Leu Asn Leu Ala Gln Ser Lys Asn Phe His Leu  
65                  70                  75                  80   
 
 
Arg Pro Arg Asp Leu Ile Ser Asn Ile Asn Val Ile Val Leu Glu Leu  
                85                  90                  95       
 
 
Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala Asp Glu Thr Ala  
            100                 105                 110          
 
 
Thr Ile Val Glu Phe Leu Asn Arg Trp Ile Thr Phe Cys Gln Ser Ile  
        115                 120                 125              
 
 
Ile Ser Thr Leu Thr  
    130              
 
 
<210> 3 
<211> 132 
<212> PRT 
<213> Homo sapiens 
 
<400> 3 
Pro Thr Ser Ser Ser Thr Lys Lys Thr Gln Leu Gln Leu Glu His Leu  



1               5                   10                  15       
 
 
Leu Leu Asp Leu Gln Met Ile Leu Asn Gly Ile Asn Asn Tyr Lys Asn  
            20                  25                  30           
 
 
Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe Tyr Met Pro Lys Lys  
        35                  40                  45               
 
 
Ala Thr Glu Leu Lys His Leu Gln Cys Leu Glu Glu Glu Leu Lys Pro  
    50                  55                  60                   
 
 
Leu Glu Glu Val Leu Asn Leu Ala Gln Ser Lys Asn Phe His Leu Arg  
65                  70                  75                  80   
 
 
Pro Arg Asp Leu Ile Ser Asn Ile Asn Val Ile Val Leu Glu Leu Lys  
                85                  90                  95       
 
 
Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala Asp Glu Thr Ala Thr  
            100                 105                 110          
 
 
Ile Val Glu Phe Leu Asn Arg Trp Ile Thr Phe Ser Gln Ser Ile Ile  
        115                 120                 125              
 
 
Ser Thr Leu Thr  
    130          
 
 
<210> 4 
<211> 133 
<212> PRT 
<213> Homo sapiens 
 
<400> 4 
Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gln Leu Gln Leu Glu His  
1               5                   10                  15       
 
 
Leu Leu Leu Asp Leu Gln Met Ile Leu Asn Gly Ile Asn Asn Tyr Lys  
            20                  25                  30           
 
 
Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe Tyr Met Pro Lys  
        35                  40                  45               
 
 
Lys Ala Thr Glu Leu Lys His Leu Gln Cys Leu Glu Glu Glu Leu Lys  
    50                  55                  60                   
 
 
Pro Leu Glu Glu Val Leu Asn Leu Ala Gln Ser Lys Asn Phe His Leu  
65                  70                  75                  80   
 
 



Arg Pro Arg Asp Leu Ile Ser Arg Ile Asn Val Ile Val Leu Glu Leu  
                85                  90                  95       
 
 
Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala Asp Glu Thr Ala  
            100                 105                 110          
 
 
Thr Ile Val Glu Phe Leu Asn Arg Trp Ile Thr Phe Cys Gln Ser Ile  
        115                 120                 125              
 
 
Ile Ser Thr Leu Thr  
    130              
 
 
<210> 5 
<211> 411 
<212> DNA 
<213> Homo sapiens 
 
 
<220> 
<221> CDS 
<222> (4)..(402) 
 
<400> 5 
cat atg ccg acc agc agc agc acc aaa aaa acc cag ctg cag ctg gaa         
48 
    Met Pro Thr Ser Ser Ser Thr Lys Lys Thr Gln Leu Gln Leu Glu            
    1               5                   10                  15             
 
cat ctg ctg ctg gat ctg cag atg atc ctg aac ggt atc aac aac tac         
96 
His Leu Leu Leu Asp Leu Gln Met Ile Leu Asn Gly Ile Asn Asn Tyr            
                20                  25                  30                 
 
aaa aac ccg aaa ctg acc cgt atg ctg acc ttc aaa ttc tac atg ccg        
144 
Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe Tyr Met Pro            
            35                  40                  45                     
 
aaa aaa gca acc gaa ctg aaa cat ctg cag tgc ctg gaa gaa gaa ctg        
192 
Lys Lys Ala Thr Glu Leu Lys His Leu Gln Cys Leu Glu Glu Glu Leu            
        50                  55                  60                         
 
aaa ccg ctg gaa gaa gtg ctg aac ctg gca cag agc aaa aac ttc cat        
240 
Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gln Ser Lys Asn Phe His            
    65                  70                  75                             
 
ctg cgt ccg cgt gat ctg atc agc aac atc aac gtg atc gtg ctg gaa        
288 
Leu Arg Pro Arg Asp Leu Ile Ser Asn Ile Asn Val Ile Val Leu Glu            
80                  85                  90                  95             
 
ctg aaa ggt agc gaa acc acc ttc atg tgc gaa tac gca gat gaa acc        
336 
Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala Asp Glu Thr            
                100                 105                 110                



 
gca acc atc gtg gaa ttt ctg aac cgt tgg atc acc ttc agc cag agc        
384 
Ala Thr Ile Val Glu Phe Leu Asn Arg Trp Ile Thr Phe Ser Gln Ser            
            115                 120                 125                    
 
atc atc agc acc ctg acc taagaattc                                      
411 
Ile Ile Ser Thr Leu Thr                                                    
        130                                                                
 
 
<210> 6 
<211> 133 
<212> PRT 
<213> Homo sapiens 
 
<400> 6 
Met Pro Thr Ser Ser Ser Thr Lys Lys Thr Gln Leu Gln Leu Glu His  
1               5                   10                  15       
 
 
Leu Leu Leu Asp Leu Gln Met Ile Leu Asn Gly Ile Asn Asn Tyr Lys  
            20                  25                  30           
 
 
Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe Tyr Met Pro Lys  
        35                  40                  45               
 
 
Lys Ala Thr Glu Leu Lys His Leu Gln Cys Leu Glu Glu Glu Leu Lys  
    50                  55                  60                   
 
 
Pro Leu Glu Glu Val Leu Asn Leu Ala Gln Ser Lys Asn Phe His Leu  
65                  70                  75                  80   
 
 
Arg Pro Arg Asp Leu Ile Ser Asn Ile Asn Val Ile Val Leu Glu Leu  
                85                  90                  95       
 
 
Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala Asp Glu Thr Ala  
            100                 105                 110          
 
 
Thr Ile Val Glu Phe Leu Asn Arg Trp Ile Thr Phe Ser Gln Ser Ile  
        115                 120                 125              
 
 
Ile Ser Thr Leu Thr  
    130              
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